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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


■Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


4414 


34782 


A 


4455 


3 


1045 


DFTSENFSAAWYLIENHSNTSF 

EQLKMAVTNLKRQANKKSEGS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADSTVRNALNVLAQRFKFLFN 

LPLNIERMIQKGDYDVV1NDYE 

K\AKSLFG\KTEVQVF\KKYYAE 

V\EPRVEALRELLL\DKLLETPST 

LHDQKRYIRYLSDLHASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVOVLDSOFSGSAI RRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIKMMCL 
GNSEKDWPKFRGVGEDAGLLA 
ARECGALLVIRHLINAVRAIVP 
NKSNNEIILVLQHFDNCVDKATV 
OAFMFG^ASFVI KFWTVTGKK 

KLLLQGEEELARLPFITGGSGSC 
YSSSTLAVEEECRVLA 


4416 


34784 


A 


4457 


1 


276 


MEDEMEGLTEAGFRRWVTTNS 
AELKEHVLTQCKEAKNLDKRL 
FF1 1 ^RIT^I FRDI^DOMFYRFT C 
EAYTS1NSQINQAEERISEFEDH 
LAE1 


4417 


34785 


A 


4458 




361 


EMVHRKKKAVHRTATADDKK 
LQFSLKKLEVNNVSGIEEVNMF 
TNQG TV I H FN\A EM PANSFTI TG 
HAFTKOI MEMLP^ILNOLGAH 
CI T^LRRLAEALPKOSVNGKAP 
LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKFPEGARQGGTGQR 

RRRKAMRRTGAPAQADSRGRG 

RARGGCPGGEATLSQPPPRGGT 

RGQEPQMKETIMNQEKTRHTC 

RAQWRIGGKGTARRKKKVVH 

RGAAS/ADDKKLQF\SLKK\LGV 

NNISGIE\EVNM\FTN\QGTSGST 

FNNP*KFQG1SWPANTFHHLQG 

HAEDKGS*QEMLAQHLKPSLG 

AD^I T^l RRLAFAI PKOSVDGK 

APLATGEDDDDE\VPDLV\ENF* 

♦RLPRNEANLNLSQLLKIKP 


4420 


34788 


A 


4461 


1 


1527 
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SKQ ID 

NO: 


SKQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09o40.2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


4421 


34789 


A 


4462 


8 


327 


L 1 WQLTFTKTI KS/CEE YG K 1 VST 

KAILDKNTNQCKGMCKGIRTL 

KSCLCYLINGSSIVEVQKRLAY 

AGTLEPSLVHQVYSELSYYKLP 

GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEGREKWRGRRKDGRKEGR 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KGTEG KGTEG KG IC E RKG K EG K 
GKERKGKERXGKERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERKGKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


1 


1344 




4424 


34792 


A 


4465 


-> 


373 




4425 


34793 


A 


4466 


\ 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTS1YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 


4426 


34794 


A 


4467 


3 


415 




4427 


34795 


A 


4468 


396 


676 


LCFPYAERPDLQFLC*DLCARSP 
YLLQAQKYLQEF*AIPHLDQQT 
EPPDPS VSF Y LLDCTLNCTAQH 
KTC*KKSIGL*EQNQQTLSSIPY 
SHT 


4428 


34796 


A 


4469 


] 


858 


MEWEDNLPLELGRTVAKLLSD 

HSQTPLGIQMFLLFSLSLRKSPL 

VCLSYLFNFRFTLESEVQHLSG 

AITLTAWPKIPFLGIREAKSPRS 

ENTRLATILEAGHRHLGTSVSK 

DHPVTFWT^PRRDLQSDLKQIKI 

DLGKFSDNPDGYIDVLQELGQS 

FDLTWRDIMLLLNQTLTPNERS 

ATITAAREFGDLWYISQVVAAV 

AGLVSEAVKI!QG\LTVWT/SHD 

VNGILTAKGDLWLSDNHLLKY 

QALLLEGPVLRLRTCATLNPAT 

FLPDNEEKIEHMCQQVIAQTYA 


4429 


34797 


A 


4470 


918 


1939 
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SKQ II) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence { X=lJnkna\vn, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


4430 


34798 


A 


4471 


3 

r . 


2693 


PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVKAGAII 

HLN1GEGTPICRLLFEEGISPEV 

W ATEGQ YGQ A KN AHFVQVKL 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILG VQKPKRQ WRL VQDLRI IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFC1PVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQATQALLNFLTTCGYKVSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

GFLGITGFCRIW1PRYGKIARPL 

YTLIKETQKANTHLVRWTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKKAT*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAAIAVLI 

SKAVKMIQ*RDLTVWTSHDVN 

GILTAKGDLWLSDNHLLKYQA 

LLLEGPMLRLCTCAALNLDTFL 

PHNEEKIEHNCQQVIAQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVGYAVVSDNGILES 

NPLTPGTSAQLAELIALTWALE 

LGEGKRVNIYTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERRVCDGLQD 

CG DGSDEAGCPDL ACG RRLGSF 

YGSFASPDLFGAARGPSDIHCT 

WLVDTQDSRRVLLQLELRLGY 

DD YVOV YEG LG ERGDRLLOTL 

SYRSNHRPVSLEAAQGRLTVA 

YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRFAVFTGAFHALSFLLSFVV 

LCCTYLKGLKVARFHCKRIDV/ 

M H H ADAR A AGG PA PQCAGTLS 

\EEQKRRRQRATKKISTFIGTFL 

VCFAPYV1TRLVELFSTVPIGSH 

WGVLSKCLAYSKAASDPFVYS 

LLRHQYRKSCKEILNRLLHRRSI 

HSSGLTGDSHSQNILPVSE 
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SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


4435 


34803 


A 


4476 


1 


332 


ERGRQEMSAKLRPPAEPPCVPA 
RJ S P* RPS * RQ* M ERRCPP WRCS 
PMPC/CFFREHALQVRCGPTSA 
DCGRDPLFSPHPKPLPHPVPDIG 
WVATAGAQRSSSPVPSSLFVW 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALTTALM 

PPDNRFGENTPAAPANGHCAP\ 

EPDITLVQDHSELPIGAAATMA 

HEIGHSLGLSHDPDGCCVEAAA 

ESGGCVMAAAT/GVRGHPFPRV 

FS/SCSRRQLRAFFRKGGGACLS 

NAPD/TRTPGAAALCGNGFVEA 

GEECYCVSVGQECRDLCCFAHN 

CSLRPG AQCAHG DCC VRCLVR/ 

CMEGSGSHQLPRLVPGGDSAE1 

LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNLVFL 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKKJHTREYSYKCE 

ECGKAFNWSSTLTKHKIIHTGE 

KPYKCEECGKAFNRSSNLTKH 

KIIHTGEKPYKCEECG\KAFNRS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFSILNKHKRJHMGR 


4438 


34806 


A 


4479 


1 


588 


MLGKVQQQEQTIAKDLVVTKY 

KMCGGT/DIANRVLRSLVEASS 

SVGGQDYILKEGDLVKIDLGVH 

VDGFIANVTHTFVVDVAQGTQ 

VTGRKGDVIfCAAQLCVEAALC 

LVKPGNQNIQVREAWSfCVALS 

FNCMPIEGMLSHQLKQHVIDGE 

KNIIQNPTDQQKKDHEKAEFEV 

HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKT1IQNPTDQQKICDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

ICLLFQAKDAGQRTTIYKRDPSK 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 
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SKQ ll> 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 

LARAFARPLLEDRGDSDHSLW 

LCRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQTIVD/DSLVVT 

KYKMGGDIANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGK1 

FKKEKEMKKG1AFPTSISWNNC 

VCHFSP/L*KSDQDY1LKEGDLV 

KIDLGVHWDGF1ANVAHTFVV 

DVAQGTQVTGRKVADVIKAAH 

L\CAEAA\LRLVKPGNQNTQVTV 

EAWNKVAHSF\NCTPI\EGMLSH 

SLKQHVIDGEKP*FQNPTDKQK\ 

RAHEKADFEVH\DVYAVEGLV 

KPQERARPKDAGQRTTIYKRDP 

SKQYGLKMKTSRAFFSEVERRF 

DAMPFTLRAFEDEKKARMGV\ 

VECAKHEL7VWQPFNVLYSGRE 

GDFVCPVLNFTVLVLMPNGPML 

1 1 ourr CrUL T Kol^lvlfc VV£\UAcL 

k'TAPMATCr.PTI PPWPArin 
N.I ACiNA 1 ovJC* 1 LtClNcAvjU 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


34811 


A 


4484 


1 


1312 


MSSKGSVVLAYSGGLDTSCILV 

WLKEQGYDVIAYLANIGQKED 

FEEARKXALKLGAKXVFIEDVS 

REFVEEFIWPAIQSSALYEDRYL 

LGTFRARPC1ARKQVEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAP\QIKVIAPWRMPEFYNR 

FKGRNDLMEYAKAQHGIPIPVTP 

KNPWSMDENLMHISYEAGILE 

NPKNQAPPGLYTKTQDPAKAP 

IMTPDILEIEFMCKGVPVEGGPTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRGILRRPQAG\TILYHAHLDIE 

AFTMGGDRAQIPNQGLGFEFVE 

LG VYRFSGTAPECELVGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

Ql riPPX/PUP^l vmf\pi vicwnT 

oLUrCV rriv/dL I INCXCLi V IxiivJ 1 

COGDYE\PN*LPPGFIOTSISLKA 
EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
OW540.2I7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 


KTTTLEDNLGNTIQDIGPGKDF 

MMKIPKANATKIKIDEWDL1KL 

KSFCTAKATTKRVNKHDESLRS 

HYE*WGMLTDCVVMRDPNTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSRED 

SQRPGAHLTVKKIFVGGIKEDT 

GGFAFVTFDDHDSVDK1VIPKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRGRSGRGGGFGGNENFG 

CGGNFSGHGGFGGSHDGGGYG 

GSGDGYNGFGNDGGYPGGGPG 

YSGGSRGYGSGGQGCGNQDSG 

Y G RSGSY DSCN KG G RG G FG SG 

SGSNFGGGGSYNDFGNYNNQY 

SN FG PM ICGG N F/GG RRSG P* G D 

GGQYFAKPPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 


.> 


333 




4448 


34816 


A 


4489 


1 


1676 


MRJDPNTKRSRGFGFVTYATVE 

EVDAAMNTTPHKVDGRVVEPK 

RA V S REDSQ RPG A H LT V KK1 F V 

GGIKEDTEEHHLRDYFEQYGKI 

EVIE1MTDRGSGKKRGFAFVTF 

DDHDSVDKIVIQKYHTVKGHN 

CEVRKALPKQEMASASSSQRG 

RRG SGN FGG G RG DG FGGN DN F 

GRGGNFSGRGGFGGSCGGGGY 

GGSGDGYNGFGNDGSNF*G\GG 

SYNDSGNYNNQSSKFEPMKGG 

NFGGRSSGPYGGGGQYFAKPQ 

NQAARCVAARWLFRTEARLVF 

LQKFPPWAVVEVVTVIVAAPA 

AATATTRDGGGCSRNCN1PEVF 

PELLGCPNRRGPPGGVREKQQQ 

TNSKSTRRQEITKTIAELKEIETR 

KTLQKINESRSWFYEKINKVDR 

LLDRLIKKKREKSQIDA1KNDIG 

D1VTDPAEIQTTIKEYYKRLYAN 

ELENLEEMDK.FLATYSLHSLNQ 

EEVESLNKPVTSSEVEAVTNSL 

PTKKSPGPDGFTVLLEVLAPA1R 

QEKE1KH1PIGREEVKLSLFADD 

V1VYLENPIVSAQNLLKLISNFS 
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SEQIO 

NO: 


SEQIO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5404 n 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=po$sihlc nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 

i 


MKCLKFINHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSET1FKDLFKVPVLKETI 

YYKFYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

V1VFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKJCPDQLR 

KLFMGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATVVEEVDAAMNARPH 

KVD\GRVV\EPICRAVSREDSQRP 

GAH1/TLVKKIFVGG1KEDTEEH 

HLRDDYFEEIILMSMEKIEVMEl 

MT\DRGSGKKRGFAF\VTFDDH 

DSVDKIVIXQKYHT/VGNGHNCE 

V\RKALSKQEDG*VLHPAQRG\ 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGTVRG\ 

GGGYGWQWGMAYNGFGNDGX 

olNrvjOOOXo Y INUrOXN Y NlN<s/\ob 

NFG PM KGGNFG\G RSSG P YG\G 
GGQYF\AKPR\NQGGYGGSSSS\ 














4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILAISTLLKI1TGELL 
QSFGDGLLWNLVIGIRGIDGLSP 
KVRKVLQLLRLRQIFN/GTFVK 
LIKVTVNMLRTVEPY1AWGYPN 

LKo ViNfcL.] Y Nrivj YUrvlorvKKJA 

i Tr>xi\/i i ADci cw wc\ \c*\AXzr\\ i 
L. I Uri V LIAKoLLilS. YOllCMtULI 

Ytl i 1 VuKKrKtAINiNrLWrrKL 


AAS. 1 


1AQ 1 ft 

jio i y 


A 

A 


AAQ1 


i 










A 

A 




i 
i 


1 ^7*7 




AA^I 




D 
D 


AAOA 
tiny** 


i 
i 


77 1 1 




AA<A 




A 
A 


AAQ^ 

447J 


i 
i 


ZH / o 




AA<< 




A 

A 


AAQ& 




1 SAA 




44 




R 


4407 


j 






4457 


34825 


A 


4498 


1 


744 




4458 


34826 


B 


4499 


1 


2172 





504 



WO 01/075067 



PCT/USO 1/08631 



seqid 

NO: 


SKQ ID NO: 
or peptide 
sequence 


tMet 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4459 


34827 


A 


4500 


1 


2535 


MKSGHPEKEQDNSDVQETREIT 

1RGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETHVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSVIKKSIGWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLK1IRAIYD 

K PT AN 1 1 LNGQKLE A FPL KTGTR 

QGCPLSPLLFNIVLEVLARA1RQ 

EKErKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSG YKJN VQKSQAFLYTKN R 

QTESQIMSELPFT1ASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGR1NIVK 

MA1LPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWYQKRARJTKSI 

LSQRNKAGDITLPDFKLYYICAT 

VNKTA WYWHQN RH I DQWN RT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKTIKTLEENLGITIQDIGMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


450! 


| 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 
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SKQ ID 


SEQ H> NO: 


Mel 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=tlnknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*-Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possinlc nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


ENKDTTYQNLWDAFKAWCRG 

KFIALNAHKRKQEKSKIDTLTS 

QLKELEKQEQTHSICASRRQEIT 

KIRAELKEIDTQKTLQKINESRS 

WFFERINKIDRPLARLIKKKREK 

NQTDTIKNCKGDITTDPTEIQTT 

JREYYKHLYANKLENLEEMDK 

CI KITVTI DDI XI/"kE?C\/CCI MDDIT 

O A bl V A 1 1 SbLPl /K/KbPO PUOFT 
AEFYQRYKEE/LEKEGILPNSFY 














EASIILIPKPGRDATKKENFRPIS 












LNfNIDAKILNKILAkRIQQHIKk 

LIHHDQVGFIPGMQGWFNIRKS 

INVIQHfNRTKDKNHMIISIDAE 

KAFDKIQQRFLLKTLNKLGIDG 

TYFKI1RA1YDKPTANIILMGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

Q A FL YTNNTQTESQ1 MSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKDDTNKWKNIPCS 

WVGR1NIVKMAILPKLPMTFFT 

ELEKVTTLKFIWNQKRACIAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNRT 

EPSEIMPPIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KI KLDPFI TPYTKINSRWIKDI 

NVRPKTIKTI FFNI GITIODIGI 

GKDFMSKTPKAMATKAKIDK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAKILNKILPNQIQQHIKLKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMNLIDAEK 

SFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANIILNGQKLE 

VFTLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKE1KG1QLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

i i k r niQxiFCk r iQnvK , i'M\/r»k'QOA 

LLN-v/l^Nr oJVloO T MIN V^i^ov^A 

FI VTKIXlPr^TFQOTMQPIPPTI A 1 
rLY 1 iNlNKV^ I tovlIvloCIrr 1 IAL 

KRIKYLGIQLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 






JHOJO 


A 






o / -> 


R D^WGTrPVSGAGK VD WPP^S 
*HHR*HQQWCCGMPHQLSTKE 
NISIKDHLTKEKRKGGAV*RII 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, A=p05siblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVKQYISKM 

IEDSGPGMKVLLMDKETTGIVS 

MVYTQSEILQKEVYLFERJDSQ 

NREIMKHLKAICFLRPTKENVD 

YIIQELRRPKYT1YFIYFSNVI\SK 

SDVEVIGLKL1EQEVVAEVQEF 

YGDYIAVNPHL FSLN I LG CCQG 

RNWDPAQLSRTTQGLTALLLSL 

KKCPMIRYQLSSEAAKRLAECV 

KQVITKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLGINNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSNIKNLMEDFQKKKPKE 

QQ KLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLEVSEVEQELACQNDHSS 

ALQN1KRLLQNPKVTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVA1TK 

QFLKGLKGVGNV\YTQLQPF\L 

HXETLDHLIKGRLKENLYPYLGP 

STLRDRPQDIIVFVIGGATYEEA 

LTVYNLNRTTPGVRJVLGGTTV 

HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


4511 


1 


1335 


MAPVTMMGYRSGKMGILADV 

QLQVGPPGPWLHLVVIAPVPEC 

ITGIG1FSSWGSPDVGPLLYDIR 

AIMWGSLAPAENTWILGNNHR 

RFLAQLKPRVIMQDFSNVISKS 

DVKSLAEADEQEVVAEVQQVI 

TKEYELFEFRRTEVPPLLL ILDR 

CDDAITPLLNQWTYQAMVHEL 

LGINNNRJDLSRVPG1SKDLREV 

WSSAEIDEFYAKNMYLNFAEIG 

SNIKNLMEDFQKKKPKEQQKL 

ESIADMKAFVENYPQFKKMSG\ 

TVSK\HVTVVG\ELSRL\VSERN 

LAGRFSEVEARNWAC\QNDHS\ 

S A LQN 1 KRLLQNPK VTEFDA AR 

LVML\YA\LHYERHSSNSLP\GL\ 

MMDLRMKGVFWRKYSKARVL 

AVVEYGGKRVRGSDLFSPKDA 

VA1TKQFLKGLKQQEIVNCVLA 

AANVYIKQLPLSIQPSASLNGC1 

SLEKKPLVSTQRN 


4471 


34839 


A 


4512 


1 


816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4474 


34842 


A 


4515 


170 


373 


HSPRGSTASF/CEVSETKNPPIPD 
TPATREA EGLRSRLA V YSTRDS 
PCVACSGSY IQAyui>LGKKFQ 
DP 


4475 


34843 


A 


4516 


262 


358 




4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHL) ¥ N 1 tCbNG 1 KSNGNKSQN* 
Q\WDL1NLKSFCTAKETTIRVNR 
QPTEWEKIFTIYPSDKGLISRJ 


a Ann 


J4o4-> 


A 

ill*. . 


A C. 1 O 

4D 15 


©A 1 

oU 1 


CkA A 

y44 

• 


LX^br 1 NbKHlLA 1 QMGPSPITKQ 

bNrUV"KbCGrbCc>rRVWRYL 

Vb 


a Ano 
44 /o 


34540 


b 


43 IV 


Q < 
OJ 


AAA 
ODD 




/I /I "7 A 


3454 / 


A 


y| Oft 

4!>zU 




onn 
82/ 




A A OA 

4480 


"J AO AO 

34848 


A 


4521 


272 


339 




A A O 1 

4481 


1 A O A A 

3484y 




A 

4522 


c*o 


T7C A 




4482 


*5 A OCA 

34850 


B 


452j 


! 


CIA 

519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRFALYfCRP 

KANGVKPSTVHVISTPQASKAI 

SCKGQHSISYTLSRNQTVVVEY 

TH DKDTDM FQ VG RSTESP1 DF V 

VTDTISGSQNTDEAQITQSTISR 

FACRI VCDRNEP YT A RIFAAGF 

DSSKNIFLGEKAAKWKNPDGH 

MDGLTTNGVLVMHPRGGFTEE 

SQPGV WREISVCG DV YTLRETR 

S AQQRG K LG LQTG DM A EN T/T 

VHALPSNCMVWRRSQTRQQIS 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTA I FAG A ARA ADN 

K KC AG ARRA LG RA RGCS ATA R 

PRRRRRRPRGLAPPRPARPPPG 

GMSYKPNLAAHMPAAALNAA 

GSVHSPSTSMATSSQYRQLLSD 

YGPPSLGYTQGTGNSQVPQSKY 

AbLLAI IbbLGKbl KPTYAGSKSS 

\MERL\KRGIIHARGLVRECLAE 

TERNARS 


4488 


34856 


A 


4529 


1 


653 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPNLRAPFHSQSRR1LIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPMPRVAAGSAHHQQAGPTAA 

AQHRTPVALFSPPLSLVYGQQQ 

tvrvCofc Irl Vrl rrAKAKUW 1 1 1 

G VEH VPA YNRTRA PEKCDi/S V 
PSPHSSPDAETSHPRH1SPCPG 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*=Stop codon»/=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFEKR 

PKNFGIGQXQRLLARAEKKAAG 

KGDVPTKRPPVLRAGVNTVTT 

LVENKKAQLVVIAHDVDP1ELV 

VFLPALCRKMGVPYCIIKGKAR 

LG RL VH RKTCTTV A FT 


4490 


34858 


A 


4531 


1 


2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

LVSIELMFCFGLGYFFIPMQEW 

P1MTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARMRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRTILTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RGLWNAQRQLALEEQHERESS 

G DEETL A LLKRQG LLQQPEQ A P 

FTSRMGLLLVFPL1QSQSRTDPS 

LCNITAEVLLNCLRDCQPLSLT 

1CEPADCLNG I ETLLCS WLEETS 

DTGRHIPHKQKENAAAALVAL 

ACARGFVYCRNEELEPGWVAF 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQVCQV VPM PAN HLPIG 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKRXDIQPKRELT 

YFVKW/PRYVRLQQQRAILYKQ 

LKVPPAINQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

QAEKKAAGKGGVPTKRPPALR 

AGVNTITTLVENKKAQLVVIAH 

DVDSIELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQ VNLEDKG AL A KLVEG 1 RTN 

DNDRYDEICCHWGGN1LGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 

KQEAKKVVNPLFEKRPKNFGT 

GQDIQPKRDLTHFVKWPCYJRL 

QQQRTILYKWLKVPPEINQFTQ 

APDSQTATLLLKLAH/KYRPET 

NQEKKQRLLARAKJCKAAGKG 

DIP\TKSPPVLRAGVNTITTLVE 

NKKAQLVVIAHDVDPIKLVVFL 

PVLCHK/MGVPYCIIKGICARLG 

HLVHRKTCTTVTFTQVNSEDK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for lust amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
* s =Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


4493 


34861 


A 


4534 


1 


931 


KSIQKGLKMCLSSSLLPPSKMP 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNPLFEKRP\KNFGIGQ 

DIQP\KRDFTRFVKWPRLLSGC 

MR\KRAILYKAG*KLPPA\1NQF 

HPGPWDPANKLLQLL*AWAHK 

\YRP\ETKAKRKKQRL\LARA\E 

KKAA\GKGDVPNERDPPV\LRA\ 

GVNTVTHLWWRNKKAPAWVV 

F ATRR Wl PFELWVFLPALACREK 

WG SP YC 1 1 K G K A RLG R\L VH\RR 

PCT\TVGFHTR*NSKDKRRLLA* 

AGLEAIR1 Qr I IDQIRWRSGRHx 

WG\GNVLG\PKSVARIRQASKR 

QRLKELATKLG 


4494 


34862 


A 


4535 


3 


227 




4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 


3 


468 




4499 


34867 


A 


4540 


2 


790 


PRGRMRJIRXTFQERRMTLNESP 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAAI 

PDVVSLLEQfNTSPDTWYAAID 

LANALFSIPVHKGYINSLALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

rGFWRQHIPHLGVLHQPJYRVl 

RXAA/SFEWOPbQhKALQQVQ 

AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 

ISPTRSNLPSAATPVIAQWA/HE 

QSGHGGRDGGYTWAQQHGLA 

FTNTDLATVNAKIGFAYPVCDA 

SAKTT1RGLLECLIRCDGIPHSIA 

SDQAR1HRSRNQEVEVEVAPLT 

ITPSDPLAKFLLSVPVTLRSAGL 

EVLVPGEGMLPPGNTRTIPLNW 

KLRLPPGHFGLLLTLSQEAKNG 

VTVLAGVIDLDYQDEISLLLHN 

C\C\C\C FY A RMTriDPI HRI 1 VI P 

UVJrvTwC T A\ l\IN 1 ULTLUIvLL VLr 

CPVIK1NGKLQQPNPGGTTNGS 
DPSGMKV 
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SEQ!I> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


.Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion* V=possible nucleotide insertion) 


4502 


34870 


A 


4543 


3 


367 


DLWPFrRVTVH/WGKANDQTF 
QGLLDTGSELTLIPGYPKRHCC 
PPVKVRVYGGQTDGSWRMTV 
GYHKLNQWTPIAAAVPDVVS 
LLEQ1NTTPAIKWVVHSSIPSSN 
GSGVYVIRLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 


1 


681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 

EK1GKWIECYGHPPASKLVEIY1 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTA1AAA1 

PDVVSLLEQINTSPDTWYAAID 

LANALFSIPVHKGYINSLALCH 

NVIWRELDCFSLPRDTTLVHYI 

DD1MLIGSIKFLGVQWCGACRD 

IPSKDPADPMVLEVSVADRDAV 

WSI WQ A L I DESQQRPLG FWSKS 

LPSSADNYSPFERQLLAYYWAL 

VETERSTMGHQVTMLPELPVM 

NWVLSDPSSHK/ANGLAGWSG 

TGKKHDWKIGDKEIWRRGMW 

MDLSEWSK/D/VKIFVSHVSAH 

QRVTSAEEEFNMQVDRMTRSM 

DTTQPLYPTTPVIAQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQTFRKLLDTGSELMLI 

PLRVVIPTTSLFNSPIWPVQKTD 

G SG RM R V D Y H KLNQ VMTPTA 

AAVPDVVSLFEPINTFLGTWYA 

AIDLANALFSIPVCKAHQKQFA 

FSWQGQQYTFTVLPQRYINCLA 

LCHNLIQRDLDHFLLPQGITLV 

HYIDSGPFIK*PEAASFEWGPEQ 

EKALQQ VQA A VQA ALS IGPYD 

PADPMVLEVSVADGDAVWSL 

WQA PKG ESQ WRPLG F WSKA L P 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGK1FV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

W A H EQSG HG G RN EG Y A WTQQ 

HG LPLTICA DLTTATA EC P1CQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDYIEPLPSWKKQRFLLTGI 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHSIASLYRER 

GTHFTDKEVQQWAHAH 
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StQID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkim\vn, 
*-Stop codon, /=possiblr nucleotide 
deletion, \=possib1e nucleotide insertion) 




4508 


34876 


A 


4549 


2 


1602 


NLSPILPQDLWPFTRVTVHWGK 

GNDQTFQGLQDTGSELMLIPGD 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPEC MD1D1 LNSWQNPH I DSLTG 

RVKAIMVGKAKWKPFEPLLPIK 

IVNQKQYRJPGGIAEISATIKDL 

KDAG VVI PITLPFNSPF WPVICKT 

DGSWRMKVVYCKLNQVVTPIT 

AAVPDV/VVSLLEQINTSPGTW 

YAAIDLANAIFSIPVHICAHQKQ 

FAFS WQG HQftTFTVFTILLH I H * 

KVGHAQQHSIIKWKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TSAALPSLPRPAPMASWGVLY 

DQLTEEEKTRAWFTDGSARYA 

GTTQKWTAAALQPLSRTSLKG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKHDWICIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITOPLSPATPVITOW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40,2l7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=UnUnown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4509 


34877 


A 


4550 


1 


1891 


MLSSTQNAGGSYQRVRGALDT 

QEWKWGEVSPRTLNVDGRAL 

VSVANTHGTDRPAYTLNPQSR 

DQRSGVITLGYKRPLEREDLFE 

LKESDSFCTACPIFEKQWRKEV 

LRNQERQKVKALNKLDEALCP 

G1ILTQSTDSNANLFQKQPHRJHT 

QTSGRWQI11FCEHSSDFGWNG 

YGYAVALLVVVFLQTLILQQY 

QRFNMLTSAKVKTAVNGLIYK 

KLGWSGKVSWLILHDVGHGIM 

EGYIAWGKGSDVRITWEKKST 

EMRTRPAQKMALLLSNVSRQK 

FSTGEIINLMSATHGLDSKPQSP 

LVCPFSNPNGRJSPLARAGLAD 

HYRVTHLQ1LKLYAWEPSYKN 

KHKIRDQELEFQKSARYLTVFS 

M LTLTCI PFLTK I SLG RLEDF LN 

TEELLPQSIETNYTGDHAIGFTD 

ASFSWDKTGMPVLKESIR1RIEQ 

VLNQLSLFETVDYPGSVAYVSQ 

QAW1QNCILQENILFGSIMKKEF 

YEQVLEACALLPDLEQLPKGD 

QTEIGERAVNISGGQQHRVSLA 

RAVYSGADVYLLDDPLSA1DV 

HVGKQLFEKVIGSLGLLKNRTH 

ILVTHNLTLLPQMNLIVVMKSG 

RJAQMGIYQELLCKTKNLTN\FT 

KSSVNKKKVGEWEESGRGS 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGLIYKKVSLAT 

LC V YFLLDE RJ I LT A PK V FTSM S 

LFNILRJPLFELPSVISAVVQTKI 

SLGRLEDFLNTEELLPQSIETNY 

TGDHAIGFTDASFSWDKTGMP 

VL/NRGSEAYVSQQAWIQNC1L 

QENILFGSIMKKEFYEQVLEAC 

ALLPDLEQLPKGDQTEIGERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHAIGFTDASFSWDK 

TGMPVLKESSVAYVSQQAWIQ 

NCILQENILFGSIMKKEFYEQVL 

EACALLPDLEQLPKGDQTEIGE 

R/GKETAVNISGGQQHRVSLAR 

AVYSGADVYLLDDPLSAIDVH 

VGKQLFEKVIGSLGLLKNRTSH 

SVCHYTLLAVPHLLEVQ1LTGN 

FIQSLGFNYHEYANNSNAYIVN 

LDLFPGFQTCVYKLLSPIRCLIC 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT*EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 




515 
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st:Q ii> 

NO: 


SEQIDNO: 
or peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last .in mm acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4514 


34882 


A 


4555 




852 

* 


MPCTTSGLDKVPTSKKALTRY 

GYGSLTLDFSGSIIPCK.MCLSPS 

TRIVRPSQPRGTEDPDETGDTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSED1NPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPVTKLKSRQTPGGE 

VDSVTCEEKTDGPWRKTVDYC 

KLNQVVTP1AALVPDMVSLLV 

QINTSSDTSYAAIDLAKAFFSIP 

VYKAHOKOF1FSWOAOOYTFT 

HFLLPQDITLVHYIDDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 

SRSRTSRMAPS\ASRAPLK*ELE 

PRQAQVAQPPA\AAPPSAVGSS\ 

AAAPRQPG/LFMAQMATTAAG 

V AWG FCCGGHTLG HG I\TG G LS 

VGGKLIA*ALRRP*HQFNQGSF 

RnTOAKH^KOOPAI PI f WRIkTT 

SFREVVPPEPRVTIQGFCGGFPM 
RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTVIRSGIAY1LHLKSYDVNIQT 

GSNACNQPTHPNGDCSHFCFPV 

PNFQRVCGCPYGMRLASNHLT 

CEGDPTNEPPTEQCGLFSFPCK 

NGRCVPNYYLCDGVDDCHDNS 

DEQLCGTLNNTCSSSAFTCGHG 

EC1PAHWRCDKRNDCVDGSDE 

HNCPTHAPASCLDTQYTCDNH 

QC1SKNWVCDTDNDCGDGSDE 

VTNRCDGVFDCSDNSDEAGCP 
TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATG RCCCG L APG FPLC WVL Y P 

GGRGSAVCPEPHVLRTGSPLQRE 

QRTNGRTDLSSLLPNLNFDSPP 

RCKHKNQLAITLRKRIRKLATS 

LFSSTIFRISGTSVIISAPGAGLPL 

PALFPTRCQPKFSRSIDPTGKAV 

QTADIRLSARATLWLGGSIEESP 

VLCSTLRLLLRRLPPPLTWTSPN 

RPTQPCTAQTQTNQSVG 1 A A PS 

AIRVIYPESVVLNAVIYLPGDPE 

V^fll PR AFKRRFWFVRI nPP.T 
FKI 1 1 V YfTH PH Hk K VNTPl^ T 
r.AI V/AF 




14RR7 


c 


tJUU 


■ s & 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ H> 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possiblc nucleotide insertion) 


4522 


34890 


B 


4563 


58 


1282 




4523 


34891 


B 


4564 


1 


684 




4524 


34892 


A 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

KKVTSEGYITPVEIYDYRQYCY 

ALQRP1ATTQIDDVRDGHTTRL 

AKLEKQEQTHSFCASRRQEI1KIR 

AEPKEIETQKTLQKJNESRSWFF 

EKRM Kl DRLLAR L 1 KKKREKNQI 

DA 1 KN DKG D1TTN PTEIQTTI RE 

YYKHLYANKLENLEEMDKFLH 

TYILPRLNQEEVESLNRPITGSEI 

EAIJNSLPTKKSPGPDGFTADFY 

QVMLEVLARAIMQEKEIKGIQL 

GKEEVKLSLFADYMIVYLENAI 

ISAQNLLKLI/SNFSKVSGYK1NV 

QKSQAFLYINNRQTESQIMSER 

PFTIASKRJKYLGIQLTRDVKNL 

FKENYKPLLNEIKEDTNKWKK1 

PCSWVGR1NIVKMAILPKV1YRF 

NA1PIKLPMTFFTELEKTTLKFI 

WMQKRAC1TKSILSQKNKAGGI 

MLPEFKLY/YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCD1MRKDEKGGKEKKDRS 

KSKSLMDTLKRQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWPLRPTNSEETCIKME\PSPP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDY1QYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQMLVVA 

PEIFVDQSMNGLLTGTTGVMLQ 

SPRVGPHHVPPLSPLLPPMQNN 

QIQRNFSGLTGTEAHMAESMLC 

HLNFDFNSAPGVARVYVSVQSS 

GPMVVTSLTEELKR\LAKQGWL 

WPPLKSVRRCVLARRSLYTKQL 

NQEEGTELNLGSSCLLC 


4526 


34894 


A 


4567 


364 


661 


PFHFTCFSCKVYFADPGSAARS 

VPGSPSAVCAQCILCTGHCAVC 

PGLGEHHSSGRTLMKTKLHSK 

KLKPCYLLC*SKN*KTQGGSPK 

S*NVNKYLVTLl 


4527 


34895 


A 


4568 


53 


470 


C1S1IILPGPSAKTLSPVLSLSSPY 

TASFQPTFVRTFSHQTTYLSLGS 

VPVAQLKCSAGQQRGELLCRR 

GVWGSWISVSHFTEIATLPAAC 

LEDGE\DFNLGGILDSSKYL*SIQ 

KTNTHRIVDGKVVSETNITDVL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SKQIDNO: 
in UJSSN 
09/540 3. 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=linknown, 
*=Stop codon, A=possiblc nucleotide 
deletion, \- possible nucleotide insertion) 


4528 


34896 


A 


4569 


1 


1635 


MGWTCKILFLVAAATGAHFLV 

QLVQSGAEVKKPGASVKVSCK 

ASGYTFTYCYLHWREPVSFICG 

RCILLTLLLGDCLWGEGAWTQ 

GDVLQPSDRASFLAMGVNTTG 

QQVGDLSGDFPNSVGKACKCR 

EFHTLTPL A HTSSTTH ETFPG M S 

HIALELSQGSSLLQCLEAQTQG 

OROEI TV^ANFOPESRGHGCVI 

LCETQSEGKSVRAQAQTSLKGS 

QKRLGGARTLCTGLSPGQRKQ 














ERSKIDTLTSQLKELEKQEQTYS 

KASRRQEITKIRAELKEIETQKT 

LQK1NESRSWFFEK1YKIDRPLA 

RLIKKKREKNQIDAIKNGKGDI 

TTDPTEIQTTLRQYYKHLYANK 

LENLEGMDKFLDAYTLPRLNQ 

EEVESLNRPITGPEIEAIIN/STPT 

KKSPGPDRFTAEFYQVRSDVLA 

RAIRQKKEIKC1QLGKEEVKLSL 

FADDMIVYLEIPIISAQNLLKLIS 

NFSKVSGYKISVQKSQAFLYTN 

XJDrYTFQrUMQPI DFTI A Ck' DII/V 
INKV^ 1 fco^MIVIocLr r 1 1 AorvKJlS. T 

EIKEDTNKWKNIPCS 


4529 


34897 


B 


4570 


1 


429 




4530 


34898 


A 


4571 


1 


897 


MDLNYTLEQMDLTDIYRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEINSERNLENHANTWKLN 

NLLLNEC WVKNKMKMEI KKLF 

ELNDNNDTTYHNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

R1KNKNHM1ISIDAEKAFDKIQH 

PFMIKTLSKISIRGTYLNL1KDIY 

DKPTANIMLNGEKLICAFTLRTG 

TVRMNQGCPLPSLLFNI/VLEVL 

ad AiRnFi^Fri^ninini^FPvi^v^ 

AfvA 1 rvV^ISrvL/l lv/lVJrwC£2> VNVo 

1 FAnWIVYFFMPTn^^RIfl I PI 
LrnU T V 1 V T r CIN r 1 l^OOlvrvLLCL 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VCHLEPGERCGPSRGCRAVGV 

QTEKMQTAGALFISPALIRCCT 

RGLIRPVSASFLNSPVNSSKQPS 

YSNFPLQVARREFQTSVVSRDI 

DTAAKFIG\AGSATVGVADSGA 

niriAVFn^i iivyarki kooi 

LFYAILGF\ALSEGM\GLFCLMV 

AFLILFAM 
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NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 

HSACSLQAHGCPISTSLNPHSKP 

RGRVSPPPGKRQQECRARPGRS 

PELAGPPPANVQETSQKNACAS 

RLSEPPGEGPVEPAAHPQPHRGS 

SSGPCSRGGYRQPLFPGPAASG 

VPASGSV/RSRJPGAPQGVALAR 

RGPQGSPSPAPRFFPATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 


3 


331 


LAPAPSAAWRTGLKALTPSST 

WMLCASEVHHVGSGCVGDHLA 

GCRQEKTLPCQRWCVFCRRRR 

ARSLQAQCGFSLTPALELLPVPF 

LKLLCPGPPRRRRICRILPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


GPPSRVDDFVAAAAAAVAPVV 

LYACPRHSPIPPWSIRGRRVVVT 

GFGPFGEHTVNANWIAVQELE 

KLGLGDSVDLHVYEIPVEYQTV 

QRLI P A L WEKH SPQLW VH VG V 

SGMATTVTLEKCGHNKGYKGL 

DNCRFCPGSQCCVEDGPESIDS1 

IDMDAVCKRVTTLGQC1 


4539 


34907 


A 


4580 


I 


285 


MAPGALPALGEEEGPGASGLSA 

ELGHLSAGSRAFRETSVDSALD 

TPFPAGTFVRLEFKLRQTE\SGR 

R1CDWKKPKCKVQPERRKQKCL 

TCVKLEC 


4540 


34908 


B 


4581 


1 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVMWLPGALWNS 

AVVSA P VGEE WALAGTGNQG L 

QDIQGMHCPEEGISQIHGRDHR 

N AKDSHTG V WCSCTLG IISTI1IR 

PKCRFSIDRSDSDYLPTSSCRRD 

PGGAEPCQDRPRVEQLCSVLAN 

RSGPLAKCHWYESPVSYTQVC 

VSDLCQYGTGNRMLCTMLEAY 

VQLCALRCALPARVASQPGMQ 

LRVACPANS Y Y DSCG PPFPATC 

ASLNSSAPCTLQCTVSCFCLEGF 

ALEAG\SSVPHACCGCHLQGRY 

1/APGPWPSATGMRAPCPTRRC 

VSLTSASMARATACCAPCWRP 

TSNSAPCAARCLPAWRASLGCS 

YVWRVQPTATMTPVGHPSRPP 

VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


I 


208 




4543 


34911 


A 


4584 


2 


230 
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SEQII) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/540.2I7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for lasl amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=po$sihtc nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 

VPPRDARQLRTCGLAGTLHLST 

SCGHPTGAWRGALGSQWNGH 

NPVQDHLQEAQPWFLEFDRG* 

RCFWRMATSFPRYPTWDDY*R 

LPCCRCLPQCKKPAETTGCLPIS 

GEKTHGGVGDLLGEAPARLRO 

WASQRQPATDLPA*ASRGRPA* 

GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGGIRLGLAKLGCPTAWINP 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEEILPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVVYYTEVLPI Y 

HVMGLVVGILGCLDLGTSLAS 

YG LRVYFILWS VLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERKKKKKAKKJCEEEEGEEE 

GGGMGEKKKKEEEEEGEEEGE 

KEREKER\EKERKKKKEERKEK 

ERERKKKRERKKEKERERKEG 

EG ERERXSTECTSSS Y I/I KKLVV 

KQPQAAPSGEIPEEGIAVLGGDS 

SMPV1VPEDLPVGODVEVEDSD 

1NDPDSLILVSSOAGGGGVITAY 

CNLEHLGSSDPPT 


4547 


34915 


A 


4588 




297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 

PVDDFMELGRSIPDTQL/DAVIE 

SQKANQC A V L I YT/SGTTG I PKG 

VMLSHDNITWIAGAVTKDFK7P 

TDKHETVVSYLPLSHI/AAQMM 

DIWVPIKIGAL/IYFAQADALKV 

RLSKDLGSDFILLGSPVGLRPST 

KRLPVLSKLGHTYRRVVWVEE 

SSGPHTISNQNNYRLQGPMMK 

LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


MVTQKLPNAQENLKHAERQAA 

GCCPGRSHIFQHVGPGASESLR 

GEGCSTHPEAQGAQERCEQWK 

KDQHWCLASHTDVTQQWGRH 

IVQEGGTHRGPSAVLSLRTALD 

EG/ARGGCSHPITAQLPLQLRHL 

PRPPPAPAR\PSPAPPAATSPPTVP 

PPAPARVSSPAPPAATSPPTASSG 

ACAALPQLPLQLRHLPRPPPAP 

AR\SSPAPPAAMSPP\RPPAPARP 

RLRRSTACATALRPGERGSAAA 

QPGARSETSFCRLG/AAAAVLD 

PAFISSQALACPVVGVI 
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ii 



SEQIO 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*-Slop codon, /=possibfe nucleotide 
deletion, \=possible nucleotide insertion) 


4550 


34918 


A 


4591 


-> 


377 




4551 


34919 


B 


4592 


1 


1632 




4552 


34920 


A 


4593 

i 


1 


1224 


MDGTNRFYLYVWETERQQDV 

EHVARCILCYDKCRPDPECPAG 

TPGPQEVDVDLVFVVDSSYGV 

DADVYRGSLSLADAALEDLEV 

AEQPGASHRGARVALVTHTTP 

N RG RGFHLTTYGN R KQMQRH 

VREASARPLQGTAPPGHALEW 

TLENVLLAAPRPRKAQVLFAIV 

ASETSSWDREKLWTLSLEAKC 

KGITLFVLALGPGVGTHELAEL 

AELVSAPSEQHLLRLQGVSEPE 

VNYAQGFTRAFLNLLKSEQSPG 

TGAPWVEWGEGFTEPGIWACR 

WTNQYPPPELTEECGGLHRGD 

TVLQLVTPVNRFMYAAKENSL 

KRKTKANFHLAVELELDESYFR 

AYYEGTLYEVSALPLQRSNELL 

QKWSLFHGSNGRRVSGSHPEV 

ALQQGGTGLPAVLVWQLWRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQIVTFTVYPDTERDRETR 
NLADLKQIKIDLGKFSDNPDGY 
!DILRGLRQSFDLTW\RDIMLLL 
NQTLAPN 


4554 


34922 


B 


4595 


1 


735 




4555 


34923 


A 


4596 


70 


624 


PTAMVEEGIAAGGVMDVNTAV 

QEVLKTAL1HDGLARGIREAAK 

ALDKYVYQSQYCGFLQPDQKL 

ATQGKKGMGVHGVKRKSS*M 

ASVLPGNLRKRRQAH\LCVLAS 

NCDEPMYVKLVEALCAEHQIN 

LIKVDDNKKLGEWVGL\CKIDR 

EGKPRKVVGCSCVVVKDYGKE 

SQAKDVIEEYFKCKK 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 

AECKALCGERJLTDGSDVSRPTI 

AAGGVTDVNTALQEV\LKTALl 

HDGLAR\GISRTWPKALADKRQ 

AH\LCVLASNC\DEPMYV\KL\V 

EALCAEHQINLI\KV\DDNQET* 

EKWV\GLCKI\DREG\fCPR£*WL 

VGS*CSSLRTIGKESQAKDVIEE 

YFKCKK 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK/YDKESEKYYSILEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLrNLFSKRLLCAFLPAQLTPY 
SFCS 
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SKQII> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn. 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4558 


34926 


A 


4599 


1 


1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSNI*A 

*S*P/EGTSAQLAELLALTLALE 

LGNGKRINVYTDSKYAYLILHD 

HAAIWKERAFLTSGGTPIKYHK 

fc-IMtLLHl VQKrKbVAVLHCQS 

HQKESSPLEDTTTAGPLLHPYP 

AGSSPERSSPSSQQLLGDLFRGII 


4560 


34928 


A 


4601 


I 

i 


2630 

i 


meqanhpvrlinvvckdtlkk1 

vqqetsc plth v h y ae a j tg rc 

tapedkgsldqkpptddptgcp 

wqvpahviti!tetwvcltiegq 

eidflldtgvqkpngqwrlvq 

dlipikeav1plypvvpnpytlis 

qipekaewfmaldlkdaffcis 

lhsdsqflfafedptnhtskitr 

tvlpqgfrdspplfgqalaqdl 

ghfsspgtlvfqyvddlilatss 

eascqqatldllnflanqgkv 

vpnlwgklplnttrkswsyct 

qcknprrwqsytakaikkqla 

eagpvtaillllifgpc1fnllik 

fvssrieaimlqmvlqmepqms 

stnnfyqgpldrctdplsgles 

sprcseapclmsqwtgdieydl 

llppiphqttlcdlqnlkgifsr 

yhrkwygeilalltptanvcg 

hsqvphacsiyhdpvtwnpqg 

llpkslygvtkwgdkehfewg 

sqqqrafyelkvkklmsapalg 

lpdltklftlhvsdrekkmav 

rvltqtmgpwlgpvaylskql 

dgvskswppclralaatalla 

revdkltlgqnlnikaphavv 

tlmntkghhwlmnarjtryqs 

llcdkphitievcntlnpttlll 

vsespvehncvevldsvyssrp 

IN LdvL/Jl I W 1 JVL/W £jL« I V UKJOijr 

1NPQGESVWGIIQGKRPIKLWG 
KRRKVSARDLAIIGGSVEAPKL 


4561 


34929 


A 


4602 


1 


506 


FLALTSRFLFVLLNEETRSHLEK 

SLCWKVSPHIKMDLLQWIQSK 

AQSDGSTLQQGSLEFFSCLYEIQ 

EEEFIQQALSHFQVIVVSNIASK 

MEHMV\SSFCLKRCRSAQVLHL 

YGATYSADGEDRARCSAGAHT 

LLVQLPERTVLLDAYSEHLAAA 

LCTNPNLIELSLYR 






A 






1 0 1 

•>o l 




4563 


34931 


A 


4604 


~> 


483 




4564 


34932 


A 


4605 


3 


410 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hud 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, ^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFGIVEGLMV 


4566 


34934 


A 


4607 


2 


481 


LAPLVKE1HDNFGMGEGLMTT 

GHAITATHKTADGPSGKLWRD\ 

GRGAHQNIIPASTGAAKAVGK 

VMPELNGKLTGVAFRVPTANV 

SVVDLTCRRQKPAKYDD1GKV 

VRQAPEGPLKG1LGYTEHQVVS 

SDFNSDTHSSTFDAGAGIALND 

HFATLSPPPH 


4567 


34935 


B 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSRIFFCVA 

SRATSLRTPMGKVKVGVNGFG 

RIGRLVTRAAFNSGKVDIVAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITIFQ 

ER\YPSKINWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAK.RVI 

1SAPSA\D\APMFVMGVNHEICY 

DNSLKIISNA\SCTTNCL\APL\A 

KVIHDNFG\IV\EGLMTTVH\AIT\ 

ATQKTV\DGPSGK\LWALMGPR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKRVNGWDL\TCRL\EKPCPK 

YD*HQGRVVKAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFDAWGLAFALQRTHFCSKL 

1FLGIDNG1LGYSNQGGWDLHG 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVMITMGRTTQRRM 
LES/SQQFWPCHLH*KLVPSCLQ 
LGCLVFHFRRER 


4570 


34938 


A 


4611 


153 


495 


QHAAECKAHAGLPGLPLPARK 
LASRHG APRWRQSG VG PGGKV 
ENYGRRRL\PGTRHPQSLSHKP 
A K K I D V A RVTFDL Y KLN PQDF I 
GCLNMKATFYDTYSLSYDLHC 
CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESDNN LTQGTS1 * QGTRH PQSLF 

PLSPAKK1*CGPVLTFLTCYKLN 

PQGLSLGCLN1EGRFFMDYV1PF 

PI DLA LLLGAKR1 M KG\TLH W A 

LFSMQTTGPRA/VFTSCYLQQL 

LDATEDGHPPKGKASSLIPTCL 

K1LQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 




2253 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
0^/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /=possinle nucleotide 
deletion, V=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LARSGMGFYRRGLLGEVKGRV 
EGNRMWHVIVRTSPNHRYTFT 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 




4577 


34945 


A 


4618 


944 


1257 


rlpfsprsvgptpqaprllcng 
wrqlpttfftelekttlk.fi wn 

QKRAL1AKTI/LKPKNKAGGITL 

PDFKLYYKATVTKTARFLLYK 

VSQ1DNTDLFDPVKIKFE 


4578 

■ i - 


34946 


A 


4619 


I 


1370 


MN1DAK1LNK1LANRJQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSM 

NViQHINRTKbKNHMNSIDAEK 

AFDKIQQPFMLNTLNKLG1DGM 

YLKMRAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFN1V 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIIYLENPIVSAQN 

LLKLIGNFSKVSEYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SIRIKYLGI*\LTRGVKDLFRENY 

KPLLNK1KEDTNKWKN1PCSWV 

GRN\NIMKMAIL\PKV1YRPNA1P 

IKLPMTFFTELEK\TTLKFIWNQ 

KRARJAKSILRQKNKAGGITLP 

DFKLYYKATVTKGAWFQHHK 

HTLIKEPLLDSVFSPNRPDHGK 

KQDKQPQTKNIANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLR1RPHI 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 

KGGADMSHEICVANLQVYVRS 

TDFDRTLMSAEANLAGLFPPNE 

VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPEYQNRSIQNAQFLNMVANET 

G LTN VTL ETI WN V Y DTLSCE A P 

SPPWGRKPPLERLWPRPRELTC 

PLRYTVQTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFGIHEQVQ 

KARLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for pep ride 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino ;icid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQETIRNLDCG 

HETEFVEYENLRDPMNMPLHT 

TDGPHKCKICGKGFDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICGKAFVYPSVFQRHEKTHTAE 

KPYKCKQCGKAYR1SSSLRRHE 

TTHTGEKPYKCKCGKAF1DFYS 

FQNHKTTHAGEKPYECKECGK 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHERJHS 

GEKPYECKECGKAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRFLQGHERIHTGEKPYECKE 

CRKAFS WLTCLLQHERI HTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKKLCECLSTVSARXSVD 

LI 1 AS Y PLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSSSYIRHERTHTGEKPYTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTGDRPHKCKICGKGFDRPT 

LVRYHERISTGEKPHECKQCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCKICGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

RRHMTMHTGDGPHKACKICGK 


4581 


34949 


A 


4622 


1 


256 


MGKGSFKYAWALYKQKAECE 
RGVTIDTSLWKFETSKCYVTI\K 
DFIKNl ITGTSQQGQTASVAAFC 
ILSSCPASWKNQVSHRLGG 


4582 


34950 


A 


4623 


173 


717 


SINAVASTRRTIEKFEKEAAEM 

GKGSFKYAWVLDKLKAERERG 

ITI DISL WKFETSKYYVT1 1 DAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYTVLGVKVQLICRVNKMD 

STEPPYSQKRYEEIVKEVSTYIK 

KIGYNPDTRAFVPMSGLNGDH 

MLEPKC 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 

RHVPTAWPGYSRCSPGPGPRGV 

EAVGHQRHRAPETHSTPAADR 

HRRGLPGS\KSDSAMEPSPSPAP 

QAQPPKPVPKPRTVFGGLSGPA 

TTQRPGLSPALGGPGVSRSPEPS 

PRPPPLPTSSSEQSSALNTVEMM 

PNSIYFGLDSRGRAQAAQDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRKKEMLGVNVL 
TSHSSQERMKLTFKKKAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
IAVDGEPLGCVSFEVRGLESKK 
*LLI*SIKI C*OIG\LFADKVPKT 

AENFHALSTGEKGFGYKGSCFH 
RI I PG FTCQSG DFTR PTA 


4585 


34953 

:.v;t> * 


A 


4626 


1 


751 


GTRD ATA EENR VLL A M VN PTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*Q1GGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADKVPKTAGV*FFFKQK1FRA 
LSTG\E KG FG\Y KG FP A FH R 1 1 PG 
FMCQGW*LSHRHNGTGWQVH 
LMGRNFEDE\NFILKAYGVLGS 
LSMAKCLDPTKIGSPVFPSCTA 

LNIVEAMERF\GSRNGKTS\KKi 
TIADCGQLE 


4586 


34954 


A 


4627 




615 


PECJIG1D1LSSGQNPHIGSLTGR 

VRAIMVGKAKRKPLELPLPRKI 

LNQKQYRIAGGIEE1SAT1KDLK 

DAGVVIPTTSLFDSPIWPVQKT 

DGSWRMTVDYRQINQVATPIA 

AAIPDVASLLKQINTSPDTW/PI 

RppKtvjfin*r;v<ifiR* appi fpi a 

ixriJOliUL' \J VOVJIV nvvLLrLn 

GPHR*ITSEASRILEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 




354 


DSWA\VANGLA\GWS\GTWKK 

HDWKI\NDNEIWGK\SMW1DLS 

EWSKTVKIFVSHESAHHIT*KSS 

AEEDFNNQVDRM1HSVDTTRPL 

SPATPVIAQWTHEQSGHGGRD 

GGYTWAQQHGL 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54 0,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKNTHKLL 

S Y PTVG A A VTQLQN LTA MG VI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQJFGGL 

LDTGSELTLIPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

G PQTH PV V1SPVPEC 1 IG 1 Di LSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRK1VNQKQYHIL 

GGTVEISATIKDLKDTEAVTPTT 

SPFNSPIWPVQKTDGSWRMTV 

DYCKLNQVVTPIAXAVPDVVS"" 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLEVSVADRDAIWSLWNAAl 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVETERLTV 

GHQVTLRPELPIMNWVLSDPSS 

HKVSGAQQRS1I1CLKWYIHDW 


4589 


34957 


A 


4630 


453 


719 


ARGSKHTGL1AQWAHEQSGHG 

GRAGGYAWAQQHGLPLTKAD 

LPXAMATAECPICQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 

DAGGKVQEGTGRYSRSAMYSR 

KAMYKRKYSAAKSKIEKKKEK 

VLATVTKPVGGDKNGGTQVFX 

QI1TYSSYTQKVQLPKSTLKQRQ 

GPCPQGAL 


4592 


34960 


A 


4633 


115 


905 


EAFQTLHFCCLGLRQGTKRMA 

GEKVEKPDTKEKKP\EAKKVDA 

\GGKVKKGNIKA\KKPKKG\RPH 

\CSRNPVLCSEGFGRYSRS\AMY 

SRKAI\YQEGSTFSPLKSKVEKK 

KKEKVLATVTKPVGGDKNGGT 

RVVKLRKMPRYYPTEDVPRKL 

LSHGKK\PFSQ\HVRKLRASITP\ 

GTIL\IILTGRHRGK\RVVFLK\QL 

AKLAYLLC*LGPLVLNRVPLRR 

THQK FC H LPLSTK I D 1 SN V K I PK 

HLTDAYFKKKKLRKPRHQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGDILICRDQYQERPHLPFT 

PGPVADSRKGLPIRSCCPPYML 

WHCDFCS 
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SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
1)9/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 

EGSPSKRAKIILKRGGFRG1LGG 

VGVQERRTGQRPALPCHDLRR 

AEVVPDHRRGGPRPVGPHEDL 

WQIPEKVSLQEAAVLP1TYGTE 

SFALEHRARTQPGEIVLVTAAA 

OA I OLAVMWQyiboOyONIAA 

A /^crvci/r 1 !/! A K A\ c ts A C\ CC \ f~K I 

AOoutKCKLAM\bKUAyi>5>VN 
YbyObLKDSA 1 DQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 

WSRAGPEGTAGVPYDQLTEEEK 

TRAWFTDGSARYAGTIRRWTA 

AALQPLSRTSLKESGEGKSSQW 

AEVRAVHLVVHFTWKEK*PDV 

RLY I D^WAVANGLAG Wi>G lw 

KKHDWK1DDNEIWGRGMW1DL 

SEWSKTVKIFVSHESAHH1T 


4598 


34966 


A 


4639 


182 


840 


RTA V KG N LPTTP Vl/SQ W A H EQ 

SG HGG R DSG YT W AQQHG LLIT 

KADLAMTTAECLISQQQRPRLS 

LQYSSIPWGNQPATWWQIDYIR 

PLPSWKGQSQDSQDRSRNQGV 

KVKVAPLTITPSDTTAKFLLHV 

PAALHSAGVDVLVPEGGMLPP 

GGTTTIPLNWKLRLPPGHFGLL1 

PLSQQA KKRVTV LAG V I DLDC 

QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 

r>i t ennnnni c nunc nnnn\ / c i nnn 

PLLSPPPPPLbPPPbPPPPVoLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGMLAAAVGQAVP 
GTDTGADSVSLSASCCHQHAIH 
CAQAIRAKGHLQAHTELPSAPT 
QPPSCARQCPKSGGDLGGRELY 
NNHEIRSGKHIGVCISFANNRLF 
VVSIPKSKTKEQ1LEEFIKVTGS 

YU/VI HI ^PHFRI^W/PV/PiOPPn 

SFHGRLRATPARRAERRDARSF 
AL 



526 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*~Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAGIRKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRERARRRVEL 

DRVCCQRJIELRPPFYNSSTRAG 

HREQRARVSRNPIPSDRJSPPQP 

NGEISGNMATEHVNGNGTEEP 

M DTTS A V I H S EN FQTL L DAG LP 

QKVAEKLDEJYVAGLVAHSDL 

DERA1EALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

T Y RQREKQGTK V ADSSKG PDE 

AKIKALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTEIF 

VGKIPRDLFEDELVPLFEKAGP1 

WDLRLMMDPLTGLNRGYAFV 

TFCTKEAAQEAVKLYNNHEIRS 

GKHIGVCISVAKNXRLFVGSIPK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTAAQ\ARRRFN*VGKVQGFG 

GNVGTVEWADPIEDPDPEVMA 

KVKWLFVRNLANTVTEEILEK 

AFSQFXGKLERVKKLKDYAFIHF 

DERDG A V K A M EEMNGKDLEG 

EN I EI VFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYHNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKJtPED 

VNEEGRLEQRNRKRQDEWGPR 

DKPASSGYKAGTLDVENWNRA 

GEGLKHAHQKGLKVDSSAFCT 

CSL 1 RTVLMPLSP Y YS AGQQA E 

SKNLKESVVPPTASIENKKQER 

EDKNWPILPPPVAETSVPPPSVA 

G I ETPIQRJ LRSAAIAG EPSG PCA 

FPISVRPDSNNPQQFIHEHTPLEF 

KLLNELKTSVVNIGVQSPFTLG 

LPESAFGAMRLLPFDVKHWAR 

TCLSASAYLTWNLNGQEMCTD 

QVRQNRAAGHGDIAEDMLLGN 

GP/YFRPGTSNGTKRAWATIPEE 

GVPVQSFLPFMEGSQEPSAQFL 

ARLREAV 


4604 


34972 


B 


4645 


1 


575 
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SKQID 

NO: • 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


4605 


34973 


A 


4646 


1 


776 


VVLMRNLMSGT1FSMLANISML 

GSLV1IIQYITQEIPDPSRVPLVA 

SWKTYPLFFCTAIFSFESIGVDL 

PLENEMKNARHFPPILTLGMPI 

VTTLDIGMAALGYLRFGDVDTK 

GSIILSLPICWYLHGLSGEGPSQ 

SFSERETKAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VKLLYIAGILCTYALQFYVPAEI 

IIPFAKRV^TR WAI PI DI <UR1 V 

MVCLTSAPMTRSTPFCKYSTRG 
RRRWLEIPV ' 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDLIKRKSFCTAKETTIIVNRQP 

TE WEKIFATYSSH KEL1SRJYTE 

LKQIYKKKTNNPINKWAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

AIREMQIKTTMRYHLTPVRMEII 

KKSGNNRQPIVGPCDNSVILLY 

KILANRIQQH1KKLIHHDQVGFI 

PGMQGWFNTCKSINVIQHINRT 

KDKNHMIISIDAEKAFDKJQQPF 

MLKTLNKLGIDGMYLKIIIAIYD 

RPTANJ1LNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGSQLGKEEVNLSLFADN 

MIVYLENPIISAQNLPKLINNFS 

KVSVCKJNVQKPQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLV1 

OI TRnVKHI FKFNYKPI I MF/I 

K/EDTNKWKNIPCSWVGRINIV 
KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 

TLPDFKVYCKSTVTKTAWYWY 

QNRHIDRWSRTETSE1TPHIYNH 

Q1VDKPHKNKQWGKDLLFSKW 

CWENWVAICRKLKLNLFLTRY 

TKINSRWIKDLHEKLKTIKTLEE 

NLGNT1QD1GIGKDFMTKMPKA 

I ATKAKJ DK WDL1 KLKSFCTAK 

FTI 1 R VM K OPTF WF1M 1 S A 1 YPSD 
R^l KRIYKFM KNIYKRLDAVA 
HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4610 


34978 


A 


4651 




887 


FPEDSEPISISHGNYTKQYPVFV 

GHKPGRNTTQRHRLDIQMIMIM 

NGTLY1AARDH1YTVDIDTSHTE 

E1YCSKKTAWE1LDRPMVATCR 

MKGKHKDBCHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFGDEFSGMARCPYDAK 

HANVALFADGKLYSATVTDFL 

AIDAVIYRSLGESPTLRTVKHDS 

KWLKEPYFVQAVDYGDYIYFF 

FREIAVEYNTMGKLLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELIKGCRR 

HAGFCACGHITT 


461] 


34979 


A 


4652 


I 


2890 


MVLLKVDPGLWGSSLRVLLKA 

DPPYGTQAHAERHGRALAGGL 

GVGEQSQSLDLLRMSHTYGAL 

FLPRAAVSSWCASVRIRKIKKSP 

LLDGAPLLYEPDTWLGKWSSS 

WTL V FTH PFS A A LT H S A LT A RS 

DTGSLTLSPDGKLYSATVTDFL 

AIDAVIYRSLGESPTLRTVKHDS 

KWLKEPYFVQAVDYGDYIYFF 

FRE1AVEYNTMGKVVFPRVAQ 

VCKNDMGGSQRVLEKQWTSFL 

KARLNCSVPGDSHFYFNI 


4612 


34980 


A 


4653 


1 


480 


M EG V EEKEK V PA V PETL KK KQ 

GNFAELKIK\PKMAFVLRIRGVS 

GVSPKVRKVLQLLRLHQIFSGT 

FVKLN/KASVNMLRIVEPYIAW 

GYPNLKSVNELIYKRGYGKINK 

KRIALTDNTLIVPSLGKYGILCM 

EDLIHE1YTVGKHFKEANNLLW 

PFKLSSP 


4613 


34981 


A 


4654 


j 


279 




4614 


34982 


B 


4655 


119 


177 




4615 


34983 


A 


4656 


157 


359 


HQRCRK**TKLEG*TCRKIEVN 
TDYIKP*E*EFWMIYYISIYLTS1 
CSSICNENILQLEMREKSRNT 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Insl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLAFPPILQKESPHPCLW1LFTSP 

VALSTSRPPCVISSAALCPRRHG 

FLPPRLLAPLAAAFCPRPRCFLP 

LPPRLFAPAPVDFCPRRCGFLPL 

PPRVFAVSCPRRRGLLPPLLFAP 

SAAAFCGFLAPSPWLFAAFGTR 

CRGFLGLLVPAAAAFFPRRLRF 

FLPRLFSPAAAVTFCHPCFLPPP 

PRLSVPAAASFCRRGFQQEIRTV 

EIRGSGTRVGLQHQTGHLPRGP 

CQI iPAPI UA*APVCDI CAQDOCr 1 
ooLrADLUA A J\ V jr LCA p r r 

TR/WMQQPEDLGPALTLGRJCG 
VGACWEL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 

WVLVW L/ntAAKyrtu V V KJr A 

PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MKLVAVFDKQDLHHGGDDISA 

SSMHTQSPERFTSASELGTNNV 

SAFSVWQAASEIEVTSSVLHAS 

SQKGLSSQHLGFGAPQAGGGSF 

RHLAPQRKEVLEEYFKYDPEH 

KL1FRFVRTLFKAMRLTAEFAIE 

1 1 HuUKUVcKA 1 ULVNrvlHKv^O 

CGDSFCNIGGNAKPYVCCGKE 
YVSSSKHQNGIAI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 

VMGIEHPNTIQENMHLALHCFT 

SRQLSLALSLLQGAHYLM/LLV 

LGE/DHPEVA/LLDNIRRVLHRV 

MEYDLSLCFLDNALAVSTKYQ 

GPKALKVALGHHLITSVYESKA 

EF\RSALQHQKEGLAAH/TSLGE 

DQEKTICESSEYLKCLTQLAVAL 

DDA M14PI VPlMflCQXTMIDDI XIET 

APSMASVLEQFKGINGILFIPLS 
QKDLESLKAEVAQ 


4620 


34988 


A 


4661 


2 


443 r 


V WQSGG DSITSKTN 1 ITC VNC Y 
LYTC1DSSFNQYHSILIVRARQD 
IWLPVALHRPWESSPFIHVINNl 
LQK1LKRSTQFIFTL1AIIMGLIA 

VTVIA ATAP.VAI PrkQIfYTVt-IFV 

V 1 V \j\t\ 1 AuVALK^oiy 1 Vnrv 

DKWQKNSTRMWNS/QRIDQKL 
ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FAFTWTDPDTHQAQQITWALL 
PQGFADSPHYFSQAQISSSS1TY 
LGIILHENTRALPADHV*L1SQT 

PK9TKOOI 1 9FI flMVRYFPI Wl 

PS FTI LTK PLY * FTKAN LA D PTD 
PKSFPHSSFRSL 
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SKQID 

NO: 


SKQID NO: 
or peptide 
sequence 


Met 
hod 


SKQID NO: 
in USSN 
09/540JI7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4622 


34990 


A 


4663 


1 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKD1VTEEPGIETLRHTSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGEINSFIAHTKPAWRSLHTDA 

HEIWCRDSDQVNSPGRSIPCPPA 

LCSMRKIHLRPLVLRPASPRNIS 

PILNPLHL1AALLPNPKPPFRPPL 

VSPDLN PQVKD1STPS WATDH V 

HLTVSLKPYHPYPAQCQYPIPQ 

HALKGLKPVITRLLQHGLLKPI 

NSPYNSHILPVLKPDKPYRLVV 

QDLRLfNHIVLLPIHPMVPNPYT 

LLSSIPASTTHYSVLDLKHAFFT 

QQIT*AVQPQSFTDSPHYLNQA 
QISSSSVTYLGIILIKAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMNIDAKILNKJLANRIQ 

QH1KKLIHHDQVGFIPGRQGWF 

NICKSINVIQHINRAKDKNHMII 

SIDAEKAFDKIQQLFMLKTLNK 

LGIDGTYFKHRAIYDKPTANIIL 

NGKKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKl 

N VQKSQA FL YTNTNRQTESQI M S 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEI KEDANK W 

KNIPCSWVGRJNIVKN4AILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

Kf 1 WN QKRA H ITK A I LSQKN KA 

RGITLPDFKLYYKATVTKTAW 

Y WYQN RDI DQ WN RTQPS E I TP 

HIYNYLIFDKPDKNKQWGKGS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKINSRWIKDLNVRPKT 

TKTLEENLGITIQDIGMGMDFM 

S KTPKA M ATKDK IDKWDLIKL 

KSFCTAKETT1RVNRQPTKWEK 

\FSQPTHLTKG*YPESTMNSNKF 

TRKKOTTPSKSGRRVNEOTLLK 

RGHLCSQKTHEKMLTITGHQR 

NANQNHNEIPSHTC 
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SEQIO 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


4624 


34992 


A 


4665 


! 


234 


MQNQEKFGELISEWAPYGRPRp 

QIAVGDHHISVYDGEVNWRMS 

SLQASAAGKDYANRGTEWGEE 

PSQMLRHELLSGEMCVSRNRG 

QPLANSERRSEALSPVTPKKLIP 

ADGHKSDPGRTWMKLETIILSK 

LTQEQKTKH HM FS LI SG * FA EN 

lAJr^LnrLrMUoLLWroAOIlir 
rr.vTr.i da cm i ci i ADr.rDoc 

1 HTUICDI CCC 




J4yV3 


r> . 
D 


40O0 


i 
I 


ZJJJ 


■ 






A 


400/ 


-» ■-» 
jj 






4627 


34995 


A 


4668 


1 


3045 




4628 


34996 


A 


4669 


1 


334 




4629 


34997 


A 


4670 


159 


245 


FP1VASPWLLC*LMSFAGTWVK 
Lb 1 ilLoKLbnuyK 1 KHKMFSLI 
DTVVVGSDDFPLLRVPGCCASS 
LNAAHTSVNIKLELT 


4630 


34998 


A 


4671 


122 


359 


TANLKNGRKFL*PIHLTKG*YPE 

eTi/xi\/\ivrTD v is attdc \s 

b 1 KN VNK.r 1 KK.rvl^ 1 1 rbKoUyK 

l*TNTSQKKTFMQPTGT* KNAH 

HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RL VY A DTCFSTI KLKA EDA STS 
cNMKCLVrCAOUoLLKJv11VS£>r 
IRVPTKDMYSSFFMAA'YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 
RSEEQPLEPLPFSYLSSLFPGLHP 
DPVSSGSQQPS*MPHTDASVTS 
bHOLUULAUKNMJ Y KLtAr AL 

C A P\V 1 ll/r'CDni CI 1 1 C \2C\ VAX/ f^" 

CADYL WObrDLrLLLbrQHKG 
NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


GYYWRPSFQSLRENNECQRKS 
NSVNAGCLNCDHCVLGIYQQH 

♦QNYFSFDIHYFLSETGRKVSSS 

i/a vcti^ctc a i cr.i'\/\/Dvu/nn 
l/A Yr MUD I cALMjI^V Vr Y Wv^y 

a An/^ir^r'Ti ui i i dhtd i von v r\ 
DDnor.i I DCC 




JJUUJ 


A 
rv 




J\J£. 






4636 


35004 


B 


4677 


1 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQIWRVEKFDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAAIFTVQLDDYLNGRAVQHR 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVVXPNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCF1L\DLGN\NI\HQWC 

GS\NSNRYERLKATQVS\KGIRY 

N ERSG RA\R V H VS EEGTE PE A\M 

LQVLGPRWALPAGTEDTAKED 

AAN\RKLAKLYKVSNGAGTM\ 

YVSLWAD\ENEFTQGA\LKSED 

CFILDHGKDGK1FVWK\GKHAN 

TEERKAALKTASGFHSPRWDY 

PKQIQVSVPFLEGG\ETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHGMDDDGTGQKQIWRIEGSN 

KVPVDPATYGQFYGGDS YI 1 L Y 

NYRHGGRQGQIIYNWQGAQST 

QDEVAASAILTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PMIIYKGGTSREGGQTAPASTR 

LFQVRANSAGATRAVEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QPVQVAEGSEPDGFWEALGGK 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


A 


4680 


1894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRJLLLLGPGINLANPRNHLV 
LHQKFSILGRHFSLWTEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 

YLVVVRPSCASWIMFVLIDRGY 

VFSYFPQSYGGFGSRJLSKPIEV 

Q VGG RS V V AQM WSNKCGQ YS 

DLASLGCISR/YSAGSVYYYPSY 

HHQH/NPVQVQKLQKELQRYL 

TR/K1GFEAVMRIRCTKAKPTRH 

RHYGELEISITIIRAIGK 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of pepcidc 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinlc nucleotide insertion) j 


4643 


35011 


A 


4684 


1 


3252 


PPGPERSRLGLGVSLHQRSCPK 

ClAVFrRVSEPRIQFPASRILPSS 

NTSKDFDPVSGQSNYGGSQGS 

GQTLNRPPVASNPVTPSLHSGP 

APRMPLPASQNPATTPMPSSSF 

LPEANLPPPLNWQYNYPSTASQ 

TNHCPRASSQPTVSGNTSLTTN 

HQYVSSGYPSLQNSFIKSGPSVP 

PLVNPPLPTTFQPGAPHGPPPAG 

PiPPPVRAI TPI T^YRDVPOPI F 

ssydfifgGg ' 


AAAA 
4044 




D 
D 


40oJ 


C 1 

j i 


ZJO 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 


1 


771 




4647 


35015 


A 


4688 


1 


405 


SEMVDDVSVMMG/TPANKALL 
DTTGFWHD/DFNNATPNDICVA 
IRSE/AADAG1AQAIMQQLEEA/ 
LKQQA/LDRNLNVMMFSDNVT 

1 F/nFIOl kT/TRARFKm 1 V/MH 
PnPHT^MI ATiTPI AFA/MVMPF 

GNIGVIGASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRTAPAALIFP1TALGSGQGAW 

TTRCAAGTCGRAASCSSMTSA/ 

AQIFSPCHCPNQDWLAVGMESS 

NVEILHVGKPEKYQLHLHESCV 

LSLKFAPCGRWFVSTGKDNLL 

NAWRTPYGASIFQSKESSSVLS 

CDI SRNNK Y 1 VTG SGDKKATV Y 

EVVY 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnLnown, 
*=Stop codon. /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4650 


35018 


A 


4691 


62 


1371 


QNQSTISVMLRSAMTTTMAAD 

LITAI/MGQRKQHIDTGFWHDD 

FNNATPNDiCVAIRSEAADAGI 

AQA1MQQLEEALKQLAQGSGS 

SQALTQVRRWDSACQKLPDAN 

LALISVAGEYAAELANQALDR 

NLNVMMFSDNVTLEDEIQLKT 

RAREKGLLVMGPDCGTSMIAG 

TPLAFANVMPEGNIGVIGASGT 

GIQELCSQ1ALAGEGITHA1GLG 

GRDLSREVGGISALTALEMLSA 

DEKSEVLAFVSKPPAEAVRLKI 

VNAMKATGKPTVALFLGYTPA 

VARDEN/VWFGSSLDEAVSLAG 

CFSVRARSPLTRJDGMMILGMF 

GGCFA ASL WANN VKLRM PRSR 

1 Rl MQA 1 IGGI IAGFG ARLAMGC 

N LAAFFTG I PQFSLH A WFFANP 

LLIGQTLEDPHEY1DYLDKEFPL 

YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1125 


MEAEVDKLELMFQKAESDLDY 

1QYRLEYEIKTNHPDSASEKNPV 

TLLKELSVIKSQYQTLYARFKP 

VAVEQKETKSRJCAGMTKTMN 

VIQKLQKQTDLDLSPLTICEEKT 

AAEQFKSHSFGMWPCKLKYRQ 

NKKKKKKLSQNRSTTWKLNNL 

LLN D Y W 1 QN EM KA El KM FFET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKJDTLAL 

QLKELEEQEQTHSKASRRQEIT 

K 1 RA ELKEI ETQ KN LQKIN ESRS 

CFFEKINKMDRLLARLIKKJCRE 

KNQIDAIKNDKGGITNDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYNLPRLNQEEVESLNRPI 

TGSEIEARINSLPT\KKSPGPDGF 


4652 


35020 


A 


4693 


2 


421 


GRVGGRVGKIRT*LN*IETKKY 

KR*NETKSWFFEKIKMDRPLAR 

LTKKRIKE1QITSLRNETGNIITD 

TTEIHKIIQG'SSSSSSSSSSSSSSS 

SS\FSSSSSSSSSSSSSSDTFKRP1T 

G1KIEMVF*KLPTKKSRISL 
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SEQII) 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4653 


35021 


A 


4694 


! 


654 


MEYYAAIKNNTFMSFAATWM 

KLEAIILSKLTKEQKTKRHMFSL 

VSTLELGALTALVRCGRWRRQ 

CDDEAMACVTQGRPLARLTKK 

RREKIQITSLRNETGDITTDTTEI 

QKIIQGYDEHTYAHKVENLEG 

MDKLLEKYNPPRLNQEELGTL 

XI D DITCVClVylCflvll I V 1/" 1 /PXIPt'CD 

INKrl loibMcMlllvKUrlNtK.i>r 

GPDGFTAEFYQTFKEELVPILLA 
LFHKTEKEGILPNSFYEASITL 


4654 

*i '"* . * 


35022 


A ; 


4695 


1 


786 

1 


M PPSLA YKN PRPQQ ADTQV A/T 

MSRGVHWRKKMQAAGPREDV 

KRSTQAEEHTDRHQHTSRVHQL 

LLMRIFEMGWKKPSPFQEESIPI 

ALSGRD1LARAKNGTGKSSAHD 

IPLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQICIQVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMVIAAPGRILNLIKKGVAKLE 

l?t\/i DUir , DDr , ucr i iJcr , i a ixir i 
bl YLKJilOKrUHrOrlrOLAINLI 

TvrTVLicxii /*" i cr it/*m cii/ r>i r> 
1 YOUHrNLNOIbbV^LOK-blKrlr 

SNIDKSLHVAEFHSKAVENEKP 


4655 


35023 


B 


4696 


1 


501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFSIAMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWRIISLLVLKIVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVA1 

uKuUALbrvKWbLKArUoAOK 

LPREGGRTFPGAQSPAGAQSPA 
GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


346 


PP1NISVPHC*PFGG/EPLEILIPAP 
ERSSHVLSQSPVRTHSSAVHQS 

VuAoLINLuUNyrrlNrouoMrr 
LI YLnLtvI 1 Oy VKuw VLL,HrIN I 

GIQKEGGTVNEIPIAIEICRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 


A 


4700 


2 


284 


ETGEFTQLKELNIQGNCWTLLL 
PELGNLYLTGQKJCVCKVENSP 

W V 1 rlAOi^rV^bUVoC VotL VLb 

CTVCVI \z/^r\Li\Ar\\ A xid\ cddi/ u 
bl Y bY L YuynM^\AiNr\crrlUi 

IN IN n IxOvJ rv u 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQU> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkmmn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4662 


35030 


A 


4703 

- 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 

SCTSSSASGIQRPMASEVPCASG 

IPIICKIGHRGVDSSGETTYRKTT 

SSALKCAIQLCITHTVGSLDPTP 

ERHVLIEPLlELSSSGADGSLLH 

VSIHDEF1IKTVQHKQAEFLQKL 

IPGYHIDLNQNSWTLLPKFYGL 

CCVKAGGKNTQ1AVMKNLLLR 

LNSEGERILLCIGITDILQSYRFV 

KKLEHSWKALVCDGDTVSVHR 

PGFYTERFOCFMCNTAFKKIPA 

RTLTTPNAGKDVEQQELSSLLM 

GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 


2 


728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSS1SVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTHTS 

IGYIRNIYNPPESNASVIFDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LS KLSEI V YDSTA VTFG Y DETT 

GVLKMVNLQSGGFSCTIRYRK1 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFR1ASIKPVISETPLPV 

DLYRYDEISGKVEHRIITTAEM 

TLSKHFDTHGRJKEVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLG P Y ANTTK YTY DYDG DG 

QLQSVACNDRPTWRYSYELNG 

NLHLLNPGNSVRLMPLRYDLR 

DR1TRLGDVOY/K1DDDGYLCO 

RG SDI F E YN FNG A PTKTLSQ A S 

GILQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 

WHAPARNKIPRAQKWREEPDL 

DPKPI LELPL AEL AQQLRTEELS 

LESILCSYLKQALKVHQEVNCL 

MDFLGECEEELQALKKLKKSE 

RGLLYGVPMSLKDTYDSMFLE 

KPATKDGV1MKVLKAQGAIPFV 

KTNIPLTLLRSLKRASWALNAA 

TPIYGQMLSPLNLKKTCGGSS/G 

GDHGGWPHGPGRGEPGAVPCK 



537 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540»2I7 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of lost 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHKDDTDICFSKTLNSCK 

VPQIRYASVERLLERLTDLRFLS 

IDFLNTFLHTYRIFTTAAVVLGK 

LSDIYKRPFTSIPVVRRARKLSLT 

SPLNSKIGALDLTTSSSPTTTTQ 

SPAASPPPHTGQIPLDLSRGLSS 

PEQSPGTQPEVSGSSPHSTAQSK 

i\x/Qi \/\\nsr\\/\\n MADCUAI V T 
IWoLVwNV^Y WLIVlAroliALK. I 

PU A ADI A DTITVXCCC A TY VUr A 

ISLK 


4668 


35036' 


A . 


4709 


1 


195 


I : * 


4669 ' 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE1SRRFKAQQDQLVLILSGK 

ILKDGDTLNQHGIKIXjLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGS AN FM ELQQQM QRQ L M SNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMIIAKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGGEGTGGSGTSQP\GSGMFNS 

PEMQALLQQJSENPQLMQNVIS 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LPVFLQQMQNPESLSILTNPRA 

MQALLQIQQGLQTLQTEAPGL 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

VvV ' Vx * ' x ^ *-» " *J ^ *N O \l V \^ 

TSFVRFOOOLEOI IsKMCiFINRF 
ANLQALIATGGDINAA1ERLLGS 


4670 


35038 


C 


4711 


59 


464 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 
GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEEISRRFKAQQDQLVL1LSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQJCAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRJ4MIIAKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARMPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GG EGTGG SGTSQ V H PT V LN PFG 

INAASLRSGMFNSPEMQALLQQ 

ISENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

G\NPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

GLQTLQTEAPGLVPSLVSFGMS 

RTPAPSAGSNAGVYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

MI\OLLAGSGNSOVOTPEVRFO 

Q\QLEQLNSMGFINREANLQALI 

ATGGDINAAIERLLGSQLS 


4672 


35040 


B 


4713 


309 


527 
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SrQ ID 

NO: 


SEOH) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4673 


35041 

'* * - . > * 


A 


4714 


Mil 

i • 


2506 


KKDQRETRNQKGLGFLRDRPQ 

WVSGKMKQECLQ/HWNAMAI 

NNHRAVAIFPKRRHGREDGLLS 

NLPTFGSYAPLRRVSNEFIASAV 

QR1LLERRALPHGNCKLGGLTP 

QFN4NRKNALVLEVLARA1RQE 

KEI KG i QLGKEE V1CLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKRJKYLGIQ 

LTRDVKDLFKENYKPLLNEIKE 

DTNKWKNIPCSWVGRJNIVKM 

AILPKVIYRFNA1PIKLPMTFFTE 

LEKTTLKFIWNQKRARIAKSILS 

QKNKAGG ITLPDFKLH YKATV 

TKT A WY W FQNTDI DQ W1M RTE P 

SEIMPHIYNYLIFDNPEKNKQW 

GTDFLFNKWCWENWLAICRKL 

KLDPFLTPYTKI KSR WIKDIN VR 

pfTii/ a i cpxji r:KiTir^nir:K>ir:v 

1 IIVALttrlNLOlN I IV^UIOMOlv 

DFMSETPKAMTTKVK1DKWDL 
1KLKSF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 
SGGGGGGGGGGGGGGGGSGS 
GQ/HAPAAPAGGIEAVNMASAS 

VUICMI I f~l\7l A A A A T A \/Tf% A 1 D 
YrHolNLLAj VLAAAALA V 1 ^ALr 

\rroAVAUoroArKorAnKoAUL 
PIPAPPI QCPI 1 HPPPP 


4675 


35043 


A 


4716 


1 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 

KKETE*SMEKEKLTMHPLSCTH 

1*PRPQAPEADKQMRR*TEEQN 

PRMMW/ni^ I^PIc^FHl NAfc'RCM A 
V^lVJVl IVI W V^rVivCrvL^ri rvrV3L,/\ 

p.Qr;u/T?noPi nnkTAPriPnui pip 
SPFQLP1HPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRJRDSELQK1HRAAV 

KGDAAGVERCLARRSGDLDAL 

N K/TAQI AG AQPREE ACT V 1 L LE 

HGTNPNLKDIYRNTALHYAVY 

SESTSLAEKLHFHGANIEALDK 

VLSISFLSKILMSSLKTCGRDAE 

DYTISHHLTK1QQQ1LERKKKIL 

KKEKRGKASESEFLNSLGGPTL 

DKKIRNVEISDESAVS1LHELCV 

DSLPALDDEVLSVATKCVPEKV 

cfpi r*R pqupwtixip i\/Kir:i<T:Fr: 

*\FPPI CPAAHRI RPHFRI VI PP 

RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SKQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowo, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 




4682 


35050 


A 


4723 


2 


7973 




4683 


35051 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLL\LHRASIVQKJUIYF 

QDEGSLTKKLCEQGKTLKHSQ 

QMFFK 


4685 


35053 


A 


4726 


1 


1043 


MELEWKVNVKVNSQDTNHHG 

SLQL A RG E A A A VKFG RMSKKQ 

RDSLYAEVQKHQQRLQEQRQQ 

QSGEAEALARVYSSSISNGLSN 

LNNETSGTYANGHVIDLPKSEG 

YYNVDSGQPSPDQSGLDMT\GI 

KQIKQEPIYDLTSVPNLFTY\SSF 

NMGQLAPGmMTEIEIVAAEKF 

PLIYKQSFLLTVLSFGGGGSVIC 

GPTFAKVSSSRRFIHHGDKIQPS 

IN A LG WTFM EETPQ1 FKC RTNT 

HGKELEHDLPEHSSGQGSTRRK 

SSCLRRDNNPMLLSGGRFYEK1 

HNFITGTFDVRJCMEHAEGKTSD 

L V H VG FO A 1 KM PS S LKOE A SNG 

LIKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


110 


1797 


PSQQE PG SGTSC L R YC WTAQTL 

psvtmklwvsallmawfgvls 

cvqaefftsighmtdliyaeke 

lvqslkeyjlveeaklskiksw 

ankmealtsksaadaegylah 

pvnayklvkrlntdwpaledl 

vlqdsaagfianlsvqrqffpt 

dedeigaakalmrlqdtyrld 

pgtisrgelpgtkyqamlsvdd 

cfgmgrsaynegdyyhtvlw 

meqvlkqldageeatttksqv 

ldylsyavfqlgdlhraleltr 

r\llsldpsheraggn/lcryfe 

qlleeerektvltnqteavelttp 

egiyerpvdylperdvyeslcr 

gegvkltprrqkrlfcryhhg 

nrapqlliapfkeedewdsphi 

vryydvmsdeeierikeiakpk 

laratvrdpktgvltvasyrv 

sksswleedddpvvarvnrjim 

qhitgltvktaellqvanygv 

ggqyephfdfsrnderdtfkhl 

gtgnrvatflnymsdveagga 

TVFPDLGAAIWPKKGTAVFWY 
NLLRSGEGDYRTRHAACPVLV 
GCKWVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 
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SEQIO 
iNO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFL Y EC AN FQSVSLG DPQ 

EPSCLCGGQPQGAAGGSSGSED 

ALLCLWDLQARKWKFEMSYTS 

GNIRGSSFCQFKSSFLVYFKALL 

KFRELFAQFKSFMGEKKLSLAP 

PMSDSSGDGIIRKIDYASCKRSG 

VSSJRALPKTYQQP/EVLNDTWV 

SFPSWSEDSTFVSSKKTPYEEOl 

HRCEDERFEEMKTAGFASFGER 

SKTGVPNLRVTDWYRLVAC 


4691 .. 


35059 




4732 


3 : 


425 


GASSEEAEGASEGP\GAPGGWG 

APGSQGAQEGGDLQEAEESQE 

GGDPRKPRSPRKVERHRKAGA 

PG RDLG R PS LTV L LAN H C VLQR 

LRK1YHSSIKPLEOSYKYNELRO 

HEITGORCPCCEEPKPOHOERA 

LFVVVSENRN1 


4692 


35060 


B 


4733 


1 


1056 




4693 


35061 


A 


4734 


171 


511 


LLSVRHVVRNTQETANDVQVW 

/LDREGGSKJ\NTGVCFLDHMLD 

QIATAVSRMEMNVKGDLYIDD 

HHTV\EDTG 1AA LG E A LK I A PG D 

KPGICRFGFVLP\MDECL\ACAI 

D1SGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSSAWRQQNRARPSSAI 

LPSSLSLGHPALPQFSQRMPAT 

ASQLPGMVGVLEGYGQTAASP 

GSVSSCSPACSSCCLGCWWPSS 

WPSCRLHPHLGRPIAHCLPE/VL 

TTTT" 1 " 1 PTITTSQA AGTPKGQQE 

SGVSPSPQSTCGGLLSGPRGFFS 

SPNYPDPYPPNTHCVWHIQVAT 

DHAIQLKIEALSIESVASCLFDR 

LELSPEPEGPLLR VCG RVPPPTL 

NTNASHLLVVFVSDSSVEGFGF 

HAWYQAMAPGRGSCAHDEFR 

CDQLICLLPDSVCDGFANCADG 

SDETNCSAKFSGCGGNLTGLQG 

TFSTPSYLQQYPHQLLCTWHIS 

VPAGHSI ELQFHNFSLEAQDEC 

KFDYVEVYETSSSGAFSLLGRF 

CGAEPPPHLVSSHHELAVLFRT 

DHGISSGGFSATYLAFNATERL 

CLVESTSS 


4696 


35064 


A 


4737 


1 


154 





542 



WO 01/075067 PCT/USO 1/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X=tln known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4697 


35065 


A 


4738 


1 


700 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGKVE 

ADIPGHGQEVL1RLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTAVLGGILKKKGHHE 

AEIVKPRGTVSNATKHKIPVKVT 

WRSSPECII\QVLQSKHPGDF\GA 

\DAQCAMKQGPGSCFRKDNWP 

PTYKELGLSRAKPLAGFPTPNPS 

WAPGFKRERGLISV 


4698 ' 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 

KPQLLGPVHPVSPYLLFLSSSDC 

AMGLIDGEWQLVLNVWGICVE 

ADIPGHGQEVL1RLFKGHPETLE 

KFDKFKHLKSEDEMKASEDLK 

KHGATVLTAVLGGILKKKGHHE 

AEIVKPRGTVSNATKHKIPVKVT 

WRSSPECI\IQVLQSKHPGDF\GA 

\DAQGAM\NKALE\LFRKD\MAS 

NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 

GENFCNLLI*QSANIQNLQRT*T 

NLQEKN KQPHQKVG EG YEQTL 

LNRRSLCSQKTHEKILI ITGHQR 

NANQNHNEIPSHTS*NGNH*KV 

RKQQVSYKLL*MRPRRTRQVT 

Q*RREPETSLAKETPGNPTNTN 

AKFKTRGARISHYSSGNGERLP 

RTVC 


4702 


35070 


B 


4743 


1 


6477 




4703 


35071 


A 


4744 


1 


623 


MSSDISEVEDKNEFLTEQLSKP 

QIKFNTLKDKFLKTRDTLVRKKS 

LALETVHNNLSQTQQQIKEMK 

EMYENAEAKENNSTGKWSCVE 

ERICQLQHENPCIEQQLDDVHQ 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDLILYLE 

NPKDSTKKLLELINKFRVTGYK 

IKLQKSVAFLNDKNEQSKEENQ 

ECNPIYNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


MEAVDTFLVFNALNFLLTSQTT 

GCSSSCDPGHGLGQGSGNRFPI 

AAASARTAEEAKWFFSNKDYS 

NVLQLPDPKKTEYH1HEKRFSD 

SR1LCYYPEFGKVEEIILTAMKH 

DWFGKHRKDDKIEKTGKIKIQE 

SFTSEEERIRMKQEQERIQAKTR 

EFREVRQARERDYAEIQDFHRTF 

GCDDELMYGGVSSYEGSMALN 

ARPQSPREGHMMDAVLYAQVK 

KPRNSKPSPVDSKGKVLGEADP 

VYPRRNPGTEGNASSLPSVSFSE 

SPPVRAAFAGYHYVAFPWLQK 

LMSGTSGKDPEKEADLARVVT 

LRVVTLRJETHVKTLAFTAALL 

QQLACIDVGMDKQNDVYTYN 

KILLSFKRKEILTHTTTRMSLED 

IILSEINOWOEDKYRFGLYFVA 

ovvki iFTF^KVvv^RnnriRn 

y V V i\LrIC 1 LOI\ V V V kJIXUUVJIVU 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 




658 


MWNSKTLAAFRPCPKDPLNFE 

LERDNLAYLAEEIPKQQSIQY1T 

WMILKAFSHMHLQRDNLKLEL 

MFKRKAKHKGLKNLHPDHVIE 

KKNLFSAEKFKPAAEIYISNEEP 

N VN SQDNG KKC LQG M SEI FA A 

APAITDNTSDKTTLIKVSSWPYI 

ADRRPP1 VNVTRFD^sP^FDPVF 

LRTLG KGD WFGEKALOG WG L\ 

KGIHHVSAOEPVCLLLPFMTPR 


471 1 


35079 


B 


4752 


1 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


41 1 


1042 




4714 


35082 


A 


4755 


1 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 

DLGSLQSPPPGFTPFS/SPQPPKE 

PGPQAPATTPGQSFAFLVEMGF 

HHVSQ\EVSIS*PRDPPASASQS 

AGTTGVSHRAWTFCFLROSLA 

LSPDWSAVARSQLTATSASWV 

QVSRR 


4717 


35085 


C 


4758 


150 


491 
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SKQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
inUSSN 
0v/>4U,xl / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4718 


35086 


A 


4759 


1 


548 


GIAFCLNLIKTLKLPNFKSCVIL 

LGLLLLYDV/FFVF1TPFITKNGE 

SIM VELA AGPFGNMEKNDGNL 

VEATGQPSAPHEKLPVV1RVPK 

LIYFSVMSVCLMPVSILGFGD1I 

VPGLLIAYCRRFDVQTGSSYIY 

YVSSTVAYAIGM1LTFVVLVLM 

KKGQPALLYLVPCTL1TASVVA 


4719 


35087 


B 


4760 


642 


1985 




4720 


35088 


A 


4761 


39 


252 




4721 


35089 


A 


4762 


j 


783 




4722 


35090. " 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765 


129 


1036 




4725 


35093 


A 


4766 


1211 


1983 


SQSCLLLQEDFAPIAGEQEAEQ 

HQEDLRALLRASLQGQCSRQP 

GTRLHGSAPWPGEAQNRSRPLP 

GDSPSLDRYRGI/SDAVGKSRSG 

DIGSSLRVEAGDKRTQASPERQ 

PHCGAHDAQDISGGREIFKPRQ 

LPGSAIWSIKVGHGSGFPGKRR 

PRGAGLSGRGGRGRSKLKSGIG 

AVVLPGVSTADISSNKDDEENS 

VLDMVVLFSSSDKFTLN/QVCG 

SFGQGAEGRLLACSQCGQCYH 

PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVCIAAKF1T 

HAPAGEFNEVFSDIRLLCNNDS 

LLRERAARAFAHYNMDQFTPV 

1CMEGCEDQT11ACIESHECQPKN 

FWNGRWRSEWKFT1TPPTAQV 

VGVLKIQVHYYEDGSVQLVSH 

KDVQDSLTVSNDAQTAKEFIKII 

ENAENEYQTA1SENCQTMSDTT 

FKVLRRQLPVTRTKIDWNK!\LS 

YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKF1T 

HAPPGEFNEVFNDVRLLLNND 

NLLREGAAHAFAQYNMDQFH 

AVK\1EGYEDQVLITEHG\DLGN 

SRVLDPRNKISRKFDHLRKEAS 

DPQPEEADGGLKSWRESCDSA 

LRAYVKDHYSNGFCTVYAKTI 

DGQQTIIAC1ESHQ\FQPKNFWN 

GR\WRSEWKVP\1TPPSAQ\VVG 

VLKIQVHYYEDGNVQLVSHKD 

VQDSLTVSNEAQT\AKEFI\KIIE 

NAENEYQTAICGNYQTMSDTT 

FKALRRQLPVTRTK1DWNKILS 

YKIGKEMQNA 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


If 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 

GKNKGAGLTPA/AGTSGCAGR 

AESRGPPTGSHGSEPSRGSKGL 

CGRGTRSLPERGAEVLPHLPAQ 

TSPQLGSQGAWP/RHPRKPFRP 

AARAGTQPPGFVPSTPALLXVL 

YRSAHTQHSGRAAPEPSRLALG 

PTLQQKRHMGHRRNLTFSSTY 

NKKCGFGWAVEMRFSALLDVT 

TTPSRVAFWGSRGPPLGMERQL 

QLLSGYSPDGWLSTSM 


4729 


35097 w - 


A 


4770 


1 


590 ' < 


MDTRIGTTDTGTYGKVEGARR 

MRLKKLPIEYYAYYLDDEIICTS 

NPCEFPGYGIEREYPCETSGPLE 

LTVQEDQGEEPQREELTRKKTS 

KVCRGSPLAWATGVKPCLKKX 

RRR RK EE RRK K K EEC EG EG E EE 
ppppppppppppppppppppppp 

FR/FFFFFFFFFFFFFFFFFFFFF 

EEEEEESDPCTSWNTSQP 


4730 


35098 


A 


4771 


1 


288 




4731 


35099 


A 


4772 


1 


237 


MRSSVIGPRSHIPSQRKSGIQEE 
FEFEFOFFFFFEEFFF/FFFFFFF 
EEEEEEEEEKGLLDQEAARHLV 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 

AMHALNTVVSEKDLTLDLSGL 

VARNKJtCGPHSYSLNTHLLHA 

CLRLPTQRENTTLKTFIPQGWEI 

HTDQVEREAECQPGRLK1CVHD 

TAQELPLASTARNALLGRNLCP 

FRQSSTTQMPDEIPISLDDRMRP 

PSLKKKK/VVGEEEEEEE\EKEK 

EEEEEE/DEGEEEEEEEEEEEEE 

FFFFEEFEFFGGGGGVGFEFFF 

EEGFGEGGGGEEDEEE*EEEEE 

EOKXKEKKKKEOEEGGGEGG 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHKEAEGGHGKAHVEGKRA 

PSNLQPSAPAELSGNNSISRHHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEDLLYNFI 

YIIFSKMPTKVPSLWDSKLGAE 

QAAPEENNKKEQQEEYQGKSF 

SFLNLTECWP 


4736 


35104 


A 


4777 


1 


414 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 

01 pcpilUC acijucinc 


Amino acid sequence ( X«llnknown, 
*=Stop codon, /^possible nucleotide 

flHflinn V=nsiccihlr nnrlpntirlr insr rfinnt 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGKLAHVEGKRA 

PSNLQPSAPAELSGNNSISRHHE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEDLLYNF 

IYIIFSKMPTKAMSISSMFKFAT 

KIRMTVTPNPKCCWIPVFPAYL 

STSKAAKCMHHTAHHGQEKSD 

HC1SPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKAVL*NQ*EKRHNI 

PESLGHI/AKQCVEGNL*H*MPT 

RESRKDLKLTP*/PSQLKELEKQ 

EQTH S KAG RRQE/TN * DQS Rl EG 

DRDTKNPSKNQ*IQELVF*KDQ 

QN**TASKTNKEEKREESNRRN 

KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


3011 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRHH*PAARSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRMWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 

LKETAPSLQKEWAEQSSKSQET 

VGVKGITRHFQVSTLLERREDR 

KSKEPPLLIPRQTVSGVDLQQTP 

TDLQLSVLTVRRKTNKQKGHP 

HQKPICTSPSSNTKVKNLEKQL 

DEWLTRJTNAEKSSKDRMELKT 

KARELHDECTSLSSRCDQLEER 

VSVTEDEMNEMKRGEKFREKR 

IKRNEQSLQEIWDYVKRPNLCL 

IGVPESDGENGTKLENTLQDIIQ 

ENFPNLARQANIQIQEI/RENAT 

Kl LLEKSNSKTHNCQI HQS*NEG 

KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSL1V*SLLLS 
THQSHSPSSFVPLLVRSCIPLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4745 

. * * ' 


35113 


A 


4786 


3 


832 


ERHHPPPQAGPHPPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSS1TSTQRMQPQATTVEKA 

HM ESTRTPEEPKG A VRGTR* KK 

KKTSRDTPPQTP^EKSSSATRNK 

AGGKDSDKRERKATEDQTTPS 

KRRKLHPMAKKLKTLKXN*MN 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDA1NWKKGPP 

PRPTTNDAKIVTRPTHPTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NGVTPPRGKRVREDRCKPPQAP 

TSAPRAAKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 


1 


462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAGPGCEGAWILCPESQ 

DDSKQEGDNNMIVVSRNAVRS 

VKAEFQGDNLENWESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLKISERQNWLDLVDFILLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMGDRPVQFEILSDQSVNFGFR 

KLTNRKDIHTKNPSVRHHHQRP 

KVDETIKMGKTQSRKTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKWITRIT 

NAEKSLKDLMELKTIAQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MN EMKREEKFREKRIKRNEQS 

LQE1WDYVKRPNLCLIGVPESD 

G ENGTKLENTLQDI IQ VN FPN L 

ARQANIQIQEIQRMPQRYSLRR 

ETPRH 1 1 VRFTKVEMKEKMLRT 

AREKGLECSGAGLAHCKJLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVSIPPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

R1VQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIICRAHSPSRGL 

YSVHINPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon. /=possible nucleotide 

tt+l*tit%w% V=rw»cciKI^ mif*lf**if i f it* inCi*rlini>\ 

uticnun, i— pusaiuic iiucicutiuc insertion 1 


4748 


35116 


A 


4789 


1314 


2221 


KNRNYNKLSLRPQCNPTRTQD* 

ETHSKPLNYMETEQPSPE*LLG 

T*RNEGRHKjWL*NQ*EKRHNI 

PESLGHI/AKQCVEGNL*H*MPT 

RESRKDLKLTPVPSQLKELEKQ 

EQTHSKAGRRQE/TN*DQSR1EG 

DRDTKNPSKNQ*1QELVF*KDQ 

QN**TASKT/IQRRKERRIK*TQ* 

KMLKEDITTDPTEIKTIIREYYK 

HLYAHNLENLEEMDKFLDTYT 

LPRLNQEEAESLNRP1TNSE1ET 

VINSLKEKAQDQKDLQLNSTRA 

LFTIAKAWNQPRCPSMTDEIK/I 

NVEHIHHG1LCSHQKE 


4749 


35117 


A 


4790 


2 


2260 


TKDKNHM1ISIDGGKAFDKIQQ 

PFMLKTLNKLGIDGTYLKRIRAI 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARVI 

RQEKEIKGIQFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKLIS 

NFSNVSGYK1NVQKSQAFLYTN 

NSQIMSELPFTIATKRJTYLGIQL 

ARDVKDLFKEN YKPLLNE1 KED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

K FKAHDKKDFNLPE YDLN VEE 

RLVL1EKSVDSTATADDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLSIMSKEETEHL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPNRTEPHDSDCSVDLG1SK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVKITSAVDGKNIVRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

IFKFDSNHNPEEPNIIRGPTSGPQ 

SAPQIXYGPPQYNIQYSSSAAVK 

DTL WH S KQN PQIDH A SFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWAISPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAQ 

IPEGDYLSYREFHSAGRTPPMM 

PG SQRPLS ARTYS! DG PNASRPQ 

SARPSINEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


35118 


A 


4791 


1516 


1729 


1LAPHSLLACRVSAERSAVSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/RJ*QLCVLELLFSRSIVVAF 
SEFP 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in IISSN 
09/540.217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletions-possible nucleotide insertion) 


4751 


35119 


A 


4792 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 

TRSTSSTSSGSNSNVLVPVSWK 

RPQYSQKRAKEKLVHVLSLCG 

QEVGLSKNPSVIFSSCGDLDLLE 

HQTSLVSSEDGAREQENMDDT 

NSEQQFRVFRDFDFLDVELEDG 

EELQGESMDNFNWGVRRRSLD 

SLDKCDMQILEERQLSGSTPSL 

NKMHHEDFDESSEEEDLTASQ1 

LEHSDLIMTLSPSEETNPMELLT 

TACDSTPPEPHSFNTRMSSFDAS 

LPDMNNLQISEGSKA\EAVR£E 

EDTTVHEDDLSSSINELPAAFEC 

SDSFSLDMTEGEEKGNRALDQF 

TLASFGEG DRG VSPPPSPFFS A 1 

LA AFQPA ACDDA EEAWRSH IN 

QLMCDSDGSCAVYTFHVFSSLF 

KNIQKRFCFLTCDAASYLGDNL 

RGIGSKFVSSSQMLTSCS\LDKL 

KFWI Fl OFYI HTYlMTslRKFATI 

iVT O V LCiLyL I V-'t-J 1 I Mil I\_iVJ_//A 1 L, 
O W L.r\IN\^Iv/\ I r r\\J \J O i\ LJ\J V 1 1 \s 

OPfirVsFFK VI K AC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRAD1TTCDRRJTPGTCSRPLPV 

LPASLYAADMASQQDSGFFEIS1 

KYLLKSWSNTSPVGNGYIKPPV 

PPASGTHREKGPPTMLPINVDP 

DSKPGEYVLKSLFVNFTTQAER 

KIRI1MAEPLEKPLTKSLQRGED 

PQFDQVISSMSSLSEYCLPSILRT 

LFDWYKRQNGIEDESHEYRPRT 

SNKSKSDEQQRDYLMERRDLAI 

DFIF^I VI TFVI KOIPI HPV1D*nI 1 

HDVINLAFKHFKYICEGYLGPNT 

GNMHI 


4755 


35123 


A 


4796 


2 


6107 


GERKPKIDLFRTCVAAIPRLLPD 

GMSKLELIDLLARLSIHMDDEL 

RHIAQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWXLV1QTQG 

KVYEQANKIRNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MG VD V D V DRI YG FGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

HIDMDMDVDIGSDNILQSALRR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4756 


35124 


A 


4797 


3 


565 


MLPGHLFCLAKAGKEEQEEKG 

QI ITRKTITPQN 1 PG PG A H ITATH 

RGRCTVATKFSGGLCKEPNRLT 

WY/GPPLKGAHGGR/GPSSRVPS 

FPAAGQPPIGGALHGAGSRGLA 

RTRAQLGGPPGGELRGT/SGNG 

DGQGPDGDSRKSGSPLRPSHL/P 

DPAAVAGAPVSGHLQTPGHHA 

GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


1 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQE\ESVRLHQINIYL 

SDRJSLHRRLPVRWNPLCKEKK 

YDYDNLPRTSWTKAFYNEAWS 

TLLRTVYSVLETSPDILLEEV1L 

VDDYSDREHLKERLANELSGLP 

KVRLIRANKREGVLVRARLLGA 

S A A RG D V LTFLDC H C EC H EG W 

LEPLLQRIHEEESAVVCPVTDVI 

DWNTFEYLGNSGEPQIGGFDW 

RLVFXRWHTVPERERIRMQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LGSYDTGMEVWGGENLEFSFRI 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNKALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECSIKAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MHMSDG1EVMRQQICAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQISVKC 

SNQFKLEVYLL1MAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLAV\EVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GFCPFYFHGVNKHEDAD1QGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSHYPYTEEMLQICYRYGIVVI 

DECPAPSGHT\GPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

RDKNHPAMVMWSLAKEPASFL 

ESAGYSFKSLTMEQTARVLDLD 

TGEAVLQYRSLPRGAHKTLGK 

KRKISSYNVDLTSCQLAKEKCL 

KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 
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StQ 11) 

NO: 


SEQ 10 NO: 
or peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno%vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVIERPYECKECGKNFRSGY 

QLTLHQRFHT\(jIHKGGKPYEC 

KECKKTFTLYRNLTRHQNIHTG 

EKLFECKQCGKTYTTGSKLFQH 

QKTHTGEKPYECKECGKAFSL 

YGYLKQHQKIHTGMKIIFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNLJQHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTGVKPYECKKIHT 

GGKPYECKECGKAFSRASNLV 

QHERIHTGEKPYVCKQCGKTFR 

YGSALKAHQRIHRSIKVNQWL 

DSPRHKS INCDPMSPRTRKTRE 

RSHVSGRSLCQRLLGQGAQLRE 

FKOPPRNRFRRVCGLVARNTFP 

RGLRGRRASRRNAAASRLEDA 

VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 

PPASSTPPHS/HFWLLVLSRGLV 

GIGEASYSTIAPTIIGDLFTKNTR 

TLMLSVFYFAIPLGSGLGYITGS 

SVKQAAGDWHCALRESFLQLV 

Rl I KVTHI 1 OOI OI I YPTMHK 

RODTNHTR^OPAHYI PHI DFO 
i\.V^l/ i I'll i i rvov^ v_,r» 1 1 ■ brriLiU/r V/ 

VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 




4766 


35134 


A 


4807 


899 


1219 


ANRKASTMRWYVRPFCSGLST 
LSREKLYPLRMLRMRASTGPLS 
GAI GMY^TA^PRI MFSGCsIS^ 
AR* LFRSSAVTMPPAA WMSFTI 
WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 

GDTPRRPEWHRSLAHCMSPVD 

SLPGCAVSGSSDPWEVSWLWQ 

Q/VDRCDNREE/VMW*QRLGFP 

SPTVSFPQRAVSASKPLQ*APS 

WISLHSTLSOCRASDLRGRHTV 

PEVVYEWSPCALPTHREHPNAI 

MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFSVIWQLVDRQNRRSDI 

MWLDRXDGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK 

EDEGQYECHVTEWVRVVDGE 

WQIVGERRASTPISIIALGE 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 

bod 


SKQ ID NO: 
in USSN 

no/cjn t 1 1 
Vyf>*\f^ 1 / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unkmm-n, 
*=Stop codon* /-possible nucleotide 
deletion, \ = possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


E1RSWEKRKRLVLCLLEAADM 

KCFFPVLSCLAVLGVVSAQRQV 

TVQEGPLYRTEGSHITIWCNVS 

GYQGPSEQNFQWSIYLPSSPER 

EVQIVSTMDSSFPYA1YTQRVR 

GGKIFIERVQGNSTLLHITDLQA 

RDAGEYECHTPSTDKQYFGSYS 

AKMNLVVIPDSLQTTAMPQTL 

HRVEQDPLELTCEVASETIQHS 

HLSVAWLRQKVGEKPVEVISLS 

RDFMLHSSSEYAQRQSLGEVRL 

DKLGRTTFRLTIFH 


4770 


35138 


A 


4811 


1 


3728 


MKCFFPVLSCLAVLGVVSAQR 
QVTVQEGPLYRTEGSHITIWCN 
VSGYQGPSEQNFQWS1YLPSSP 
ERJEVQIVSTMDSSFPYAIYTQR 
VRGGKIFIERVQGNSTLLH1TDL 
Q A RD AG E YECHTPSTDKQ YFG 
SYSAKMNLVVIPDSLQTTAMPQ 
TLHRVEQDPLELTCEVASETIQ 
HSH LS V A WLRQKVG EKPVEVI S 
LSRDFM LHSSSEYAQRQSLG E V 
RLDKLGRTTFRLTI FH LQPS DQ 
GEFYCEAAEWIQDP 


4771 


35139 


A 


4812 


897 


1217 


ANRKASTMRWYVRPFCSGLST 

LSREKLYPLRMLRMRASTGPLS 

GALGMYSTASPRLMFSGCSISS 

AR*LFRSSAVTMPPAAWMSFTI 

WAVRLPL*KAWAPSMASVS 
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StQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 


1 

t 


1507 

i 


MWNSKINHDHDDQFLKTYYVL 

ESSISVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSV1WQLV 

DRQNCRSN1MWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLGIFNSRKEDEGQYECHVTEW 

VRVVDGEWQ1VGERRASTPISII 

A L EMG FA VTA I SRTPG VT Y SDS 

FDLQC1IKPHYPAQVPVSVTWR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLflSRASDTEAGKYQCVAE 

LWWKNYNNTWTQLAERTSNL 

LVIRVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALVIGIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKPIQLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHNSAFEYGTYVEEEGLRAR 

LQFERHVSGDLFSLTVQRAEWL 

Lor IN Y A W Y KLAttv o\J Kiev J 
VN^rUuoLuLuUoVjUWAAtr 

vrTnriPPPrcuAWTDi ai taat 
\Ks 1 yOrKrLjWIN J rLAL 1 A AC 


AHHI 
HI 13 


1 < 1 A 1 


A 

A 




i 
1 


fS> 1 

oz / 




4774 


35142 


A 


4815 


E66 


435 




4115 


35143 


B 


4816 


1 


240 




4116 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 

rr oArlvr KrKrr o LAKbLtr rA 

AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FPWLAPRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLG1GAPGPCW 

AQAGVQGWSNVATSSPSGPSA 

nnnpRAPpn vphpaopPiT^hq 

yUyriVArrLL V V_/V_Jr rVV^^vj 1 oUj 

RSRATGLRPSCLECOVWWSPO 
CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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StQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon fur last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihlc nucleotide 
deletion, V=possible nucleotide insertion) 


4779 


35147 


A 


4820 


J 52 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

YCQCNPD/AQPSEDGIH/TLTCA 

LMLLNTDLHGHV1GEVTGETN 

RTDKQQNRTEQSKRQANADKH 

N EH ANN EQQH EH DKDN DTRTR 

DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLKISTGYTGSMAEE/STSGNLTI 

MAEGEGEAGTSTHGQSRRKRE 

KEEVLHPFKQPDLVRSHYRENS 

KEEICPHDSVTSCQTPPPTLGITI 

RHEIAASICHVADTAGVAGDA 

M MRKTDLI PPFIG LTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNSTIQPKQK 

QHGMITRLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLVISFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVRSKPQFHFPAAGENCLNRSE 

LSRNQGLQARVGPLAIMSSDPS 

GDFVLYTPTILGFVGLEVLVSR 

EGTFLWRYSTCP\LNYKLWLPP 

GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 

RAEEHGQQSGRAKEIGHKIPKE 

TFDELT A ELETI SS K\C L Y L A K K 

NQVIQQELLSMKEVQQKCKKL 

EEVNK1LEQEVVNLKTHEKNM 

VEFGDVEECKLQLEERAGQEIE 

KLEEINLQRACLSAKKVRAEGE 

LEPRRHKNHTLGFTEGPWGLM 

SVITGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN* KH RSTKGFTTLS 
T V A LLLTG H VG 1 KTSNC H PG Y 
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SEQII> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for List amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


4784 


35152 


A 


4825 


1467 


1890 


DWFDELTAELETISSKACLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNKILEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

bK.LbblNL<^KACLbAKKVKAEG 

bLbPRRHHNH 1 LGr 1 bGPWGL 

\ 4 C 1 \ / IT'/"' A \/r\i ID 

MSVJ I GAYDL1K 


4785 


35153 


B 


4826 


I 






4786 


35154 


A 


A OT7 

4827 


225 


A 1 A 

410 




4787 


35155 


A 


4828 


225 


410 




4788- 


35156 


A : 


4829. . 


225 - . 


41.1 ' 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLG\LALSVAGGAENSALYNVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFL1 P WVQK/PPI I FDCRSRPRNX 

VPVITGSKDLQNVN1TLRILRRP 

VASQLPRIFTSIGEDYDERVLPS1 

TTVENLKSVVAPFDAGELITQRE 

LVSRQV\SDDL\TERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

A A IIP A l"*/"* r\PI/ A A I** I 1 A VIPI A "TP A 

AAIISAEGDSKAAELIANSLATA 

GDGLIELRKLEAAED1AYQLSR 

SRNITYLPTGVQSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQ1FSA 

* r% i i/ta Ant nn 1/ mir a \n r\yvy» ■ " i ■ 

*RLKTAARLPRKPWAVLPQGFT 
DTPPHFSQAQ1SSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


1 Cl 1 

1 VI 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 

FTQEEWRQLDPDEKITYGDVM 

LENYSHLVSLAYEVATSCTSEIL 

KPSNLPKSFFFSH*QDMISPSQT 

SSLSWSRERSCG 


4796 


35164 


A 


4837 


3 


273 


VLHFISAGNTFAHQQEHSPRKG 
PNNLSKRKLLPANAGPRVFHGE 

L/tvrlb/Lro 1 KNt AKoLL Y V l^Aj 

GVQAPAAAFCSLLSLWGWAGC 
AFWC 
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SEO ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQIDNO: 

inliSSN 

09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4797 


35165 


A 


4838 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 

HIREPTPSPHLGPLRGSHRGPPS 

RPLPPALAALSLLETLQPRLLHP 

HLHLVLHDQGRACVRAYAHPS 

YLWRCHALGVWVES/ARLRPS 

ALPPAHSPPLAAPLLSSSVQPPA 

PALEPPPRPPAAGAAARCLAAQ 

HHHPSRLGVRQPPLAVGALGST 

WPPQAPAPPPELSALEQDRVGA 

QPPPPPSQGA 


4798 


35166 


A 


4839 


1 


197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKM 

NTLQGPVSFKDVAVDFTQEEW 

RQLDPDEK1TYGDVMLENYSH 

LVSLAYEVATSCTSEILKPSNLP 

KSFFFSH*QDM1SPSQTSSLSWS 

RERSCG 


4801 


35169 


A 


4842 


1 


372 


VQWLFMQICLGGKHQQLRHQG 

VQEKMLPLEGS*VIEAGSPTL!G 

ETLSLEIINYIIGAGLESVHTHKS 

RQLGGWTRPGSHFQQVLIPAHT 

PMNLEPSQLSLEPRLVPAQQSL 

PSAPTPSKALSQ 


4802 


35170 


B 


4843 


7 


267 




4803 


35171 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


14! 


359 
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SEQH> 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


4805 


35173 


A 


4846 


831 


3017 


RRRLHYSGSTRPWRTRAMLPR 

TLSLRPHLSLSLHLPLPCLLLHLA 

LPTHLPPGPKHQPTVREL/ARRC 

RLPRACHPAQNLLEQQPLRPSH 

LQRH/LSLLPPLGLSQSGPPG/LA 

PQPLL*LQTPDHFAGADPCS1HG 

TSH*HQGTSNPSGRDGYQTPSH 

ICP\SPAPKQSFLFGTQNTSPSSP 

AAPAASSAPPMFKP1FTAPPKSE 

KEGPTPPGPSVTATAPSSSSLPT 

TTSTTAPTFQPVFSSMGPPASVP 

LPAPFFKQTTTPATA PTTTA PLF 

TGLASATSAVAPITSASPSTDSA 

SKPAFGFGINSVSSSSVSTTTST 

ATA ASQ PFLFG A PQ A S A A SFTP 

A MG SI FQFG KPPA LPTTTT VTTF 

SQSLHTAVPTATSSSAADFSGF 

GSTLATSAPATSSQPTLTFSNTS 

TPTFNIPFGSSAKSPLPSYPGAN 

PQPAFGAAEGQPPGAAKPALAP 

S FGSSFTFGNS A A PA PATAPTPA 

PASTIKIVPAHVPTPIQPTFGGAT 

HSAFGLKATASAFGAPASSQPA 

FGGSTAVFSFGAATSSGFGATT 

QTASSGSSSSVFGSTTPSPFTFG 

GSAAPAGSGSFGINVATPGSSA 

TTG A FS FG AGQSG STATSTPFT 

GGLGQNALGTTGQSTPFAFNV 

GSTTESKPVFGGTATPTFGQNT 

PAPGVGTSGSSLSFGASSAPAQ 

GFVGVAPFGNTFAHQQEHSPR 

KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QNIQRKGPKRYIVIAGNSQSHQ 

PMIFSMLRKLPKVTCRDVLPEIR 

A1CIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

A L KG L YGNRDLTARLEL FTG RF 

KDWMVSMIMDREYSVAVEAV\ 

RLLILILK\NMEGVLMDVDCES 

VYPI\V*ASN*ALASAVGEFLYW 

KLFYPECEIRTMGGREQRQSPG 

AORTFFOI 1 I ^FFVF^K^HFVTO 
VSASRVAG1AGAPPHTWL1YVF 

▼ /» *j i v ▼ rivj invjni till tt ■ i t i 


4807 


35175 


A 


4848 


1 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQID 

NO: 


SKQIUiMO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 

drlelinn \=m»wihl? flllf IrtlHflr incrrttnnl 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCV1CALKGLYGNRDLTAR 

LELFTGRFKDWMWSMIMDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYPIVLFYPECEIRT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESKLHDHAAYLVDNLWDC 

A GTQLK D WEG LTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




4811 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


MPHTPRCLFRPQASCLVHFLEQ 

QNKLLETKLQFFQNRECCKSNL 

EPLFEGYNTLRREAECMEANSG 

RLASELNHVQEVLEGYKKKYE 

EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPL1SDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLF1LLIGNTSIAIFAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


M SSG EG KRT WLG SLWGGVRVP 

VPPPICGLRVAVTSAGTSSFSLA 

PKPTRIRGERGKGQGRG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

QALRALFGP1RRRGRAAETRIV 

YWIKDRQLTNRDSTILELQKVL 

KTCCAQSMK1FCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 


A 


4858 


1 


1156 


MAFRKKIITAGCIDHVLSVSDS 

QQMQANLTQRTEAEIRKQTQIA 

PTFPAHSLPDKYLGFALLNRKII 

GTFLVFNMCKRNHEDKNEAFT 

VLREKKVFNLEFCTLQNYSSEV 

KEKERQRFSDKQTLREFATRKP 

ALKEMLKVLQRYKERXH1RKR 

NVKYSADHTTDHTANQADPNQ 

QEPHVPGHAPDNKT1RQKQNQ 

HKDNTTRKHNQMTSDTSRTNT 

KVSGQPRGKQTRRRHERQQKA 

RERGQHRQK/RDAQTREHTQR 

QRQARAEE\QVIENKREEKRTS 

ERTNDSTRREGTRRPRRTEKGE 

RQEEGDRATATHRKDHDRQQP 

HGAPHCSRSSRHGAPTGPLYCC 

SPLPGTPSCTICTVQYGRLWPH 

MATEQLNMAGPNQDFQDVVW 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, V=possihle nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 

... . » ■ j 


MAPALLLLLLASGAAACPLPCV 

CQNLSESLSTLCAHRGLLFVPP 

NVDRRTVELRLADNFIQALGPP 

DFRNMTGLVDLTLSRNAITR1G 

ARAFGDLESLRSLHLDGNQAG 

GAGHPRALRGPVNLQHLILSGN 

QLGRIAPGAFDDFLESLEDLDLS 

YNNLRQVPWAGIGAMPALHTL 

NLDHNLIDALPPGA\FAQLGQLS 

RLDLTSNRLATLAPDPLFSRGR 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRLARPDDLETCASPPG 

LAGRYFWAVPEGEFSCEPPLIA 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRJLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVELRVL 

ALPHGGNSSAEGGRPGPRTSPP 

PLALLPRYNSSEDETLIYRIVPA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAHFS 

TI PA^PI rUAl HAMVI dClTl TV 
AVfiPiVI VAAI 1 VFTVAI 1 VRf. 

RGAGNGRLPLKLSHVQSQTNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 
WQKTAGGGWSTWWILSFSPET 
EKVVKK/AHVDTL*NEMWDVT 

V * T A FW 1 P^PT* HOAH P* <i FF R \C 

SESQVIVFAGQGVKIH*YILLHS 
NVIHYMNEI 


4821 


35189 


A 


4862 


2 


651 


EF1KQWDADKFEHIQTLEGHHQ 

EIWCLAVSPSGDYVVSSSHDKS 

LRLWERTREPL1LEEEREMERE 

AEYEESVAKEDQPAWPGEIQG 

D\S YFT* KXT1ETVKVA AERIMEA 

FELYREETAKMKEHKAICKAA 

GKEVPLPSNPILMAYGSISPSAY 

VLEIFKGIKSSELEESLLVLPFSY 

VPDILKLFNEFIQLGSDVELICR 

CLFFLLRJHFGQITS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( \=Unkoo*n, 
*=Stop codon, /= possible nucleotide 
deletion* \=possiblc nucleotide insertion) 


4822 


35190 


A 


4863 


1 


703 


MGLTKQYLRYVASAVFGVIGS 

QKGN1VFVTLRGEKGRYVAVP 

ACEHVFIWDLRKGEKGLKQEV 

TCLCPSPDGLHLAVGYEDGSIRI 

FSLLSGEGNVTFNGHKAA1TTL 

KYDQLGGRLASGSK/RQPCGIV 

FTESILAYSSACQDKQNHYWGS 

SQ*C ADFVIQLRQYCCSFSCS* F 

H*NMEQVYTAVYSHNDL*1CTL 

LILCTW**TGSHRNKAPKTMFP 

RCTEG LDRG N RP ATH S 


4823 


35191 


B 


4864 


1 


2616 * 




4824 


35192 


A 


4865 




674 


PECTGRTLRSASQQHDTFY1LA 

CELNSLADDAQR\YDVP\NSCL 

YPPDLPWRPVMQAKKKELARR 

DDIEDGDSMISSATSDTGSAKR 

KSKKNIRKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSK1CDYP 

DYY1IILEPMDLKI1EHNIRNDKY 

AGEEGMIEDMKLMFRNARHYN 

EEGSQVYNDAH1LEKLLKEKRK 

ELGPLPDDDDMASPKLKLSKA 

ASHFII 


4825 


35193 


A 


4866 


3 


425 




4826 


35194 


A 


4867 


1 


1115 


LCSVPTLCLASSHLVSNLSTFKQ 

\TSSFIRHVVATLLGLYLALFCF 

GWYALHFLVQSG1SYCIMIIIGV 

ENMHNYCFVFALGYLTVCQVT 

RVYIFDYGQYSADFSGPMMIIT 

QKITSLACEIHDGMFRKDEELT 

SSQRDLAVRRMPSLLEYLSYNC 

NFMGILAGPLCSYKDY1TF1EGR 

SYHITQSGENGKEETQYERTEP 

SPNTAVVQKLLVCGLALLFHLT 

1CTTLPVEYNIDEHFQATASWPT 

KIIYLYISLLAARPKYYFAWTLG 

T A PRK WS PC PG PQCIQL RA A DP 

SGPEPLLMLSSQERQPKAKPPK 

EAHADIAGTPRJEGEKTRTGGPG 

KAFLRDPGASSSVELSRTQLWV 

LTPPPIAKAPCECLQ 


4827 


35195 


B 


4868 


218 


656 




4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 

RWLPGRPKFTGESFIR*PPRVAK 

ESGQLIWFGCVPTQ1SS 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon,A=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


4830 


35198 


A 


4871 


1 


5058 

t * 


MKLRGVSLAAGLFLLALSLWG 
QPAEAAACYGCSPGSKCDCSGI 
KGEKGERGFPGLEGHPGLPGFP 
GPEG PPG PRGQKG DDG IPG PPG 
PKG 1 RG PPG L PG FPGTPG LPG M P 
GHDGA PG PQGIPGCNGTKG ER 
GFPGSPGFPGLQGPPGPPGIPGM 
KG E PGS 1 1 M SSLPG PKGNPG Y PG 
PPGIQGLPGPTGIPGPIGPPGPPG 

LlvlurrurruLrUrNuNlvluLINr 

QG PKG EKG EQG LQG PPG PPGQ I 
SEQKRP1DVEF 


4831 


35199 


A 


4872 




1646 


EDEGRAKGHHTWQQTRENESQ 

AKGETPYKTIRFRETYYHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GATIQDKIWVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQGLQGPPGPPGQISEQKRPID 

VEFQKGDQVIPGDRGPPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPGPPGLDGQPGAPGLPGPPGPA 

GPHIPPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVRJTFKGERGP 

PGNPGLPGLPGNIGPMGPPGFG 

PPGPVGEKGIQGVAGNPGQPGI 

FUNK.UL/rvJV^ 1 1 IvrOKruLruIN 

PGRDGDVGLPG1PGLPGQPGLP 
GIPGSKGEPGIPGIGLPGPPGPK 


4832 


35200 


A 

A 




t 1 A 
1 W 


Z_>0 


Loul I KL Y or/rloKDr Y LWoAro 

DPLE/LVVTGPARQYYTKGNLV 
RJASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRILIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

A 1 IvlA^INfcrM VVV^rv VAtlNlrv 

1PLSDSPPPSRWKPGQKPWKPS 
YERIQEMKAKTTHL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEO 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for pepcidr 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=nossible nucleotide 
deletion, \=possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 

PSSPSSSSELS*SCSLGPSSSSSSS 

SSSCSLCPSSSSSSSSP*LPPSSSS 

SSSRPLPPPSSSSSSSSSSSSSSSSS 

SECLCSPSSRPRTTVAGLGPAPG 

FPSGPVDTCSVWLLRFTSTMIW 

DCSLRL*VPEPPSSSSNSSPPSSL 

HKLAGGPPASSTPPSFSSLKXG 

WAGPMVAGTVPPAVPAPSSTR 

TE 


4835 


35203 


A 


4876 


1 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLPIRLCQLQSRSLQPS 

MVPWRWGLTGPRGIALPPAAR 

PGPLHEAPRWGPPPRRAPRPWP 

PGARPGRRRRRAAASPAPSSCG 

PRASGAAGGGRGAPIGARASA 

GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TLA V F V PTL AG FS V A LGG P A W 

GRRRRSVSGVGVWLQWQCFLF 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSDiCPKTCKNFLCLCSG 

EKGLGKTTGKKLCYKGSTFHR 

VVKNFMIQGGDFSEGNGKGGE 

SIYGGYFKDENFILKHDRAFLLS 

MANRGKHTNGSQFFITTKPAPH 

LDGVHVVFGLVISGFEVIEQIEN 

LKTDAASRPYADVRVIDCGVL 

ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


I 


1689 
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SKQ ID 


SEO 10 NO: 


Mcl 


SEO "> NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X-Uiiknown, 


NO: 


or peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVC1RAWEKITS 

GGEQYPSFSAIKQGPKEPYIDFI 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDCIKACDDIGDGSSNGKAS 










• 




YFdSKSKVFQTSYTSAQKAELV 

AVIEVLTAFDMPINVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

NAISNARHFHNLTHVNASGLK 

HRYSITWKEAKNIIQRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MDVTH1PLFGRLAYVHKRRRIR 

GGGGGEGEGEGEGEGEEEEEEE 

ppppppFFPFFPFPPPnpnFnPF 
CCCCCCCCCCCCCCCCyCyCyCC 

nFOFPHFOFFOFOFFRRRk'nTF 

ELSYSLPLNRTQPCWHPDFGLP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 

* 


1577 


MGQVWALVHSTLETFHTDEEE 

G E YM E VTEQ VC LP A K AG S A A V 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

BEGLKEPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIW1 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

H RTQPPT WGQ1 EK LPQM A EEN L 

RKAGQPVTISNWILPRITKFKP1 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAK.AIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSRE1GKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 

TFNL/PIWIPQKPDGSWKTTANN 

/R/KLNQATISIAAIVLDVASLPG 

tCARSYHGFSSHAGRVIDSNNQK 

DIEGCTYILNVAGKNMFGIQLR 

RSVIFPCPNLMYTDNCSSHGPR 

GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 
♦NMSSWNTLSESCKMHGDLKY 
LFVITAKDQQ/VSIAAST/*GFC 
WNQ* VSASPSQA PGM PLVLGR 
RLWQGSRLGGLSISLSDDCHGA 
HN H SFKR VTTTLQ V FS WT V PQ 
AEPAMDCIHTA/DSPRQRLP*QA 
HESVAEVJIT 


4843 


35211 


A 


4884 


1 


648 


MSSWNPLPESFKKHGYLLYLFV 

ITAKDQQ/VSITASTWGFYWNH\ 

SQG KNPEQM EASQKP V AG L WA 

WWLNISLSAASHGAQNHPFKR 

VTTTLQSQGWNKDLWIMRELL 

CNNRPEQLLQETATIKAPIAPAD 

PWSQEVIYNFCKAVSSVSCMPF 

NIHFNSN1PPESSGDWRMQQPC 

KVEQSILGAQRGGGGCRPGSLR 

ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 


597 


GTLEPAAEWSVLLGVXHSQDGP 

LDGAHTRAVAAIVVPANYSQV 

ELGADLALLRLASPASLGPAV 

WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 

LRLLGEATCQCLYSQPG PFN LT 

LQILPGMLCAGYPEGRRDTCQP 

SPEPGPMCIS/VSH1QRLRDAVS 

HTWQRGTEPARLGSWERRQRQ 

QQQGPV 


4845 


35213 


B 


4886 


387 


552 




4846 


35214 


A 


4887 


20 


612 




4847 


35215 


A 


4888 


792 


959 


TGLSSSQNPKATKSIPWHNRLL 
PNVDSQVQQNSQAIIYTN*GNS 
ESQYPFSKMDT 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLHRSVQALRTFCVTL 

SGAFVRDCTTVLSSTTCEPSTD 

V/CWAMNIVTSVLLLYGSEEEA 

FWLLVALQERMLPDYYNTRV 

VV1RTYDQRYEQCVDLYDGLP 

TTLFTTDDWHVWPDLTGLP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 


1 


251 


TEARKAAAVMPKTAVLAAERP 
KKAWGVLIPKKSTKRTPKAFA 

none w/tk vn w*sK v a k k v pk p 
EASKPKKAAPKTRRYKSTLKTK 


Ho 




A 


Hoy j 




427 


PSV<\KF<;P! N^PASOAGSATFAT 
TPLTPPK/PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 

> < 


SRGWSRLPVPCCAPALLSPWAV 

NGIRRRGAGDGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

A EPPRRG DSG L A RC PA PG H PS R 

ASPQRPAEGFD AL A A PS RVPG D 

SRQLSRNNTRSRCEG RGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRGAPQRGRVASQT 

RPfiAR ARPAADTH^I K^PA^D 

AO^AAFATAPI TPOKPOl RAP 

WQPLHSFRPGRGVTSRLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKY1KMFVLDEADEMLS 
RGFKDQIYD1FQKLNSNTQVVL 
LSATMPSDVLEVTKKFMRDPIR 
II VKKTFI Tl FfllROFYIlSlVFRF 

EWKLDTLCD\LSAMHGDMDQK 
ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


N LQE WKLDTLCDL Y ETLTITQ A 

VIFINTRRKVDWLTEKMHARDF 

TVSAMVCLPAASLLWVCPSEV 

SYLKPGFLEPRCLPGLLHICFLF 

OHGDMDOKFRDVIMREFRSGS 

SRVL1TTDLLVSRGN**QRQKG 

GSKVl 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKJMRDPIWILVK 
KFELILESIHOFCINVEOFKWKI 
DTLRDLYETLTITQAWIFTNTR 
RKCCSKVREI 


4860 


35228 


A 


4901 


3 


48 


NSNVEREEWKLDTLCDLYETL 
TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN * +QRGTRG VEAG HTM 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/540 t 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 

LAQHIQKVVMALGDYMGASC 

HAC1GGTNVRAEVQKLQMEAP 

HIIVGTPGRVFDMLNRRYLSPK 

YIKMFVLDEADEMLSRGFKDQI 

YD! FQKLNSNTQ VVLLSATM PS 

DVLEVTKKFMRDP1RJLVKKEE 

LTLEGIRQFYINVEREEWKLDT 

LCDLYETLTiTQAVIFINTRRKV 

DWLTEKMHARDFTVSAMHGD 

MDQKERDVIMREFRSGSSRVLI 

TTDLLARGIDVQQVSLVINYDL 

PTNR\ENYIHRJGRGGRFGRKGV 

A1NMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEG1YSLKINSKRSSYNS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPKVKEEAViSSQSDLGECPY 

CGERPA RN ATI FAPQKEKJESAP 

EMSSSCDKRVTVNPPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHVlfQFCRLSNQSRVICEKSSP 

PLNVPDNYNSHSVIQKHKEKM 

AIERPSSGSD WSDVGGTTVI FSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNN 1 FQGERSSHQSFLSDYS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLGHPYGGRASSFPPRTIW 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPJCEFQGCI 

SCFCNPQNLSDNLWEDQLICDD 

LVWGVFGCRPHFAHYYNNYQE 

RSILKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLK\KPMMIHCREADEDLLG 

ILKKYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn l 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, \=po$stblc nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


VLAPNYHITFRNLSSVSSPVTSA 

EPVLQAGQARELSFSSLHPASPL 

LVPSTPALTLHAFNALVLFPSFP 

LEKAAKRERPKSKIQ1TARVGK 

MRRTWSPHTTISAGGSVNGAST 

LKNSLVWEAKPADTTNPTPPTT 

HPN PG PTPPTNTN RH PPPH HPLT 

NTP A PPHOPPATTP/SPOTOTPN 

YCPNTDHTTPTHDTPNPVPPTR 

J V— ' ■ 11 I i_y 1 I 1 1 I III IS II III VII 1 IV 

RTPPNRTGKRTNTSONYRI V<;P 

j\ ii * 1 1 iv i kj rvi\ jiii ov^i i i i\u v or 














APKIHWEA , 


4864 


35232 * "* 


A' 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHNSSPA 

REQN/WIENEFNELTEVGFRRIT 

SLEKNINDLMELKNTARELREA 

YTSmSQINQVEERISEIEDQLNE 

IKHFDKIRFKRMKRNOOSI OFI 

WDYVKRPNLRLIGVPESDIENG 

TKLENTL 


4866 


35234 


A 


4907 


1 


2267 


MTGQFQDVVREEARPLPNRIM 

RLRFNHFATECSWDHLYVYDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDRYYTA1NFVATPDEETPPIRG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLKKHVLTQCKE 

AKNLEKRLGQLLTRITSLEKNV 

KELMELKNKAQELCEAYTSINS 

QIDQAEESISEIEDQLNEIKHED 

KIREKRUKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI VQDN FPS L A RQ AN I QIQE 

ILKTPQRYFSRRATPRNH1TFTK 

VEIKGKMLRAVREKDHSAIKLE 

LR1KKLTQNCTTMWKLNNLLL 

NEYWVHNEIKAEJNKFFETNEK 

KDTTYQDLWDTAKAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

EKINKIDRLLARPIKKKREKNQI 

DTI KNDKG DITTE PTEMQTTI RE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

IEAIIMSLPTKKSPGPDGFTAKL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


4867 


35235 


C 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQYWPPADLQYRPPPEVKYRP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGIIAQNTDLVEWF 

FLPHSTIKTFTLYLDQMATLIGQ 

ARLRJIKLCESDSDKIIVPLNKEQ 

VRQAFINSGAWQIGLADFVGII 

DNHYPKTKIFQFLKLTTW1LPK1 

TRHKPLENALTVFTDGSSNGKA 

A YTRPKERLI ETQ Y H W AQRAE 

LVAVITVL\QDFNQSINIVSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

HIRAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELH ALTH VNATG L 

KNKFDITWKQAKNIVQHYTQC 

QI PHLPTQE AG VN PR EQ H FTG K 

KNSPHEGKLIWWKDKKNKTW 

EIGKVITWERGFACVSQGENQL 

PGWIPTRNLKFYNEPLGDAKKS 

ASAETKNPQLSIIDSPGKAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGHND 

DGSFVKKGDM 


4870 


35238 


A 


4911 


1 


759 


FRMVIRCLPQRELDCDRGNWT 

ATSAELTGIKWRRYNFGGHGD 

CGPI1SVPAQDDPILLSFIRCLQA 

NLLCVWRRDV*PDC*ELWIFW 

WGDEPNLVGVWIMNCRLWKK 

DSG KM A FPMN VG RC/FFKA I H N 

LLERCLMDKNFVRIGKWFVRP 

YEKDEKPVNKSEHLSCAFVTFFL 

\HGESNVCTSVEIAQHQPIYLIN 

EEHIHMAQSSPAPFQVLVSPYG 

LNGTLTGQAYKMSDPATRKLIE 

EWQYFYPMVLKKKKK 


4871 

* 


35239 


A 


4912 


1 


539 


MRHPCDGNSLYFDH1SVNMLA 

VMLYYGFGRVSIG1CTGLRGVQ 

RHLWPLPLDASSTKTVSSSHSD 

KGEIFSPFPCSLINCNNFEMRNT 

TKCLMDKNFVRIGKWFVRPYE 

KDEKPVNKRVTSQE1WLFDEY\ 

GVSLPCFAVERCALLPLCLLPR 

LMISISSTSRQPQYISRRGLKAKJ 

SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence , 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 

NMIRSQNAKDSSSNSMENTDSP 

WCELFRELCKINALDVPDSLLV 

RGNEFSASVHNTFDHMWRTKE 

RYEAGWLLLSSADRVMKENDE 

LRDSVSWLQKQ1LSLKSAK1AL 

SGSL1SYRERAE1VEKQTQTLIM 

RVADLQQKGY1NSPALCHNLIW 

RDLDHFSFPYDITLFHYIDD1ML 

IGSSEQEVANTLDILKGQRFVLT 

VIDTYSRYWFASPECNASA/KT 

T1HGFTEC1IHYHGIPHSIASYQG 

THFMAEEPGW\SKNQGVEVTPF 

T1TPSDPVATFLLPVPMTLRSAG 

LEVLVPEGGTLPPGDTTMIPLN 

wmi ri PpnHFni 1 1 pi ^ooak' 

rvvj v i VLn v viuru I yUDiOLLr 

HNGAIISDGNGVILIGLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


1 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RPITGAEIVA 1 INSLPTKKSPG PD 

GFTAEFYQRYKEELVPFLLQLF 

QSIEKEGILPNSFYEAS1ILIPKPG 

RETTKKENFRPISLMNIDAKI VN 

KILAKRJQQHIKKLIHHDQVGFI 

PGMQGWLNTCKSINVIQH1NRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPFLFNIVLEVLARAIR 

QKEIKGIQLGKEEVILSLFADD 

MIVYLENPIVSAQNLLKLJSNFS 

KVSGYKTNVQKSQAFLYTNNI 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWKNIPCS/WELEKTTLKFI 

/WNRKRARIAKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPHIY 

NYLIFDKPEKNKQWGKESLFN 

KWCWENWLAICRKLKLDPFLT 

PYTKINSRWIKDLNLRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKET1IRVNRQPTKWEKIFTTYS 

SDKGLISRIYNELKQIYKKKKQP 

HQKDFAYHFTVFVFYFGAFLLE 

A A atci uni UP'WTTITr;/!-! ATPP 
A/\r\ 1 oL/rlLyLnV^IN I | 1 IVj/rl/\ 1 re 

**PV*HKRSSLTITYLCRSG*IIW 
WCDPHTHS 


4876 


35244 


A 


4917 


1 


1359 
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SEQ1D 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la.M 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
**=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


4877 


35245 


B 


4918 


I 


948 




4878 


35246 


A 


4919 


I 


981 




4879 


35247 


A 


4920 


| 


3747 




4880 


35248 


A 


4921 


| 


1875 




4881 


35249 


A 


4922 




2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 


| 


1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 

WGRSGKEQQPDEALKGKGFTV 

CFEGLRFGQKPGSYFSLDQIGH 

VEIQMITPPWRGTTLSTKRGGR 

KRGKTESDREHNLAPPKGRDTP 

KKEGAHVRGGPLSGTPPTEKK 

GKARSPRYGDTHRGEGLNKTH 

RA PQNFSESPEPTIN K 1 DRPLAR 

LIKKKREKNQIDTIKNDKGDITT 

N PTEIQTTIRE YY KHL Y AN K L E 

NLEETDKFLDTYTLPRLNQEEV 

ESLNRPITGSEIEAIINSLP\TKKS\ 

PGTDGFTAKFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEASIILI 

PKPGRJDTQKKENFRPISLMNID 

AKIVSKILANRIQVH1KKLIHHD 

QVGFIPGMQGCVGSSARAIGQE 

KE1KGIQLGKEEAKLSLFADDTI 

ECLENPIVSAQ1MLFKLISNFSKV 

SGYKIHVPKSVSFLYTNNIQAES 

QIKNAIPFTIASKRJKYLGIQLTL 

EVKELYNKNYKTLLKEIRDE 


4887 


35255 


A 


4928 


419 


1002 


CYQRWKVLKJCSSGPLARL/IKK 

REKNQIDAIKNDKGDITTDPTEI 

QTTIREYYKHLYINKLENLEET 

DKFLDTYTLPRLNQEEVESLNR 

P1TGSEIEAIFNSLQTKKSPGPDG 

FTAKLYQRYKEELVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RIRJAKS1LSQKNKAGGITLPDF 

KLYYKATVTKTAWYW 
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SEO II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4888 


35256 


A 


4929 


1 


2502 


MFFETNENKDTTYQNLWDTFK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELKE1ETQKTLQK1L 

QKINESRSWFFEE1NKIDRLLAR 

LIKKKREKNQ1DAIKNDKGDITT 

DRTE1QTTIREYYKHLY ANKLE 

NLEEMDKFLDTYNLPRLNQEE 

VESLVHRLITGSEIEAirNSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LLKLFQSIEKEGILPNSFYEANII 

UPkPGTDTTKKENFRPISLMNI 

DVKILNKILANRJQQQIKKL1HH 

DQVGFIPGMQGWFNIHKSINVI 

QH IN RTKDKN H M 1 1 S I DA EKAF 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKGIQLGKEEVKLSL 

FADDMIVYLENPIISAQDLLKLI 

SNFSKVSGYEINVQKSQASLYT 

NN RQTESQIMSELPFTI ASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKEDTNKWKNIPCSWVGRIN 

IVKMAFLPKVIYRFNAILIKLPM 

TFFTELEKVTTLKFIRNQKRACIA 

KS1 LSKKE\KAGG 1 M LPEFKL* Y 

KATVTKTVWYWCQNRY1DQW 

NRTEPSEIIPHIYNHLIFDKPDKN 

KKWGKDSLFNKWCWEHWLAI 

C R K L KLDPFLTP YTK IN S R W I K 

DLNVRPKTIKTLAGHLGNTIRDI 

GLGKDFMTKTPKAMATKAKID 

KWDllKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MG DFNTPLSTLDRSMRQK VNK 

DSQELNSALHQADLTDICRTLH 

PKSTEYTFFAAPHHTYSKIDHIV 

GSKALFSKCKRTEIITNCLSDHS 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN KDTTYQN L WDTFKA V Y 

RGKFIAFKAVCRGKFIALNAQN 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQKMSESRSWFFEKTNKI 

DRPLARLIKKKR 
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SEQIO 

NO: 


S ICQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
Oi pepnue 5ci]uviilc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uiicuuu, \~pu>Muic nuvicuiiuc iiocriioii) 


4890 


35258 


A 


4931 


1 


1818 


MSSRG PCTLETL 1 NPSPS V A DDI 

PHLRPKPVYITTTRDNENIYSTK 

1PYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPKIIQTV 

GGGAVQERAPELDGGGPTEQD 

KS H SN SSTLSDRRLSN SS LC S I E 

EEHRMVYEMVQR1LLSTRGYV 

NFVMEVFHQAFLLPSCEIAVTR 

KVVQVYRXWILQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMS RGC VTEEG/TI QM LKA G V 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLKPEGSSAYACIL 

EALESAGKGLWKVSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSRILTLMVAWIRPN\ 

LCVYISRELWDDFLGVLS\SLTE 

WEEL1NEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLSWRSHPDVTEPMRFRSATTS 

GAPGVEKARNIVRQKATAKRS 

QSISNCVHLSEALPATKSVPLLL 

HTLYKWKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


C 


4932 


96 


278 




4892 


35260 


A 


4933 


1 


261 


KLRLPPGHFGLLLLLSQQAKKG 
VTVLAGVIDPDYhTNEISLLLHN 
GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLAEPPHWfPGTRKDAQCLVGL 

FGFWRQHIPHLGGLLWPIYRVT 

QKAASFEWGPE*EKALQQIQPS 

VQAALPLGP*DLADPMVLEVS 

MADRCAGWSLWQAPIGELQQ 

KPLGFWSKALP 
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SEQH> 

NO: 


SKQID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 

! 


4896 


35264 


A 


4937 


1 


1375 

i i 


MSTTQLDTMGAESLCNMETVQ 

VEDEGIQKLKEIRMVEWITPFRP 

THPSCEGPEDIPLTNALQNTFVR 

AAPASLKSPVVALLLSPVGYRT 

HAVVISPVPECRFGIDILSSWQN 

PHIGSLAGRAHQKQFVGSWQG 

QQYAFTVLPQGH1NSLALCHNL 

IWRDLDHFLLSQGITLVHYTDD 

1 ML1GSNLADPM VLEVSMADRC 

AGWSLWQAPIGELQQKPLGFW 

SKALPSSADNYSPFERQFFACY 

wAlveteclptghqltmqpel r 

PIMNWVLSDPSSHKWVHGQSG 
HGGRDSGYSWTQQHGLPLTKG 
DLSMTTAECQIFQQQRPILSPRY 
GT1PWGDQPATWRQKWQRFVL 
TGIDTYSRYEFAYPACHASTKT 
TIHGLMEFLIHHHGIPHSIASDQ 

\j 1 nLiVIANcVKV^WAnAnulnW 

SYHVPHHPEVAGLIERWNEVGL 
LKSQLQHQL VN RLRRELQC WL 


4897 


35265 


A 


4938 


I 


324 


INCLRNCKTYQA/RKPLWFYNT 
SLKFFLNKP/MLADVVFEIQGTT 
VPAHRAJLV/ARCEVMAAMFN 
AfilFOAMCT 1 ICAF/MYOV^RI 

QHICELFI1/TQLQSMPSRELASM 
NL 
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SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
* j =Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


4898 


35266 


A 

i 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

APAPLCVGPAAVEAREGDAAG 

DERIAGELAARGPREAVSRCFS 

PSRRPALGFEIMSIHIVALGNEG 

DTFHQDNRPSGLIRTYLGRSPL 

VSGDESSLLLNAASTVARPVFT 

EYQASAFGNVKLVVHDCPVW 

DIFDSDWYTSRNLIGGADIIV1K 

YNVNDKFSFHEVKDNYIPVIKR 

ALNSVPVIIAAVGTRQNEELPCT 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

VLEYFM 1 Q ALNQKTSEKMKKR 

KMSNSFHGIRPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHKIVL 

CAVSHVFMLLFNVKSPTDIQDS 

S 1 1 RTTQDLF AIN RDTA FPG ASH 

ESSGNPPLRVIVKDALFCSCLSD 

ILRFIYSGAFQWEELEEDIRKKL 

KDSGDVSNVIEKVKC1LKTPGKI 

NCLRNCKTYQARKPLWFYNTS 

LKFFLNKPMLADVVREIQGYG 

QCPAHRAILWAPCEVMVAAMF 

NGNLHGKAKSVLIPVYGVSKET 

FLSFLEYLYTDSCCPAVGIFQAM 

CLLICAEMYQVSRLQH1CELFII 

TQLQSMPSRGTGHPWNLDIS/V 

DLL*KGPSFHHSWIAFSTWAYF 

H FHCYLTYLI FOF KRPG I FRDLF 

S/EGRNGSFLFGKRHRWGPSNM 

LLGRQLAGITGKYYFTSPGNVG 


4899 


35267 


B 


4940 


1 


3117 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRMSLSILPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

AR ATHATM1RONITIAI Cil KHIFI 

VTTL\MTGLWLAVLADTGATV 

LVTANALRLLRRR 



575 



4 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lfnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWAIKQFKHAEKENPYLFGGG 

HLRAIFR*SGFQ*RQLHTMHWG 

AS/QQAEHP/LAQPSTRAQLRTPI 

P/TADS/QRALVGSGMKPRLNG 

ERVLICAAGKHPADAFTGLINE 

LESAGQTVVLVVRMDDVLGV1 

ALQDTLRADAATAISELNALGV 

KGVILTGDNPRAAAAIAGELGL 

EFKAGLLPEDKVKAVTELNQH 

APLAMVGDGINDAPAMKAAAI 

GIAMGSGTDVALETADAALTH 

NHLRGLVQMIELARATHANIRQ 

NITIALGLKG1FLVTTLLGMTGL 

WL A V LA DTGATV LFFPRLFEAR 

NSQVGNGETNQTRFRLCAAPG 

GTFI ADFTAGTG RRARPRRN RR 

RVVVSFDFHQNMRRFLMEIVA 

ARFVVSKVAAHFRTFHYGGVIF 

ISRENVIWRGFESIFDHLEQRFR 

LLFTIDNPVGVKNFVAAVLGVR 

LG KH IOFDV VR VTTKLCES 1 LOI 

VNFIFRQSQAKTQVSVDQRLTA 

LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


3 


268 


YEFNRPYPEIQRSGIS\KLLEPLL 
FAATSDSQLSKTEISSIKINSETV 
PVYOLRYNGNNALMFATYOD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QCPYPYIAATGRILVVTHL1CLA 

PQ1VENQVTYPLTTTMLSVPGA 

KTVRGFSQFGDSYVYV1FEDGT 

DPYWARSRVLEYLNQVQGMLP 

AGVSAELGPDATGVGWIYEYA 

LVDRSGKHDLADLRSLQDW1L 

KYELETIPCVSEVASVGGVVKE 

YQVVIDPQRLAQYG1SLAEVKS 

ALDASNQEAGGS\SI\ELAEAEY 

MGGTCSAHGRALSRGVLWCRF 

SAIVRGPPRGMFCGAGAAPNLl 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Mel 
hod 


SEOID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fnr lust amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\!GDFGK\AAEKLPVP\ 
VELAQACAHAVMKSGIDLAVS 
YCMQVNHGFAQPLEFLLGGLD 
KVPVLLVF1NGVATPLPGFQRT 
RM LG E A I G RFTSTPQ Y A G DT VM 
DEDISNTIRALFATGNFEDVRVL 
RDGELRKFPTCESDDNFRPVTF 
S VN Y V I RH D WVG 1 R R VV PEN E 


40 1 1 


j j.Lr § y 


A 
r\ 


40S? 




2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


1 


774* 


MLRTSDRPPYQYPKRCIPLSVL 

EVLRCARRWSLRPYKQLARAYI 

/ERYRHDR\DIEREKRGRLNQEI 

RGLVEQTNASLLNENANKDSK 

AHERGD1HYHDLDYSPFFPMFN 

CMLI DLKGMLTQG FKMGNAEI 

EPPKSISTATAVTAQIIGSVH1YG 

GTT1NRI DE VLA PFVTAS YNKH 

RKTAEEWN1PDAAGYANSRTIK 

ECYDAFQSLEYEVNTLHTANV 

EGLTGDDG1AVEALKKNSQKPR 

MSASHNCELVSLRGRQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 

LLLIVLLWVFIPKGFFPGQDNGI 

IQGTLQ A PQS1 S F AN M AQLQRQ 

VADVILQDPAVQSLTSFVGVDG 

TNPSLNSARLQINLKPLDERDD 

RVQKVIARLHTAVDKVPGVDL 

FLQPTQDLTIDTQGSRTQYQFT 

LHATSLDALNTWVPQLMEKI\Q 

QLPKLS 


4917 


35285 


A 


4958 


1 


291 


MNPVDRPLLD1GLTRLEFLR1SG 
KGLA\GLTIAPALLSLLGCKQED 
1DSGTVGLINTPKGVLVTQRAR 
CTGC H RC E 1 SCTN FN DG S VGTF 
FSRJKPH 


4918 


35286 


A 


4959 


1 


306 


MKNFEVLQPLQNSLSGLPLWV 

SERILQQINQLTHYEPVIG1MGK 

TGAGKSSLCNALFAGEVSPVSD 

VAGCTRDPLRFRLQIGEHFMTI 

VDL\PGVGESGVRD 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 


4961 


9 


308 


GDLDGSRHRAFLCHLPVELKTA 

LMFPVTLTRALMETAY/ATAVS 

A/NFRTESRGAH/SRFDFPD/RDD 

ENWL/CHSLYLPESESMTRRSV 

NMNPKLRPAFPPKIRT 


4921 


35289 


A 


4962 


1 


1132 





577 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 






A 

A 






i i^i 

1 JJZ 


rni pha AnrKPAnFiRi yrhat 

i\ IN U r L/r\r\.VJv^Ov^/\ VJ CI r\L T t\\jyj I 

QRSRLQRWLHLACFRRCNLHR 
RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRK LTA LF V ASTL A LGAAN LA 
H A A DTTTA A PA D AK PMM H H K 

vj rv I vj i n V^L^Ivi iv| r rv L IN L, l Uf\\j 

KQQIREIMKGVQRDQMKRPPLE 
ERRAM H Dl 1 ASDTFDK VKA EA 






A 






£\JD 


khhikhvi fahki^i ^thvqi pp 

rvL/n llxvj V LiC/\v^iNoL*0 I^VoLrr 

*SFFG*NSNMRNLIQIYRSL/CTK 
AI*,LMNFKRHKNQLVINYLSRS 


4925' 


35293 ' ' ' 


A 


4966 


1 " * " 


915 — - 


MTGVATARARGLRRPLSVGQV 

PPFARLWKGVQTVERHMLANI 

GTGSQHPGCGFQLINQNSVIVF 

A AG E VN G FTSG D VQCLKM RSG 

DMNDIQRRQRLLPDGNKFGEIQ 

TTIREYYKHLYANKLEDLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIEAVVNSLPTKKSPGPE 

RLTAEFYQRYKEELVPFLLKLF 

QTTEKEGLLPNSFYEASVLLIPK 

PG KDTTKKENFRPISLMN 1 DVKI 

L in N. i u /\ IN ivi ri I ivpwJU I ri n N V 
GFIIGVOGWFNICKSTNVIYHV 
NRTNDKNHVIISIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 
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SEQ ■■> 

NO: 


StQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknu\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


4927 


35295 


A 


4968 


I 


1928 


PPLVIHRQTGSGEDLQQTPTDL 

QLRVLTI RRKTN KQKG HPHQNP 

ISSRRHEITKIRAELKETETQKTL 

QKKSMNPRSWFRERINKJDRLL 

ARLIKKKREKNQ1D\AIKNDK\W 

DITHRIPTEIETII\REY\YKHLYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSEIEAITN 

SLTVTKKSPGPDGFYTVAEFYQRY 

KEELVPFLLKLFQSIEKEG1LPNS 

RYEASHLISKPGRDTTKKENFR 

PISLMTM1DAKILNKILANQIQQH1 

KKLIHHHQVGFIPGMQGWFNIL 

KSFNVIHHINRTKDKNHMI1SIEA 

EKAFDK1QQPFMLKTLNKLGID 

GTYLTYLKIIRAVYEKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGA1RQEKEIKG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLKLISNFSEVSGYK 

1NVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGR1NIVKMA1LPKT 

LNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAP 

rCSTGTNGHOASGLPRF*RIAFCS 

ALVKSKRKLYQGYLPGQTDRR 

EEGVSWCPGGP 


4928 


35296 


A 


4969 


2 


237 


QPVEDTWLSTPAAPMVDSL1AR 
VRVMARGNAITLPVCGRDVK/F 
TLEVLRGDSVEKTSRVW\SG1ET 
YQELVTEDALDDL 


4929 


35297 


A 


4970 


_ 


1752 




4930 




A 


4971 


"j 


723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 


; 


1446 




4933 


35301 


A 


4974 




403 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKJTRRWRIG 

E A A DL VG VSSQ A I RD A EKAG R 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKG\LALKGLRVLLVEV 

RHRV 


4934 


35302 


A 


4975 


i 


1374 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=pi>ssible nucleotide insertion) 


4935 


35303 


A 


4976 


1 


2259 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLAL/KGLRVLLVEVHKRWS*N 

DEGYRHCTV***\HPEARKITRR 

WRIGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQRVLVIQ 

LNKLI1CVMCLVRDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVL1VPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVR1LLTKYSNSNGSQ 

SPWMEEQ1RDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNA1TLPVCGRDVKFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDG1 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWF1KRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKE1TNPYAMRLYESLCQ 

YHPLT1EKVMKPLITSNTVTDEI 

crv/A IN V I rvlVllNVj IN. W I L>r i L/orvvjo 

1^ MTinr^lN^NDTYMI fiYV^N^I 

rvlVJ l 1L/\JI1N01NL71 I iVILrVJ I V JliOLi 

i vj r i rv r LfiN rv i vj L< v l>v</ivi vj in 


4Vjo 


j j jU4 


t> 


4y / / 


i 
1 


1 7 A A 
1 /QH 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPH PDM El RGR VEQR VG YTI EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLH1HAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

V 1 DS A PN LG IGTIN V VCA A DV LI 

VP J PAhLrDY 1 SALQrrDMLRD 

Li UN. IN V ULNUyA I L^IVl NAL, 1 IVlrvO 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


4941 


35309 


A 


4982 


| 


1617 




4942 


35310 


A 


4983 


1 


550 




4943 


35311 


A 


4984 


1 


3818 




4944 


35312 


A 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


ARCQRVPGRPVPDLLRCLPRAT 

TPAPSPAPGLVVRRLAAPVPAA 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVPI SDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TVPTPDSFHTRQSPHQTASTPDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

Q L A H RT V PTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPISDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPVTPD 

SPHTGQSPHQFPHQTVPTADSP 

HTRQLPHQTVPTADSPTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

HRTVPTPDSFHTRQYPQRTVPT\ 

QTASTPGSPHTKQSPHQTVPTP 

DCPHTGQSPYQTVSTPDSPHTR 

HSPHQTASTPDSPH IGQLPHQT 

ASTLDSPHIGRHPRQMAPTPESP 

HARQLPCQMAPTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 


378 


MSIKGTYLKVIKAIYDKPTASSI 
LNGENLKAFLLRTGTRQGCPLY 
KINVYKSVALLYTTNDQGENQI 
NNSTPYTTAPRKIKYIGIYLTKE 

■ * 1 ™ 11 111 Jx 1 IVi\ 1 1^ 1 | VtfJ ■ ■ u ■ ■ L> 

VKDLYKENYKTLLKEVIDDT/R 
WKHIPCSWMGRJNIV 


4950 


35318 


A 


4991 


1 


392 
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StQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


4951 


35319 


A 


4992 




1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQAILLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGNQREVSDWV/EEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGMAVHALLLYRHRLNR 

QE1PPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTAHGFLQTLLM 

GMRPLCSAQYEKIFNTTRIPGV 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QRILDDPSPACPHEEHLAALTA 

A PRGT W AQ V RTS L KTQ A A E A L 

EAVEGAAFFVSLDAEPAXGLTL 

EDPAASLDAYAHALLAGRGHD 

RWRDK\SFTL1VFSNGKLGLSV 

EHSWADCP1SGHMWEFTLATE 

CFQLGYSTDGHCKGHPDPTLPQ 

PQRLQWALPDHIHSSISLALRG 

AKILSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQ1ALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 


I 


1027 


MPAKSPGQDVLGTDNIKIDVFK 

QTNQKSHTGEKPYECPECGKAF 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKAFSAKSGLRIHQRTHTG 

EKPFECHECGKSFNYKSILIVHQ 

RTHTG EKPFECN ECGKSFSH MS 

GLRNHRRTHTGERPYKCDECG 

KAFKLKSGLRKHHRTHTGEKP 

Y KCN QCG K A FGQKS\QL RG H H 

RI HSGEKPWKCNHCG EA FSQKS 

N LR VHH RTHTG EK PYQC EECG 

KTFRQKSNLRG\HQRTHSGEKP 

YECNECGKAFSEKSVLRKHQR 

THT\GEKP\YNCnQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


IPAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 

lilt DAM/ A API Cn l\/HTD DT A \1/ 

LLLLrA WAArLtVjl V U 1 Kr I AW 

RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKPAAVAPPPESPLPAGDSEG 

CLQPGHLLVPASPRLPRPRQAAS 

LAHRPEKSAPGADCPSGRRXGR 

PWTCGGLSGPAAAPRPCPLAPA 

FAPAFLALGAQR\GPGPEQGGH 

ERQAERPGRRSRRTRAYSAR1Y 

LPVAAEWPMGPGPEPGAGGRR 

RGEVPGPGAQRSPARRRRGGPA 

AVSSGGRGVGGLRGAVLFQHP 

EQQQRPVGLAGLGAQQPAHV 

WR YGPLST/PP A LG PPA A A RG P\ 

GRRLFLPFSFSPSAGAPGAASRP 

SPRRSP 


4955 


35323 


A 


4996 


I 


415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


1 


563 


MDPNHEEIPDLPEKEFRRVKSK 

NHMTISIDAEKAFDNIQHRFMI 

KTLSKIGIQGTH FN\I IKA1YDKP 

TASIILNGENLKAFPLRTGTSIVL 

EVLARAIRREKEIKGIQIGKEEV 

KLLLFADDMIVYLENPKDSYRK 

LLEOIKEFSKVSRYKfNVOKSIA 

LLYANSDQAENQINNPTSFTIA 

AKNKIK 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRMDPAIALVLALSLTVPICLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVKIF 

VSHESAHHIT*KSSAEEDFNNQ 

VDRMIHSVDTTRPLSPATPV1TQ 

WAHEQSGHGDRDGGYAWAQQ 

HGLPLTKADLAMVTAECPICQQ 

QRPTLSP* YGTI PRG DQPATWW 

QVDYIGPLSSWKGQRFVLTGID/ 

TSGYEFAYPARSSANSTIRGLM 

ECLIHHHGIPHSIASNQLYS 


4960 


35328 


A 


5001 


2 


15246 
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SKQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


4961 


35329 


A 


5002 


1 

» 


951 


MALALNRYL/CLAVLPLITKCA 

plfag/tehraimvdsmlhtvy 

r/lsrgrsltkaqrdvied/clm 

slc\rllrrlvfdvpilnefa/k 

mplklltnhyercwky/yclpt 

gwanfgvtseee/lhltrxlfw 

gifdslah/kky/dpelyrmam 

pclcaiag/alppdyvdasyssk 

ae/kkatvdaegnfdprpvet/l 

nv/ijpekldsf1nkfaeyt/hek 

wafdk/dkeiyrwpikeslkam 

i/awewtiekAredldpregym 

pqppdlsav/tlsrelqamaeq 

1 AFNYT-TN/TWGRKKKOPI FAK 
GGGTHPI I VP/YDTI TAKFKAR 

VJVJ\J I HILL V if I U 1 L 1 t\ IX. LL IX r\ l\ 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 
FREQLLHAHYEQKKLAASQIEK 
QRQHMKLGKQ\QQEQ1ARQQQ 
RLIQQQHKINLLQQQIQQLYAA 
QLAAMQVSPGGKLPGIPQGNL 
GAA VSPTSI HTDKSTNSPPPKSK 
TCCLLLWEDEHSASIPEVTNQQI 
hi hi A^iTnHnnKviu/FRn p 

rl L> 11 L/rVOOl 1 L/ll VJVJ IX V 1 W CE\uLG 

Cavjrvu v i \jr r u w or i\ w vj r\ i r r l> 

GSKEGFTKE 


4964 


35332 


A 


5005 


3 


512 




4965 


35333 


A 


5006 


1 


642 


MHAQTYAHTDTRAQPCTSMEK 

QVSLKPTEEAHKKERFCPQKPG 

KYICQYCSRPC/AKPSVLQKHIR 

SHTGYG\CEMYPHGLEMERIPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPFDTHTIKO 

KLALRLSERKKHQVIDRLGSGI 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 

FEISRPTYLPILLILFLVKR/HKL 

KMSVLNMVVRHDPGSTESAKA 

KEELIFRCRSRHFRASPLFSQHA 

AADKHKFQRFLTADMALAVTV 

YAPTTFPPSSLLLFKQKSNGMH 

NLIATGHLLLVDPNRMVIKRVV 

LSDPPFrCICTKMAVVCYMFFNR 

EDVQWFKPVELRTKWSRRGHI 

QEPSGTHGRMKCSFDRKLKSQ 

NTELMNLYK 
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SEOin 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4967 


35335 


A 


5008 


1 


847 


EKAQALEDLAGFKDPAPGHTE 

ESMTHDKTTKIPCKSPPELVDT 

ATSSKKWPRACGQKVEVKEEL 

L A VG KLTQTSG ETTHTN KEPEG 

EGKGMKAFKQPAKQKLDPENV 

TGSRRLPRVPKXKAQPLEDLAS 

FQELSQTPGHTEELANGADSFT 

SAPKQAPDSGKPLKISRRVLQA 

PKVEPVGDLVGTR/D/PVKSQSK 

SNTSLPPLPFKRGCGKDGSVTG 

TKRPHCMPAPEEIIEELPASKKQ 

R/VVAPRVRGKSPEPLV1MKRSL 

RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


1RHEEESMTDDKTTIIPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLAVGKLTQTSGESTHTDKEP 

VG EG K\GTKAFKQPAKRKLDA 

EDVIGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTSAPKQTPDSGKPLKISRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGTVKRLRCMPAPEEIVEELPTV 

SKKQRVXAPRARGKSSEPVVIM 

K\RSL\RTSAKRIEPAEELNSND 

MKTNKEEHKLQDSVPENKGISL 

RSRRQNKTEAEQQITEVFVLAE 

RIE1NRNEKKPMKTSPEMD1QNP 

DDGARKPIPRDKVTENKRCLRS 

ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCILLRSLDSFLQLS 

ASLTCFGFMHNTYKNRPWGVL 

RSSTERSPRKGTAGDMRAGGRF 

NAPL1GQDLLFKEHFASKALDT 

CTN1ARSAKTQGGPVAA1LLLL 

AFGPCIFNLRVKPVSSR1KAIKL 

QM/RLTIYRGPLDRPAGPSTGL 


4970 


35338 


B 


501 1 


1 


687 




4971 


35339 


C 


5012 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 
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SEO »> 

NO: 


SEO IH NO: 
or peptide 
sequence 


Met 
hod 


SKQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MGFVKVVKNKAYFKRYQVKF 

RRRREGKTDYYARKRLVIQDK 

NKYNTPKYRMIVRVTNRDMICQ 

1AYARIEGIMIVCAAYAPELPK\ 

YGVK\VGLTNYAAA\YCTGLLA 

GPAGFFHRFGMDKFYEG\QVEV 

TGDEYNVES1DGQPGCLHPAY 

WDARPLPRTSPLA1KVFWLP*R 

GAWDGGLVLFPPQYPNRFPWL 

WIPESQGNLNARRYHREGTIHG 

PRIVAGLHAPTLMEEDEDAWK 

KQFVRQYVKNS\VTPb\MMEE 

MYKKAHAAIR\ENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

r\n \ / a AI/ 1/ a Cm \ n A /~\ r> a a pi/ ■ 

DRVAQKrvAbrLxRAQbRAAhKL 

vii^Ti rvi/ rvrcrvi axi 

NQTlFYKDrSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


C 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


-> 
j 


1940 


RDRMILLKMEQEIIDFIADNNM 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVI1NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSS1DKEDNQSVCS 

QESLFVENSRLLEDSNICNETYK 

KRQLFRGNRDGSGRTSGSRQSS 

SENELKWSDHQRAWSSTDSDS 

SNRNLKPAMTKTASFGGITVLT 

RGDSTSSTRSTGKLSKAGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

\VAAGSPGCVP\YPENGIGGQVA 

PSSTSY1LLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPA1YNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QSIPAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

Q PS Y V 1 A STGQQ L PTGG FSG SG P 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYNAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

u/crMJi ccpcFi i r*pi DrkVi pppc 
WbUnLoorotLLLKLrUVLrtro 

LLPLEYDHQKDAQGQDYLTCM 
VLVTLLLESPTGIQEDDSNEISV1 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


4979 


35347 


A 


5020 


3 


1353 


GDAYALVLRVTLYCGKCH\NE 

VVLAPIFEILSTESIQDQLPYSV 

MLMSMLAITEGRRSFSVSVENA 

CSNYVTTVQVKEVNQMHISPN 

SCNAIHPRDH1LEISGTPTHTLQ 

VEELEDAISQMSQTLLLLIEHDP 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDNLEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISCWESLCCSSTYSKQNFRSC 

DLMGEVLGKGFFGQAIKVTHK 

ATGKVLVMKELMRCDEENQK 

TFLTEVKVTLPSNLLPPGHDLL 

QTGAREQTGILKTGGLSVPGGA 

GHPAACRAGGVGPHCEHAVRP 

DPRLTPLALAQPPAGGCSTASIA 

PLFSIPAVSRVFRASRGLAACLE 

AEQAGRTILTCEVCKLVVGLSL 

DSOOOLSSVLCGWLCLSCPOL 

WSLNRHPQHQHHLVEMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGSTLDLLEPGPLDETQ 

IIT1LREILKGLDYLHSEKKIHRG 

VKAANVLLSEHCEVKLVDFGM 

AGQLADTQTKRNTFVGTPFWI 

APENNPPTLEENYSKPLKEFVE 

ACLNKELSFRPTAKELLKHKFIL 

RDTKKTSYLTEL1 DRYKR WRA 

KQSQEDSSSEDSNSETDGQDS\G 

GSDSGDWIFT1QEKDPKNL 


4981 


35349 


A 


5022 


1 


1380 


GPRASPPRADRRGPAVPSQEVA 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKI1DLEEAED 

EIEDIQQEITVLSQCDSPYVTKY 

YGSYLKDTKLW1IMEYLGGGS 

ALDLLEPGPLDETQIATILREILK 

GLDYLHSEKKIHRDIKAANVLL 

SEHGEVKLADFGVAGQLTDTQI 

KRNTFVGTPFWMVXPEVIKQAG 

YDSKADIWSLGITAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKVKTSYLT 

ELIDRYK\RWKAEQSHDDSSSE\ 

DSDAEVTDGQASGGSDSGDWIF 

TIREKDPKNLENGALQPSDLDR 

NKMKDIPKRPFSQWLSTIISPLF 

AELKEKSQVACGGELGGPLKEL 

RGAIYLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAKKA 
DAGGKVQEGTGRYSRSAMYSR 
KAMYKRKYSAAKSKIEKKKEK 

V L./A 1 V 1 Kr V VJvJL-TvlNVJO iy Vr\ 

QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 

i 


saaksemagekvekpdtkekk 

peakkvdaggkvkkgnlkak 

kpkkgkphcsrnpvlvrgigry 

srsamysrkamykvrkysaak 

skvekkkkekvlrnllqnqvg 

gdkmggtr/vglnfrkmprry 

PTF\nvp\RkTf i ^unni^NPF^nw 

i i c\LJ v r \r\JS.i^Lo rivj v^rv in r r ov^rt 
V/REKLRAS1TPGTJL1MLTGRHR 


4984 


35352 


A 


5025 


101 


202 


PVPGTSSCTDRYHYKKH**KJN 
TKLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRTVPDLPGRRFRAMRTGQRR* 

PELPPDMNSLEQAEDLKAFERR 

LTEYIHCLQPATGRWRMLLIVV 

SVCTATGAWNWLIDPETQKVS 

FFTSLWNHPFFTISCITLiGLFFA 

GIHKRVVAPSI1AARCRTVLAEY 

NMSCDDTGKLlLKPRPHVO*OS 

SLIVMGLRJAFLRISDTAKSHKG 

FLLRLDM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hud 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion. \= possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

GLVVSGCLDADTAMPGSAEEQ 

FQWQSQDGQKDIEDELTTGLEL 

VDSCIRSLQESGILDPQDYSTGE 

RVIHFGKTLGLSSEDYSIMEKG 

QMV1CEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QS A LQLNSKPEG S FQ Y P AS YH S 

NQTLALGETTPSQLPARGTQAR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPINIVVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHH1DPI 

YEDRVYQKPPMRSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPS 1 DS1QKDPSK YPILCDGGN PF 

CALVYRPSSRERASSL/LKSMCY 

Q*NRLYPKFRRVLGSGFEGMQ 

RRFCASKGIKGRFCGSSLEQDC 

EHGGQHPCYPKLVPTLWNPHQ 

REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 

EGGRFCLGRGVRNLREGGALR 

APFTAPSLTALPPDIVDIKPAN\ 

MEDLTEVTTASESHPHHCNLFV 

YSSSKGFLRLCDMRAAALCDIC 

HSKHPCDDIGPIQIIQGHLRTSR 

GWMIILPALQSTFRCRMDEQNL 

RA FL A PRLCDFSTSQPQPG S PEQ 

PVMSGL1SPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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SKQID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, \=possibte nucleotide insertion) 


4990 


35358 


A 


5031 


1 


3115 


RQICSMASELGARDDGGCTELA 

KPLYLQYLERALRLDHFLRQTS 

AIFNRNISSDDSEDGLDDSNPLL 

PQSGDPLIQVKEEPPNSLLGETS 

GAGSSGMLNTYSLNGVLQSES 

KCDKGNLYNFSKLKKSRKWLK 

SILLSDESSEADSQSEDDDEEEL 

NLSREELHNMLRLHKYKKLHQ 

NKYSKDKELQQYQYYSAGLLS 

TYDPFYEOORHLLGPKKKKFK 

EEKKLKAKLKKVKKKRRRDEE 

LSSEESPRRHHHQTKV 


4991 


35359 


A 


5032 


1 


1522 


MVAQASGQTJREAEVGGSLTA 

QEVEATSILLSDESSEADSQSED 

DDEEELNLSREELHNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNNNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDEDAKES 

RAAALRAANKSGTGFGESYSL 

ANPS1RAGEDIPQPTIFNGKLKG 

YQLKGMN WL AN LY EQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHFIMPTLFDSHEE 

FNEWFSKD1ESHAENKSAIDET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLS1V 

KKELPKKTLYTQDAPFHVVITS 

NQLVVQDVKYFQRVKWQYMV 

LDEAQALKSSSSLTRSNARYPL 

VSSQRKIHDQQVTTDKSSKMDP 

K EEEY IPAKHEMENTKLOFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPI QNTM A E 


4992 


35360 


A 


5033 


i 


974 


MGFHHVARAGLELLTSGMCCY 

FAQDLRPEQSIICASLQRIILRKY 

EKCGHHNLQLKKGYKSVDEYK 

VHKGSYNGFNQCLTTTQSK1FQ 

CDKYVKDFHKFSNSNRHMTEK 

NPFKCKECGKSFCVLSHLTQHK 

RIHTWNSYKLEECGKAFNVSS 

TLSQHMR!HTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFNISSHLTTHKIIHT 

GENAYKCKECGKAFNQSSTLT 

RHKI1HAGEKPYICEHCGRAFN 

QSSNLTKHKRIHTGDKPYKCEE 

CG KA FN V SSTLTQ H K RJ QQQQQ 

QTIKQTKNLLNNNNKKLWV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown ? 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 


1 


1338 




4995 

■ 7* * 


35363 


A 

- 


5036 


1 


596 


MGMTDMGKSKKKSQGPPSFPP 

GGAPPPA1GAPAGRERPPGTGD 

PFNQRPCDNLKTCHTSHGSVM 

AETAVINHKKRXNSPRJVQSND 

LTEAAYSLSRDQKRMLYLFVD 

QIRKSDGTLQEHDGICEIHVAK 

YAEIFGLTSAEASKD1RQALKSF 

AGKEVVFYRPGEDAGHEKGYF 

SFPW/FIKRSPE*RRGKFPFTOM 

GQD 


4996 

H7/U 


164 


A 
/\ 


S017 

Jv J / 


787 


1692 




4997 


35365 




5038 


289 


1338 




499 R 


35366 


A 


5039 


982 


1347 




4999 

H777 


35367 


A 


5040 


1 


780 




JUUw 


JJJUO 


B 


504 1 


148 


334 




JUv 1 


169 




5042 


2 


545 






170 


A 

/A 


S04* 

JUf J 


1 


1 -J 








A 


S044 


1 


1 1 10 






*S t7? 


A 


Ju*tJ 


1 


1 170 




5005 


35373 


A 


5046 


1 


870 




5006 


35374 


A 


5047 


1 


1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 

ALTLPRTSSLTLTETPIVQQTRM 

VVRCPTASLPSQWRSCPSSTWA 

VPKTPPTWTCWRNSAILSL/VVF 

1 RDKLM ERRN RRTGRTEKA RJ W 

EVTDRTVRTWIGEAVAAAAAD 

G VTFS VP VTPHTFRHS Y A MHM 

LYAG1PLKVLOSLMGHKSISSTE 

VYTKVFALDVAARHRVOFAMP 

ESDAVAMLKOLS 


5008 


35376 


B 


5049 


1 


1281 




5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 


1 


1416 




501 1 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPEKAR/IWGVTDRTVRTWIGR 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 
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SKQID 

NO: 


SKQII> NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Slop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLP V FH PPH PS H LG PRPC PP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLUTAQVFIR 

DKLMERRNRRTGRTEKARJWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

T /\VjJr t>rv v L.l^oMVi\jrlr\.oloo 1 £■ 
VVTKVFAI nVAARHRVHPAMP 

FQPlAVAN/H kTOI <i * 
Lo Urx V AY IVl LrvV^L-O " 






A 


J\)D 1 




1477 ' 




5017 


35385 


A 


5058 


1 


1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 
QAHIGPGL/HRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
G RTE K. A RI WE VTDRT V RT W ( G E 
AVAAAAADGVTFSVPVTPHTF 

PUQVAMUMI VAfllPI fVI PlQI 

MrH-Ik'QI^QTFVVTK'VFAI nVA A 
IVlunfvolijo IlV I 1 IS. V rALUVAA 

RHRVQFAMPESDAVAMLKQLS 


5020 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 
LKPPGTVAASTGFSQWLLY1ETI 
SRTPVELELKNSKVRKDVLS/R 
GPHSLYLVQDAQLEHAMEIAK 

VQVHAI OA VR A PPPP MPHAWP 

KTPPDANLYKKGPSPSPRRANT 
TRLGSRATKTIHPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQA VASQSHSPCGGFH R 

RWFRMRLTGEIMK1ITCFKLVP 

EEQDIVVTPEYTLNFDNADAKI 

SQFDLNAIEAVASQLATDDDEIA 

ALTVGG\SLLQNSKVRKDVLSR 

GPHSLYLVQDAQLEHALPLDT 

AKALAAA1EKIGFDLLIWTSSRI 

QAVALASPLSNT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


1670 


N/nMIEFFDPPRIVSGLTLNRINIQH 

PFHLTGIRYCIDERQRTVNDVL 

QAHAGRVLQQYLPAPATATFR 

CQSRNRTENPQFLVCQWAGED 

QITQLLQEQWRVLIVMIFRTHN 

HMAGPRRWFRMRLTGEIMKI1T 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKJSQFDLNAIEAASQLAT 

DDDEIAA\LTVGGSLLQNSKVR 

K D V LSRG PHSLYL VQDAQLEH 

ALPLDTAKALAAALEK1GFDLL 

IFVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAERHIPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRJS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQRTPTPGPQTARDRAPKP 

DHTRPQTA HTA H HTSN D PQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMRQPTAHAETTARNTQAAQH 

CHTQNTPQANRHATGDRPEHH 

QARDRTR1DPKPNPDPRTITGHT 

KGTTYAHKHTPLATHHMTRPT 

TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPHFNTWLLSAN 

SINWR*YGFMPSLLILLL*LNPM 

GRYSGASLVSRRMASTTLPGHS 

I AMRQP VCG I FA LTRA 1 1 SI/A M 

WDFHVEDFMPERMALNLVLNS 

AI*LPKIFPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDA\HA1FVAPTLY 

AYDFYADKTLVPLTDALANTW 

QKQFPLDYGKGRLWGSVAFVI 

G S A LTG K L VTMFD Y R V J L A LLT 

LGVASMLLGFLIRPTIQPQGASL 

QQESTGWSAWLALVRQNWRF 

LA 


5026 


35394 


B 


5067 


1 


265 




5027 


35395 


A 


5068 


142 


609 


CLFRQVSAPHITRVCITRSAAT! 

QT1DLNNLDTGD*LQPAFPPVW 

LISPGPFHPTPSVTRVPLEKEIRT 

FAQRLSVLHGINAPEFFDKPLFS 

SL V LTLRJDEG Y 1 S DSG DA EPA E 

TMKVYQLQTNIVIIHKCFKAGF 

TLAVGNQFLLINKQRASHQN 
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SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possib!c nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWKITLCVLNS 
CRRACLFAPAT*TANRLQAVC/ 
WLQSANPSINRGTLEKESRTVA 
QRLSVLHGINAPEFFDKAVFSSL 
vi Tf r nPPi vi^n^nnA ppa ptm 

V L* 1 L>tvL/CVj I 1 o L/OvJ UnCi A C 1 IVl 

kvvoi i api iT^nvpf tipqath 
npn 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


1 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEICQKQKTEDKTKT 
KQKQRKNKTDKRRKTKTERNT 
QRTPERQTNTNQTRTKQ/RRPD 
TGVTQADTRQDTSARR\LMRQP 
RSAAAWMAALRGARDPKLITM 
VPHSKISRSIVRKGLPMTETQRR 
TETSKN Y RPREQQTRN RQQQD 
PRQQRT VQTHQQEERRETK DN 

WTHTkTPMPTI A RP14PRI4XIIM A 1 
IN I rl 1 NrrlL 1 LA ISJVrl IVJvri IN IrlAL. 

AAADLVIEAASEVWKSKKRSL 
HSWRKFAPTNAIDH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 

TDC*NL*THIETPDPGDRYSRAG 

SCG PG/PLKRRLN V WKSKKRSL 

HSWRKFARHKRY*PLTLRQSLY 

TAIAAEIKNPERVAGLHFFNPAP 

VM K L V E V VSG LATA A E V V EQL 

CELTLSWGKQPVRCHSTPGFIV 

K1RV ARPVYQP AU/D Al PPOV/AA 

PEVIDAALRDGAGFPMGPLELT 
GPDWAGPPFCCHLFGV 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 

KALY*RNHRLIREILALVCAHD 

RQKK/YLPSLAGFL*LKNEFNRL 

SVRGW/SRRRSFSVRVPFTNTD 

RA RS H F YQF V 1 1 DELQS LFQS H A 

DRRNQNMGFVSTGSTHVGQFL 

TGQAVYSQVVRAAMNTDNLTF 

VNFCTVTEEQLTAILQTEQRER 

DRFTLTVRDQYAVLTLTHFTRT 

YVVVVAEGGVQQTSTGSHGHE 

LRTEANQTTAWDHVVETYAAF 

TVW1HVFOVALTFAORLHYRT 

LMLFFNVQSHVFIRLLFTTVDFT 

EDN FRTG Y RQFETFTTH 
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SfcQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQII> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=l In known, 
*=Stop codon, ^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPKKINNPVP 

RNSAMHWQTRIQAQANGYWL 

EREQWLAVGEQWFWRMEWSG 

PHRAAAGRLCHHHGNDATWH 

RG*FHLCFRPCV**RIEQPQEGY 

AIIMETTPPGTGVNFIFVSDPAF 

DKGYAFDFFCLEPMSHAPDDH 

HRPEGGDLIALAPGESTTSEMS 

LRVPVANCAVTTASLDSYYGE 

AMA1GERAPVALLDFAASARL 

AVGEALTNIAATQIGDIKRIKLS 

ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPPIRMTLEQ 

ALEFIDDDELVEGAAAAFEALE 

MMGSGRDREI\RYGEGSP\WFDI 

\VLPCGGGITLTLHKLR\SAQPLL 

\AVLNRLEQJCKPVGLRYDPQAQ 

S L VC L PTQTRTG WN LNG FE A SI 

THRALRTSRYDGQYYCQGPRT 

LTI RRTV I MTGSSDPH DTTDSNN 

DRV LG PS R Y DG Q Y YCQG PRTL 

TIRRTVJMTGS 


5036 


35404 


A 


5077 


3 


516 


ATLSCEVVLENLAASPVVTTLE 

YTLFDGERW VHSS A IDHLAI EK 

LTSASLAFTVEQPQQWSAESPY 

LYHLVMTLKDANGNVLEVVPQ 

RVGFRDIKVRDGLFWINNRYV 

MLHGVNRHDNDHRICRRGVGM 

DRVEKDLQLMKQHNINSVRNA 

HYRKRRNKEVRTKKKIESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRNVDLELVAVCDSRLS 

QRQALAEKYGNASVWDDPQA 

MLLAVKPDVVSVCSPNRFHYE 

HTLMALEAGCHVI\QAREM/CD 

TA RKLG K VLA Y DFHH RF A LDT 

QQLREQVTNGVLGEIYVTTAR 

ALRRCGVPGWGVFTNKELQGG 

GPLIDIGIHMLDAA\MYVLGFPR 

/SVEDSLCGTIELHSGCILWLETS 

FALNIREHA1MNIRFCGDKAGA 

SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/PIFGGRRWTVFSTAIL1/I 

PCVWLGIAVQNPNT/PFGIFIVIA 

LLCGFAGAN/FASSMGNISFFFP 

KAKQGA\PVFAF/LGVNGVPQA 

DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLV\CLAFLY 
PAAN\SEIHL\GVLSIFWGDPDG 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Hnknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5041 


35409 


A 


5082 


1 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FI NRPAI AfK 1 TVTVFK VTP.FT 

1 L> 1 'I IV I / V Li /V Ix L, 1 V 1 V I rv V I VJ L/ I 

NTDDLSPAPDAWSRPDIPLHAL 
GC 


5042 


35410 


A 


5083 


1 


866 


MGLAQAKLLIEAPVNGGRNYN 

GPKVAKFLVGGASLNDVYLHQ 

HDKYRYDRYHLIRNREKTHUM 

PEWVTQNIMNGRGVNRLDDVN 

RPKSPEIKNDIRLFRQELRDAAY 

HFQGDADNDQLSVTPLVGLGK 

SSLLIKMIFHRMRWAEQNLSICS 

SSFNRPAIFVRNIIQLLREGKKV 

EITVGDKHENDFYIPEDEPFKIIG 

ALPYLYEINLRRFLSRLQYYVM 

TDQLVVRVW\KEDDN\TYHL\K 

VJ W WVJUL/I\ W JV| V I 1 U NlNrvLLT I\ 

AWRLDLENAILIHDPQLELAPQ 
REKELE 


5043 


35411 


A 


5084 


1 


3483 


VMFFFLPGLLMASWATRTPAIR 

DILSVSIAEMGGVLFGLSIGSMS 

GIL/SLGVVSETLWDT*C/HSWS 

RCPAH*SG**YVVLALWLTSPL 

LFAVGLCVFGASFGSAEVAINV 

EGAAGERENfNKTGLPMMHGF 

YSLGTLAGAGVGMALTAFGVP 

ATVHILLAALVAQIAAWYKAL 

QEQ1PDFIPRAPQRQMIADVAK 

TI AnFFfiRHI AIFAPTOVrJkTTI 

SYLIPGIA1AREEQKTLVVSTAN 
VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 

TSKAYVSLENSGWTIIADITTTN 

QNTLLNLANLAMSDANVIMMD 

EPVTRSSVTASAENFITLTTNTL 

SGNGNFYMRTDMANHQSDQL 

NVTGQATAGDSLTLVTTGGGD 

AAFTLGNAGRVFD1GTYEYTLL 

DNGNHSWSLAENRAQITPSTTD 

VLNMAAAQPLVFDAELDTVRE 

RUGSVKGVSYDTAMWSSAINT 

RNNVTTDAGLRAQAIKTVHHR 

OMRI IHFSLNGSTFNVYRHFRR 

TKTCPKDAETNGKEQGRCQPE 

CQT 


5045 


35413 


B 


5086 


75 


1777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs 1 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5046 


35414 


A 


5087 


1 


860 

• 


MKAPGLPADQQFFADLFSGLV 

LNPQLLGRVWFASQPASLPVCS 

LCIDFPRLDIVLRGEYGNLLEAK 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSLVFAPTWLGLSFY 

DSRTTSLLHPARQIQLPVSLQRG 

EG E A MLS\ALTLFSRS PLEQN HQ 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHS1CTWVQDNYAQP 

LTRES VAQFFN ITPN H LS KLFAQ 

HGTMRF1EYVRWVRMAKARM! 

LQKYHLS1HEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 


1 


870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 

QTQCC AQATVQG LEGTRS WSQ 

SGTSSLSPWSHTSLRRRRKEEG 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEE/EEEGEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 




5051 


35419 


A 


5092 


2810 


3117 


LTLNSHMAPALIPJLAMSAPMT 

PMKN/LSQVHAQGLVIRDLPLIA 

SNFRNTEDLSSYLKRHNIVAIA 

DIDTRKHAACAVPNTLVARGL 

RKHLKRVAAPQHW1AG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMKRVGKRGEGKFERJSW 

DEALDTISDNLRR1LKDYGNEA 

VHVLYGTGVDGGNITNSNVPY 

RLMNSCGGFLSRYGSYSTAQIS 

AAMSYMFGANDGNSPDDIANT 

ICLVVMFGNNPAETRMSGGGVT 

YYVEQARERSNARMIVIDPRYN 

DTAAGREDEWLPIRPGTDGAL 

ACAIAWVLITENMVDQPFLDK 

YCVGYDEKTLPANAPRNAHYK 

AYILGEGPDGIAKTPEWAAKIT 

SIPAEKIIQLAREIGSAKPAYICQ 

G WG PQRH SNGEQTS R A I A M LS 

VLTGNVGINGGNSGVREGATG 

SAVGEVVFNTSMTGYQEILTD\ 

LPI\PSNRYS\SYP\ILAMSAPMTP 

MKN/LSQVHAQGLV1RDLPLIAS 

\NFRNTEDLSSYLKRHNIVA1A\ 

DIDTRKLTRLLREKGAQNGCIIA 

GDNPDAALALEKARAFPGLNG 

MDLAKEVTTAEAYSWTQGSW 

TLTGGLPEAKKEDELPFHVVAY 

DFGArCRNlLRMLVDRGCRLTIV 

PAQTSAEDVLKMNPDGIFLSNG 

PGDPAPCDYAITAIQKFLETDVP 

VFGICLGHQLLALASDVEKNVV 

MlTAnNHPiFAVnPATI PA"M1 R 
1V1 1 i rvv^iNriur AY V UCn 1 L«r /\1NL,I\ 

V 1 n PvoXLT xJls. I V 1 Unoona 1 vj\ 

FSFQRHPEASPGPHDA\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 

QPTFC/GQCDLKVRPGVIGDHF 

GALKFDCPTGFRTCLGRJTPLFL 

PSSPIWNGC1FPIPVPGGDCGEG 

VQIRSLSCMVHSGSISHAAGRV 

EDA LCGEM PFQDS1 L KQLCS V P 

CPGDCHLTEWSEWSTCELTCID 

GRSFETVGRQSRSRTFIIQSFEN 

QDSCPQQVLETRPCTGGCSPQA 

RPAAIRQCIPACRKPFSYCTQGG 

MKVPGSEDKKADVKNLSGKNR 
PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 
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SCO ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for tnsi amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTNLSD 

PMPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFbAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNT1QDIGPGICDF 

MMKIPKmANATKIKIDEWDLIKL 

KSFCTAKATTKRVNKQDESLRS 

HYE*WGMLTDCVVMRDPNTK 

RSRGCGFVTYATVEEVDAATN 

ARPHKVDGKVVEPKRTVSRED 

SQRPGAHLTVKKIFVGG1KEDT 

EGFAFVTFDDHDSVDKIVIPKY 

HTVNGHNCEVRKALSKQEMAS 

ASSSQRGRSGRGGGFGGNENFG 

CGGNFSGHGGFGGSHDGGGYG 

GSGDGYNGFGNDGGYPGGGPG 

YSGGSRGYGSGGQGCGNQDSG 

YGRSGS YDSCN KG G RGG FG SG 

SGSNFGGGGSYNDFGNYNNQY 

SNFGPMKGGNF/GGRRSGP*GD 

GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

R A V SREDSQRPE DTEELH LRD Y 

FEQ YG KIE V 1 EI MTDQGSG K KR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKQEMAR 

ASSSQRGRSGSGNFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGSYNDFVNYNNQSSHFGPM 


5059 


35427 


A 


5100 


1 


3622 


MTGICYTEDERSYKKNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKICAL 

QELQAAQARQADPQPQAWPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRALAMPGRPESPPVFRSQEVV 

ETMCPVPAAATSNVHMVKKISI 

TERSCDGAAEMKWEDQNIGD 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IO NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Mnkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


5060 


35428 


A 

'it ' ' 


5101 


1 

- 


782 


MRRRLQLDSLLHPPSCFSSTLK 

CGKAAAAACDSSDQIQERLQT 

GHLPCEASHTICPPNHHSQSTLR 

PPLPPP\HNHTLSHHHSSANSLN 

RNSLTNRRSQIHAPAPAPNDLA 

TTPESVQLQDSWVLNSNVPLET 

RFWCCQRFLVFPGLQLQHLTLS 

LPVWSHGALPVSLCIFTWLSSH 

KDTSHFGLRVHLLSLPLEAKYS 

FYPGrPVl FPAPNP? KCiPWn W 

fSVOTFRR YrTTFf FNF<sFPkmi 

VnFKFK^nRl'rRFAHl'nF^- --^ 


5061 


35429 


A 


5102 


3 


1864 




5062 


35430 


B 


5103 


1 


525 




5063 


35431 


A 


5104 


2 


351 


RPAVGAEKSNPSKRHRDRL\NA 
E\LDHLASLLPFPPDIISKLDKLS 
VLRLSVSYLRVKSFFQVKRQRR 

WQMPKMWMTTRANEGPCRSG 
GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 
DRLNAELDHLAASLLPFPPDIISK 
LDKLSVLRLSVSYLGVKSFFQG 
oni AVAnAFnvnnnTnFRRP 

MSFRRPRALDTQALRRTQFGLH 
LLMVNIAGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQ1KGY1R 
CILFPPDQFECLYPYPVHHPCYR 
QSQV*LDNPDYERFPNFQNVVG 
YETVVGPGDVLYIPMYWWHHI 
ESLLNGGITITVNFWYKGAPTP 

KRIFYPI K AHNKVATN/fKISllFKM 

LGEALGNPQEVGPLLNTMIKGP 
IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPGRQRETRSQNHHHHHHH 

HHHHQEKIR1QTFTERP*EDTER 

SDCPQAKKRSPRRNQPC*HLDF 

ELPAARAATQPVNSGARAGRA 

GATVPRHTATLLLLHQRRDYA 

GGSLCDIDRAPDAKQGGKS*ES 

ETDSRFWKGTVC*DHTAGWVH 

GRPTTPHHSSPDSRNGGFQLHQ 

QIALAAGWREGASRPKQEPLQP 

GPEQGQRRCRREPVQGKAPSG 

HQSWPAE 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 

RS*R\PTTPVIAQWAHEQSGHG 

GRHGGYAWTQQHGLPLTKAD 

LAMATAECPICQQQKPTLSPRY 

GTIPQGDQPATWWQVDYIGPL 

ASRKGQRYGFAYLARNVSAKT 

TIHGLMECL1HHHGIPHIIASDQ 

GTHFVAKEVRQWAHAHGIHW 

FHHVAYHPEAGGLTEWWNGL 

LKSQLQRQLGDNTLQDWGKVP 

QKAMYALIQCPIYGIVSPIARIH 

RSRNQGVKVEMAPFTITPSDPL 

AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


Q1TMQPELPIMNWVLSVPSSHK 

MGHAQQH\QEVAQMPRVSTPA 

TLPSLPQPALMAPWTVPYDQL 

MEEEKARARYAGT1QKWTAAA 

LQPLSRTSLKDSGEGTSKW 


5069 


35437 


A 


5110 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPIINCVLSDPCSH 

KVGHAQQHSKKWRWYIHDWA 

EGTSKLHEEVAQJPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RA WFTDGS A RH AG ATQK WTA 

VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


1 


582 




5071 


35439 


A 


5112 


1 


635 





601 



» 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5072 


35440 


A 

< 


51 13 


2 


1538 

i 


FFPIGFWKQHiPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAPIGES 

QWRSLGFRSKALPSSADMYSSF 

ERQLLACYWALVETECLTLGH 

QVT1*PELPIMNWVLSDPSSHKV 

GHEQQHS1IKWRWYICDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQ1WGRSMWMELSEW 

SKTVK1FVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECP1CQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

FVLTVIDTYSGYGFAYPEHNTS 

AKTTVNGPMECLIHRHGIPHGI 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGLIGWW 

NG LLKSQLQCQLG DNTLQG WG 

IS. V JL»v^IVr\ V ^.MUrlNV^nr I TUI Vjr 

VARIHGSRNQGVEVEVAPFIITS 
SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 
SPGVAVSNKAAATVGPQ*VTQ 
QEGGPG SRQRTRAGSPEL VPAG 
PSAVEGEEGSWTPGGPQVPRKR 
SAAPSRQR*HWLRCTPA*QRRG 

VJ W rf\rtnUI\LnAAl\j r rtMU Diva 

PTKISARPTRISRLGPRAASKAQ 
RLQRL 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
fNPRGDPR ATI TTIPAI VFPPPn 

TQDPKMAAEAPQRPGKRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 


3 


5649 


LLEKLRQRIHDICAVALERAIDE 

KFSALEEKEKELRQLRLAVRER 

DH DLERLRDVLS SN EATMQSM 

ESLLRAKGLEVEQLSTTCQNLQ 

WLKEEMETKFSRWQKEQES1IQ 

QLQTSLHDRNKEVEDLSATLLC 

KLGPGQSEIAEELCQRLQRKER 

MLQDLLSDRNKQVLEHEME1Q 

GLLQSVSTREQESQAAAEKLVQ 

Al MFR>J < \FI OAI ROVI fiHRn^ 

LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQIPSRDDST 


5076 


35444 


A 


51 17 


2 


157 


YLGRHLCLFSEHEEHSSRKFMV 

LVEGLCSEQGRRG*TLASSSER 

KPLENER 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 

ACPLSSGTQAGMPPSTEALQPC 

RGLTVPHQ/LG*RPQGMLWWK 

ALAADWSVEWQKGRRGLGKA 

LSVTSRTGRLLCR*GSAEAAAS 

PLAASPRRSSRALGAGIP 


5078 


35446 


A 


5119 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 

LVEGLCSEQGRRG*TLASSSER 

KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080. 


35448 


A 


5121 


1 


550 


RRYRPRR VQDPGG PA E AERG PP 

RRLLNARVHVCRAEASERAPGP 

CGRVSAHVERARDPRLE*QLED 

KAAPRQDFTQQLRGPEKQHRM 

VWQEKEDMHKQLVEASETLKS 

QAKELKDAHQQQKLALQEFLE 

LNELMAELYSQKQKVWDKEEE 

MEVAMQKADMM WQEI* RSKK 

LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 

SGWILRGWLVPPRAKCSPRGQ 

ALAICLSLRGLGARSTWAETRP 

QGPRGSLASLCPAHMDLSIWKT 

GDGGPRSAFSKVHQGSLNTFG 

VDTAARRLSQARTAPSPSNASAP 

SSAAAPASAGPPPAPGAPPTPA 

QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFKISLRPFLALCLSSL 

GPCRQPHSGSVPA*NPLLGPRA 

KSSPHSGCGLAPFAIPELLRRLP 

LEGSAHCPAPEGAASPPTSWDS 

ADPPCRETSIFAPPRVVLTPGPS 

APQASPSQPLLFLTPRWDRLPES 

VL 


5083 


35451 


A 


5124 


2446 


2630 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDGDWDQRRGGEAGDQDQRR 

GGEDEDQDQRRGGEDGNRDQ 

KRDGENGDWDWKREDENKDQ 

DEKREGEDGNQDQRRGGEDGD 

QDQRRGGEDGNQDQRRGGKD 

GDQDQG RGG EDG DQDQG REG 

EDGDQEQRRRGEDGE*DQRRG 

GEDGGQDQKRGGEDGNQDWS 

REGEDRD*HWRRGGEVGE*DQ 

RRGGEDGE*GQRRGSEDGDWD 

RSRGGEDGDQDQRSVGHLCHS 

QGPPASGCVS 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGFDGNKGTKALPTISA 
DTTRCWRTLRVTQMTCRFRRF 
KAFFIGIMSCGRTGRILFPPCSS 

mo wirv^lvAMNo U IN V 1 oyor Orv 

NR/WQ1MMV1QLLNFYLPGDFV 
SFRJMLKGNWEVTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDKI 

FR*V1V*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRKLDSTGCVVGLPCKLVVDS 

SGCYDRH1GVDCSDGFNGGCE 

QLC LQQM APFPDDPTL YN I LMF 

CG* VELPARPLDGRSCQLITETC 

PEGSDCGESRELPMNQTLFGEM 

FFG YNM HSK£ VA AGQVLKGTF 

R*TSYT*N*YQQLPDGLVVATV 

PLENQCLEE1SEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVA1SQGEHCCRLSCD 

GATSRADFVALLDQFGNHYIQE 

A 1 V/^PPPQ/^QIW/VDKIkT^X/r^PDI 

A\i Y V-ir fcco^ol W Y rINK.<^ V yKJvL 

WLEYEDISKGEWHACWQ1LSTF 

PWIVISLHNCLP 


S0R7 






SI 28 




23 


HIWESDSNEFSVIADPRGNTLG 
RGTTIT*VSIPPSL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

Q1RELREKSEKFAFQAEVNRM 

MKLNHSLL*NKGIFLERLISNSS 

QALDRLSLISLTDENALSVNE* 

LTVNMKCDKEKNLLHVQHTGV 

G MTVREEL VKNXLGTI AQI WDQ 

ASFLNKMP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQPIPQH1WGVWTPNG1FL 

*LLDPRGKHS*DRGNRQFT LCP 

* KEE ASDLP WNLDTI KNLRQKN 

IHSFIKLFLIYVW\SSKTETV*GA 

PWGEEEAAKEEKEESDDEAAW 

EEEEEEKKPKTKKVEKTVWDW 

ELMNDIKPIWQRPSKEVEEDEY 

KAFYKSFSKESDDPMAYIHFTA 

EGEVTFKSILFVPTSAPRGLFDE 

YGSKKSDYIKLYVRRVFITDDF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VRKTLDMIKKIADDKYNDTFW 

KEFGTN1KLGVIEDHSNRTRLA 

KLLRFQSSHHPTDITSLDQYVE 

RMKEKQDKIYFMAGSSRKEAE 

SSPFVERLLKKGYEVIYLTEPVD 

EYCIQALPEFDGKRFQNVAKEG 

VKFDESEKTKESREAVEKEFEP 

LLNWMKDKALKDKIEKAVVSQ 

RLTESPCALVASQYGWSGNME 

RIMKAQAYQTGKDISTNYYAS 


5089 


35457 


A 


5130 


45 


416 


RWGLAMFPSLDNKSETLSQKK 
KKKDLC PH I SFEMDLTTADA R 
WVQDAATRLLATTRCPPNSRG 
SR**ISWRAGCCPGGWAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


5131 


3 


477 


GRLPRHRGGEPGAAQPAGRQP 

RGGAAATAAGAPRAGGGAAA 

GNARRCREAAARDPHHGEGSG 

PEPSQCEGAAHQRAGRAQGD* 

GGSGATGEGGRRGHDSHNPLG 

RVRGSTLPPS**N*VGL*VPSWP 

QCGPAHPPGQHPALQEIHQRLP 

LESGGHRVV 
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SKQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5091 


35459 


A 


5132 


•% 


446 


RTGSWGWSASQQRHRKDRGL 
DSAGSGWVSHILPVPAPPPADA 
RPSASRWRRQGSHPLPGRTECP 
SVQPLCLPPPAGHHRNHSIASPS 

OTPPPRCM pn^ODk'^l PI PR HR R 

TG EG EG H MN * A P L S A PGTSC RS 
GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFKRLRCQQRFFL 
1 IF^ < \ c 5TO < \A*RV<lNr;PYH*PIK' 

i— > 1 1 JOJ I V^Ort IX V 0 1 N VJ 1 i n C, I IX. 

MAVYYdFI RKNfll lOF^PONlO 

PRQGSFNMDSMQ 


5093 * 


35461 '" 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSRJKLQRLSLQNGIP 

QIKELDYLFRTNSNQINFNLLSH 

RVRARPPAPPGRPNPSPGPDRPP 

EPPARAGSSRRGPGEPPRRQPQ 

RRFRRRGPDRPGRLSRGL*RRR 

A R P A <sPOPR OH H <iR H P A H R pr.V 

APRRPAGLAAAAERLTARGAA 
ASPAfPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPHlYiNHLIFDlC 
/PLFNIWWWENWLAICRKLKLD 
PFLTPYTKINSRWIKD*N1RPKSI 
KNLEENLGNTIQHLG/IGKDFM 

TkTTPk^ A MATkT Al^ini WH! IKI V 

1 IV 1 I IvA IVI f\ | rv/A IN. ILJl W LJi_>I rvL»iV 

SFCTAKET11RVNRLPT*WEKIF 
AIYP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRR1HSR1LPERIK 

YLGSQLIRDVKDLLKENYKPLL 

NE1KEDTNKWKNIPCSW1GR1SI 

VKMAIL/PQA1CGKLKLDPFLTP 

YTKINSRWIKDLNVGPTTIKTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

ArCETTIRVNRQPTEWENIFTIYP 

SDKGL1SRIYKELNQIYKKKVTR 

NPIKK* VRDMNR HF^KFDIYA A 

HRHMKKCSSLLDIREMQIKTTM 

RYHLTPI 


5097 


35465 


A 


5138 


3 


314 


LKSFCMAKETTIRVNR*PTEWE 

NIFAIYPSEKGLIYR1YNEATNK 

DLVRRSGPLKTPKKKSQLTVLN 

LVTFKRTPALSEEKESAQVLWQ 

FKKPECVLTSKRVH 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn. 
*-Stop codon, /^possible nucleotide 

flrlrtinn \=iHtwihl<* niirlmttdj* intpHlnni 
utimwitj * puMtVic iiUliCUHUv insert ion 1 


5098 


35466 


A 


5139 


1 


1278 


MNIDAKILNKILANRIQQHIKKL 

1HHDQVGFIPEMQGWVNICKSI 

N1IQHINRTKDKNHMIISIDAEK 

AFDKIQQRFMLKTLNKLG1DGT 

YLKIIRA1YDKPTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFN 1 V 

LEVLARAIMQEKEIKGIQLGKE 

EVKLSLFADDMIVYLENPIVSA 

RNLLK LI SN FS K VSG Y KIN VQ K 

SQTFLHTNNRQRESQIMSELPFT 

IASKR1KYLEIQLTRDVKDLFKE 

NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GGVFFLRTPTDCCGMLQGAAG 

STGFYASEARPRGPACSLDRGS 

SSLLS WGLHQDPLFPA AKQH RR 

EAGRADQNSPRPRLSTG*QTPT 

L*RRPAAATGRRRAQPPRATSV 

SAPASPPCPRARPPHHARPPRVL 

ACQP*ATAPGP 


5100 


35468 


A 


5141 


I 


346 




5101 


35469 


A 


5142 


3 


1336 




5102 


35470 


A 


5143 


5 


283 




5103 


35471 


A 


5144 


1 


1368 




5104 


35472 


B 


5145 


1 


838 




5105 


35473 


A 


5146 


1 


962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 

LQCMFQYLIVLQ*YLK*YLGTQ 

LTRDVKDLFJCENYKPLLKEIKE 

DTNKWKNIPCSWIGRJNIVKMA 

ILPKDPTTAQLSPRGSTAQKGH 

WRPCPLPPRGVPRSPRGPTSHP 

HHDPCPGGAPVRNTGSERWQR 

KLRSGPKSDWAGRAQAPSLGE 

GGAKNGKSHPGSHRAFSLPRAP 

RRLG PGSQPG RFRG FLKQA RGR 

AGEGHSAILLAPESPNAQVSNV 

TSATYRSNLSGLPRPCSVVLLG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5108 


35476 


A 


5149 


1 


2233 


M K A E 1 KTFFETN EN KDTTYQN L 

WDAFKAVCRGKFTALNAHKR 

KQERSK1DTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTTIREYY1CHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSE1VAI1NSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLGIQLTRDVKDL\FKENY 

kPLLNEIK\EDTNKWKNlPCSW 

VGRJNIVKMAILAQGNL*IYKFN 

A I S 1 KLPFTFF I G L/EKN LTFKFI W 

\NQKRS\R1AKSILSQKNKAG\GI 

TLPDFQTITYKATVTKTA\WYW 

YQNRD1DQWNRTEPSEITPHIYT 

IL1\FVDKPEKNKHGGKASL\FIK 

W\CW\ENWLA\ICRKLKLDPFLT 

PYTTINSRWIKDLNLRCQUKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDLIKLKSFC 

TAKETTIRVNRQPIEREKIFAIYP 

SDKGLISKIYKELKQ1YKKKNK 

QPHQKVGEGYEQILLKRRHLCS 

QQTHESMAHHHWPCREMQINT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLLHCWWDCKLV 

QPLWKSVWRFLRDLELEIPFDP 

AIPLLGIYPNDYKSCCYKDTCT 

RMFIAALFTIAKTWNQPKCPTM 

1DWIKKMWHIYTMEYYAAIK1D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 

Q A RG WRLLSSPPHPSG VQPLLC 

HLPYPPSPFSLLSNLTPFLRAFPR 

SLETS*KWART/WPGAVAHAC 

NPSSLGGRGRWIT*GREFETNL 

TNMEKPCLY 


51 10 


35478 


A 


5151 


310 


445 


YLTKIWPGAVAHTCNPSTLGGR 
GGW1T*GQEFETSLANMVKPHL 
Y 


5111 


35479 


A 


5152 


44 


1132 


PQVIHPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 
RGGW1T*GQEFETSLTNMAKPH 


SI 1? 


JJHOU 




5153 


183 


323 




51 13 


35481 


B 


5154 


504 


2474 




5114 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 





608 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pcptlUC &CIJUCIHC 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
uciniuii* \ — |iv»diuic nucicoiiuc insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


5117 


35485 


A 


5158 


3 


387 


TDTKPLSCSSCPPRGKKPVSHR 

DQ*RRWGRRCRGEPGTEACWS 

AGALQF*KPRSRGGRTSKMTSG 

PSAEKGGG*AGRKPGRRHFGRR 

VLRHSCVLPVARELWGRHGPC 

GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


MPPPPPPSESPGPGPVGSRLPPG 

PAVTGNEKELRGNP*VGLAPPR 

PRFRASRREGVTGKVHRPNRLQ 

LRAPPKG*SDQRGQNVPPSEAK 

SLC 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


IPLSLQSKEVGQQLQDDLMKVL 
NELYSVNQMGCLAL*QAEGSSI 
WQL A A 1 V HQQQN * TPS WGQ 


5121 


35489 


A 


5162 


520 


844 


VQAPGKCHAQMPAPAAPVPLG 

RSRNPGRLASAVPVSSLLRFLPF 

LQPIPPSDILPLSFEAVPSSPAAE 

SGLHPCTRRRKRARPSC*VPGL 

LLSPQPHPPPHVWRKG1L 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 

SH*GGNCLPSLLTRPCVICA*PQ 

MSGRKSSMRRWRRQSRLTAGT 

SS*TPTSSTMC*ALVGSSTWNC 

MLQAGSTAPGAGTPGSRPTWS 

SSSTCSWTAPSGRARCACASSS 

SCAMSAARRGWTSPACWRRTS 

RAWWTTSSPACASSATASVAA 

STASTWPAARTTGGTAESSARP 

ARRASCTGSPARSCWRRRRPPT 

PS PG RPA PPSRRTRRAQ AGTS A 

LSPGACFGPRSCC*SSTCSSLSV 

APY 


5123 


35491 


A 


5164 


3 


57 


RIGQGVPVVHS*VEGGPNV1SIV 
LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


YSVTMTPGKLRTLCEIDWPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSG G FL VSLTS RMKPQTLTG S 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRXL 


5126 


35494 


C 


5167 


339 


548 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=IJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


5127 


35495 


A 


5168 


3 


413 


SQAFLPAASRRERPPEPVDPKA 
TDPRSGTRRLPPRLPCQWTTPE 
HSHTSQLNLSRAFPKEPNPAAT 
Q*NPSGASPRERPHARAQEDRN 
f^pp*pr;>jr;c:Rpni fffa^tppa 

SPTPSD*PLWLHPPRPLVLETPL 
LQL 


5128 


35496 


A 


5169 


3 

* 


479 


FLHSTH1YWAHSMHELLKTAV 

VSISGQCTSLNTESGIWGGVPE 

NAR/CPPAEGTVPASLQPRDPPR 

LPGSH/ASLPSASPPSRHVTWPP 

EP/EAAGPKPS*IRCRWPPAGAT 

SAPVTFSAFACSGLPERVHEVF 
RVGKLR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 

nVYRfini VV*KHVAPPP<;i P<5Q 

FSGHVRHDCFPFAFHDDRKFPE 

ACPAMI PV^l PiPHYl 
AOr/\lVIL,r V jjLUrn I L, 


<i in 
j i jv 




A 

A 


S 1 7 1 


J J J 


**0 / 


MP^TPTARKPF^PFAI ARVFQIA 

CLPSPAP\PHECSPQASEETG 


5131 


35499 


A 


5172 


1 


2424 




5132 


35500 


A 


5173 


2 


304 


CLTKNTSATREKQVTELHRRSK 
LQPEPAKTKALQTVIE'KDITLC 

♦ Vk'FI-ll VIVAPW/AI Rl HI VFI P 

TKAG ISPALMKVSYPGKPLTLK 
QLGRLVJLQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEELILVRRMQKSPGP 
GEMESGSLEKEPLGTQTGPVPS 
EGTE*TQGPPRTPSLQTQGPQRT 
pqi nTonppMTP^i *tot;pi pti 

SLQTQGPPNTPSLQTQGPPRTPS 
LQTQG PQRTPS LQTQG PPNTPS 


J I OH 




A 


J 1 / J 






kT R V F A HH A nPiR A R Fl A Pi P 

GSQAGPGQGTG*QREDVEAAG 
QPGSTAEGVRT*SDPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 
GQPGVQSEEPGPLEAGCAAGV 
LPGPAEQDREGIYSK*KRVFAH 
QADGRARSGFISSAGPGSQAGP 
GQGTG*QREDVEAAGQPGSTA 
EGVRT*SDPGSSHPAAAAFYEN 

lOHPiFAl flRPfiAKRTATAAP+O 

RG*EGF*AGPTAAEKNEEGPPP 
VFSLFNSHL 


5136 


35504 


A 


5177 


122 


436 


LTSLFSAISTKAKVSPLCSARAC 

SPSPAARAALGSPGFTC*GAGV 

APTPVPVAAPAPATAPATAVAA 

AATTTVVSAAMFTRRATRAAA 

ATGAWGFVAGAPWPLQT 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn. 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCAATPCARGGRPAPAGVTWP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSAITRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRL A RCRA PG 

RSSTIIT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

RWTSSRPPSWMALRTVGTSTGP 

TA*RSLRRCQASTWRSRPSTSA 

PPSWCARWAAT*PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPPA LH PQPPRPSHTRQP WPS A 

RRSCRWRTCTTRPASSTSSPRA 

T*TSHWPPTTRWRMSRCSTPTK 

TN CTCM RG LGTCQ AG RLRG CP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQFIKFFLDE1CS 

LEERVWCRKLCLLYILWKEPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVNGAW 

S A WTS WSQ WA * * S RG LL L A LH 

NMLKIIIAFCSLQVATRJQSTFIS 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLF1SHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGF1YL1M 

LRRFKHKAHSTYNGNSSNSSEP 

GETPTL*LGDRTAKKGKRTRKF 

GVISRPPANKAPEESKGSAGCE 

VSSDPSTELENGPDPELGNGHV 

FQLENGPDSLKEVAGPHLERSE 

VDRGTEHR1 PKTDA PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSAILCGPATLP 

PNCRGACCARCRATGALSAYP 

AIHRPATRPPAPPAPGPLTSPPPL 

SVQNSNPDPLPSARPSPGPAAPR 

HARHSPSELPALTLSARGSSAL 

CTKLKVEAAA*SCSASAWNWR 

LLPRNHVDSRCQPEPDGARARD 

GRGP 


5141 


35509 


A 


5182 


•> 


153 




5142 


35510 


A 


5183 


3 


239 




5143 


3551 1 


A 


5184 


I 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5186 


84 


2068 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 

QDASTQMTRPGDPGSSALFPLP 

SP*PEREELPMSSRRSPKPELPG 

EACSRRPPTRPRPRTATRG PPLN 

GRLPRARLPVSAGAGALGGGR 

CRRRVA PRR VTPRLATRPSG V A 

PRGSG*AATTKLSLAFGVTPLA 

LTP WSRTPFRKREERPPF* YPRP 

ATPEASPAHVENFRSNOTRYTS 

AE*SGQQLERPSIAEISAQATVE 

PRST1 


5147 




A" 


5188 


45 


312 


AEAQGGAEAEGHGGGGGPAPS 

QGCPARAAGARGWQPAPSPQK 

P\TPSDTTPPP\RTQPPVTQPCHP 

VTQPPVTQPPVTQPRHPMKIPPP 

G 


5148 


35516 


A 


5189 


15 


549 


PRHKEPESQAPGRRAPQAAAY 

QQ A ASPA R* QGGSCS RCPPG * A 

VEAAPAP*GQALGCVSQGPA*V 

GPTRSPHPTAGLSRPHGPPSVRS 

TGWSPSSRPLQAQEAPWPVAPT 

HIPPPLDPGQPHSCGLGAGCQP 

RAPAARAGHP*EGAOPPPPPWP 

SASAPPCASAOPVLWLRFPRET 

KT 


5149 


35517 


A 


5190 


1 


2445 




5150 


35518 


A 


5191 


1 


708 


FS EGRN R F LN VG PTRFSTS RQTL 

MWIPDSFFSSLLSGRISTLRDET 

G A 1 FIDRDP A A F A PI LN FLRTK E 

LDLRG VSIN VLRH EA EF YG 1 TPL 

EKIKMEYCFSVCMYS*QVCFE 

MFLVRRLLLCEELERSSCGSVL 

FHGYLPPPGIPSRKINNTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANTIDSKYVAND 

DWLIFQYVDEEDLMNA1KDFSS 

VTKERTTFTDTHL 


5151 


35519 


A 


5192 


31 


330 


YGGTATVQRWAESRHVPFPPS 
QEQN AN KICSVCQEEKDS A DSY 
GEIPWWQGPERCWPVRLMLAT 
LGDYKWVLTGIGTDS*LGFTIPT 
DHANAFSAKEIPQ 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVIV1QMLFLHAFSKVFSAL 

IKNNKKPLQDAQIKWKAISGLS 

GGMRRSECNRERDQVTRTQCR 

DISQK\RGPGD*GMATSKNGAM 

A*QLGPGCQGDASTGNAEFGES 

AHAWSGGGRVPGVTGPDREEV 

GRSWQGTSCGGGTSGCGRLQ* 

DGVASRGRW/DPARPREQRAG 

VRQLAAPLGGP*SRRPWEPPGG 

QRKRGSGK*RTERSGPGLGRRL 
PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATALSSSGPPSLKM 

ATSKNG AM A*QLG PGCQG DAS 

TGNAEFGESAHAWSGGGRVPG 

VTGPDREEVGRSWQGTSCGGG 

TSGCGRl O+DGVA^RGRWDRR 

DRASSGRESGSWLHHSGARSLG 

APGSRPVEAPAAGSEAKTPG 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSGIL 

KMS*GGFPLLLLTGIVSEGMVP 
ASLC1SGR1QL 


5155 


35523 


A 


5196 


620 


930 


IPF1SFSCLIALARTSNTM LNRSG 
ERGHPCLVPVFKGNASSFCPFS 

Mil AVPil ^*IAI III KYVP^IPNM 
1 RVFSMKTiP*!! <?K AF<sA<sIFIlM 
WFI <\l Al Fl 


5156 


35524 


C 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 








A 
r\ 


S1QQ 


1 87 


387 

JO t 


FFKTICFMRVRVKRPPNRLCV^ 
NMAVYFTWVOAG1 HCFSYPFH 
L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1197 




5160 


35528 


A 


5201 


119 


375 


ILDISPLSDEMAKIFSHSVGCLFT 
LMVVSLAVOKLFSLIISHLSILA 
FVAIAFGV1 DVK/CI VHAYVF N 
GIA*VFF*GFYGFRSNI 




35529 


3 


5202 


1 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 




5164 


35532 


A 


5205 


2 


223 


QTVLEDRSPRARWIF*G**GTIC 
^IPIPSFWWFSSNI SFNFVCRSPP 

oil ii i w tv i oji^fL^onoi v vivjrr 

SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 


A 


5206 


61 


308 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=ltnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLGISSGVCRTTDFH 
EPRMLLSDRSSGSFVTI1\SVFLS 
FSSLKCL/SPLVHDALHQAFHP 

ri/CD| dpi f.Cy A f^fKAQ V CTPDD 

ulvoKLKr LUomAUUIVi^Jvr Itrr 
TLSTVPSSTPFSFSCSLIKTRSAT 
LLICLWSISLRFRLHSWSSAFRV 


J 10/ 




A 

A 


jZUo 


o 


101 

1 7 1 


Irv^rii * r r K J KrUKJ lot INNR 
l *xir^r^Mr\r^*i nvini^ccDTD w/iu 

<iRTI Pk"TNIRFP>JI-iF 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537- 


B 


5210 


1 


1488 


* i 


5170T- 


35538' 


A 


'5211 


929 


1209 " * 


iPFlSFSCPlALAKTSNraLNRIC" 

ttvUrlrwL. V r V r isAjINAoorL-r r o 

MILAVGLS*IALIILRYVPSILNL 
FRVFSMKGC*TLSKAFSVS1EII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSWIPRYF1LFEAI 
VNGSSLM1WLSVCLLLMYRNA 
CDFFPL1LYPETLLKLL1SSSSLY 

LW NoAVNLoOrULrLVuKLLlI 

AClCRDAini CD r>CDCC\irCCl /"ID 

AolotrAiuLrlUiorobWf bLOK 

WV/CDXIT C1CCDI7CCI C\/ 

V Y V^KINLblooKrooLr V 


J 1 /Z 




A 


DZ 1 j 


7A1 
ft* / 






J 1 f 3 




r> 
D 


^1 1 A 

jZ 1 4 


1 1 J 


izo / 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


3321 




5176 

- 


35544 


A 


5217 


390 


655 


CLFPVHYPRLHAMMHQMKNP 
VLVLUlUUrllAjILu V luUrvoLr 

I/'/'IC * 1/ | 1 /""I ICTY1VICI F\U D\/ D/^ 

Kuo NLLULIt 1 OKIM-.IJrlr VrU 
GTPTKMALYEHFMNTKEFG1E 






A 

A 


jZ 1 o 




ZZI 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 
SLN*LF*LAVPVTFYQG\LSFLA 
QA*ASQVDFRQLCWQQEFQAS 
GS*LAGLHGSGIH*ARPLGSWL 

yLrrv^DoCWrLLjUVrUn 1 V Vo 

/CTF**SPF*LV*DGISLWF*FAFL 
*WPVMMSIFFMCLLAA 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 

LLPDKWKQKILCPVQLLRGAW 

SNYYSPDANRQP*VQGNAHLF 

AECWPHGEDSQPTVPTSQGRM 

LAGPARHLPHPHVPSPSGSLRG 

c ;r>^FDTH*GTVAGSnri V\C\ AP 

OL/OLL/ i 1 1 vj i v nuouvLinx^Lrtr 

GHLHPGWPPSRVLPIPDRSVHQ 
G PG RKA PPTPPR VTPL FT 
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SKQID 
NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotion for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop cwlon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5181 


35549 


A 


5222 


584 


1052 


LRKAAASGSFVFVAPDPNTDTG 

SSQCSESESGSRGCSMGHQRSL 

QHHYHHHHHHHHQHHHHHHH 

HLDTGWRGE*SRHSAGLCPPSQ 

RRL H SCQTS PSCS PPSG H RC 1 * LT 

GIEAA*CHSL*PYQKDACHHFE 

EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 

SSQCSESESGSRGCSMGHQRSL 

QHHYHHHHHHHHQHHHHHHH 

H LDTG WRG E* S R H S AG LC P PSQ 

RRLHSCQTSPSCSPPSGHRC1*LT 

GIEAA*/WS*PLTLSKRCVSPLR 

RAQSSSVTSSTSAQASSAPPEKK 

*L*PERPYSSPHPASVADLQMC 

LPLNRITGQTNRPLHRAILLRW 

MRSCNLLTCTVLSNVSFSFSELS 

YSRNTMCRG 


5183 


35551 


A 


5224 




407 


SVGLILPSSLQHHYHHHHHHHH 

QHHHHHHHHLHQRKLAPPLC* 

ADLPTCAPHQG1RPFGGFPQTS 

GSPGLPVYAEEQGTERLSLQGT 

GCGCOAGLLCWGPPVASTSVG 

FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 


3 


1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQ1AAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQTISGTGALRIGASFLQRFFKF 

SRDVFLPKPTWGNHTPIFRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQWKEIATVVKKRNL 

FAFFDMAYQGFASGDGDKDA 

WAVRHFIEQGINVCLCQSYAK 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLKILIRPMYSNPPLN 

GAR1AAAILNTPDLRKQWLQEV 

KGMADRJMGHAGLQLVSNLQG 

REG\STH\NWATHSPTKLGMFC 

FHRG*KLEQVERLIKEFS1YMTK 

DGRJSVAGVTSSNVGYLAHAIH 


■J 1 ow 




B 


5227 


57 


386 




S IR7 


J J J J J 


A 

/V 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 


1 


552 




5190 


35558 


B 


5231 


250 


378 





615 



WO 01/075067 



PCT/KS01/08631 



StQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknow n, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 

i t 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQG PLSTAPPA PL VS PLG PH V 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT*GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPSASAG**PRHR 

R*TSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG" 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*OAOTPfiAATFCi*Cinwril 

VJIVIX V^/VV^ 1 I vJ f\ r\ 1 LjVJ VJ V_J W VJ 

PPKPWCPODOFl GVODWVI PP 
NGARVGGTWAWKRESVLVPG 


5192 


35560 


c 


5233 


229 


522 




5193 


35561 


A 


5234 


1 


972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQINISLCTWYAVIDLG 

NACFYIPVHKAHQKQFAISRHG 

QQYTFTVLLQ/RRDLDLFSLPQ 

DITLWHYVDG1MLIGSSEQEVA 

STLDLLVRHLHARGWEIMLTKI 

QGLATSVKFLGVQWYGACRDI 

PSKVKDKLLHLAPPTTKKEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPA DPM VLE VS V 

ADRDAVWSLWQAPIGESQWRP 

LGFQNKALPSADNYSPFERQLL 

AC Y WA L VETEATP V ITOR A H F 

OSGHGGRDGGYAWAOOHGI P 

1 NKADl AVATAKCPISOOORP1 


5194 


35562 


A 


5235 


3 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQD1TLWHYVDG1M 

LIGSSEQEVASTLDLLVRHLHA 

RGWEINLTKIQGLATSVKFLGV 

QWYGACRDIPSKVKDKLLHLA 

PPTTKKEAQHLAASFEWGPEQ 

KGLQQVQVAVQAALPLGLYDP 

ADPMVLEVSVADRDAVWSLW 

QAPIGESQWRPLGFQNICALPSA 

DNYSPFERQLLACYWALVETE 

ATPV1TORAHEOSGHGG RDGG 

YAWAOOHGLPLNKADLAVAT 

A KCPI SOOORPI LS^ 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in VSSK 
09/540*217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for tnsi amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


S700 


JJJUO 




524 1 


522 


693 


LDFFLVFLOOFLPRPSSSFI*MI P 

GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRNQSRKAENSKHESTYSPP 

ICDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCQSQEL 

FQKWVSLCCPD*S*TYSPPKDH 

SSSOAMEOSWTENGFEKLGFR 

RICEALYYLDLTASCQSQELFQK 

WVSLCCPD 


5202 


35570 


A 


5243 


1 

* 


1129 


PW1SAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

1 ASTH I A LAARH SD WRCCRNG R 

YPARGPAALQNFQRYTGIQHV 

HRIGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAE1FGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYLIPFFIGLQNRFT 

QFRLSETKE1TDPYAM RLYKXSL 

CQYRAFVNGGGEErCARGKPIL 

CRYGVGM 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn* 
* s =Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5203 


35571 

■ ' .t * 


A 


5244 


1 


1753 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAEN1SHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLAIETVAHDYDVIV 

IDSAPNLG1GTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN V VRETDE VG KA V IN HKKGK 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSLAGKEVVFYRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAGPRLSRTRDCQGTEKVHG 

KTVFDKTVP/WVPKRLKSPSCK 

NRWP*KMQKLSVCTASSPGQQ 

Lb 1 VKV 1 yKbiCrrVVRRbVLLL 

IGTLTQTRKGQISVRA 


5204 


35572 


A 


5245 


337 


1977 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYL1PFF1G\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQ RM PDFRRRFLQG FC RFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAIMDDVTYAIK 

PfCWPGLDIIPSCLALHRJETEL 

MGKFDEGKLPTDPHLMLRLAIE 

T V AH D YDV 1 V 1 DS A PN LG 1GTIN 

VVCAADVL1VPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQ1RDAWGSMVLK 

N V V RETDEVG KG Q1 R M RT V FE 

QA 1 DQRSSTGA WRNALSI WEPE 

CNE1SIGVSLDODGGSNSVLRK 


5206 


35574 


A 


5247 


~j 

_ 


1383 




5207 


35575 


A 


5248 




1731 




5208 


35576 


B 


5249 


1 


1290 




5209 


35577 


B 


5250 


] 


3345 




5210 


35578 


A 


5251 


, 


1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 


334 


1710 
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SEQ ll> 

NO: 


SEQ ID tNO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


5213 

- -v * 


35581 


A 


5254 


1 


1302 

; 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWR1G 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQ1 

NHMRDVFGTRLRRAEDVFPPV 

NVSKSDDTLKINGVEDHKTIFD 

GDGKTYQNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGI1ELNNDYTLK 

KVMKPLITSNTCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPR1V 

QSNDLTEA A YSLSRDQKRM L Y 

LFVDQIRKSDGTLQEHDG1CE1H 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPE/EDAGDE 

NuYtorrWrlKKAnor^KKLYJ) 

\/Ul\lDVI IDI I VD \ /DVI D \ /TACD 1 

VHlNrYLIrLLYKVPNKV TQrRL 
bbl K/bl 1 HrY AMrLYboLCQYb 


O 1 A 

JZ 14 


i_>5c#Z 


r> 
13 


jZjj 


1 


1 A 




JZ 1 J 




A 

A 




1 


i ni 
1 3z3 




}z 10 




A 

A 


jZj / 




1 j j I 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 




1218 


MKLMETLNQC1NAGHEMTKAI 

A 1 AQ FN DDS PEA RK I TRR WR 1 G 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKERNQNISRYISNRLAR 

RECHDSPEEGTGNTRSKERLQG 

RLPSRGLTESQEHLLDTRKQFW 

FEDFKDGLGPiLKCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RJVQSNDLTEAA YSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHINPYL1PFFIGLQNRFTQFR 

1 CPTtf'CITMDV A MR I VCC! CAC 
Lob 1 K.bl 1 INrl AlVIKLltoLoAo 

IN Y I^KlVlrL»rl\Jvlvr L\j V\C V IvlblN 

1 oiVI KLo 1 1 


jzzU 




A 


JZO I 


1 


zUzo 




COO 1 


■*» c con 
j->->8v 


r> 
t> 


_>ZOZ 


i 
1 


lOJJ 




JZZZ 




A 
t\ 


jZOj 


i 
i 






5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nuclcolidc 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 

EAFQSVAQCTYNQTVQLDITAF 

LKTVKKNKHKFYPAFIHILARL 

MNAHPEFRMAMKDGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVRILLTKYSNSNGSQSPWME 

EQIRDAWGSMVLKNVVRETDE 

VGKDTGVRSKISGVIKMPMGV 

AVVNCCTYGSDYRVWLASWM 

MSQWLHYPEWYRKENKHKFY 

PAFIHILARLMNAHPEFRMAMK 

DGELVIWDSVHPCYTVFHEQTE 

TFSSLWSEYHDDFRQFLHIYSQ 

DVACYGENLAYFPKGFIENMFF 

VSANPWVSFTSFDLNVANMDN 

FFAPVFTMGKYYTQGDKVLMP 

LAIQFFDMLRDLLKNVDLKGFE 

PDVRILLTKYSNSNGSQSPWME 

EQIRDAWGSMVLKNVVRETDE 

VG KGQIRMGTELEFFRLSETKEI 

TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWHERYQLPQSYQRM 

PDFRRRFLQCDNLKTCHTSHGS 

VMAETAVINHMKRKNSPRIVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDGICE1HV 

AKYAEIFGLTSAEASMDIQHAL 

KSFSGKEVVFYRPEEDAGDEK/ 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MN M N I KKI VKQ AT V LTFTT A L L 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1 KN 1 ES A KG LD V W 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAV1 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQ1RKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWF1KR 

AHSPSRGFYSVHINPYL1PFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSG1VSLK/ID 

u/fikTR^ni pn^AFvrkPFMni rr 

W 1 1 I\i\OyLr V^ort r I v^r I |V| VJ L<i\. f\ 

ESFYFRWERRTI GPI KSFSVKR 
GTEAGKFRLAALLVRL 


5227 


35595 


A 


5268 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide Incntion of Insl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKEN1MQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KIRRKNGPVSATFTSDGK1RLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRI VQSNDLTEA A YSLSR 

DQKRMLYLFVDQIRKSDGTLQ 

EHDG1CEIHVAKYAEIFGLTSAE 

ASKD1RQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYL1PFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSL/KIDW/IIE/ 

RYQLPKVPSPEARK1TRRWRJW 

KORI*LGFLLRLSEMPRKOGDY 

RTRJWKFEDGLSNVLVIOl NKI 1 

ICVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICE1HVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGLYSVHINPYLIPFFIGL 

QNRFTQFRLSETKEITNPYAM/R 

lPLH*LFR*TLROTKPDNSAGKC 

VK 1 * * HTONORSORSONDF* R R 

GI 


5231 


35599 


B 


5272 


1 


1317 




5232 


35600 


A 


5273 


| 


987 




5233 


35601 


A 


5274 


| 


571 




5234 


35602 


A 


5275 


I 


4161 




5235 


35603 


A 


5276 


1 


1228 




5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 


| 


6721 




5238 


35606 


A 


5279 


1 


1651 




5239 


35607 


A 


5280 


5082 


5879 




5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAONTPVVLLDEPTTYI Dl 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 


5241 


35609 


A 


5282 


1 


303 


CLRI LC P Y P Y 1 PLTEKTL A * P A L 

YTLELTADMAETCKQFLPEFSL 

TFSFQRGWEKETEYAEVLERNF 

ERDRQLTYTAHGPHKADLRIQE 

SGVPYNEILVTL 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vii, 
* c =Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


5242 


35610 


A 


5283 


1 


273 


TNSSVGPGDRLL*QTAAPHRGK 

LKVFFGACAGVGKTWAMLAE 

AORLRAOGLDIVVGWETHGR 

KDTAAMLEGLAVLPLKRQAYR 

GRHISEF 


5243 


356H 


A 


5284 


66 


1200 


H1LPAGHPTLRHSLFPHQQGRSS 

VQSA LG A ASGNGLKL VGRFE W 

GPSRRARSGYPDATGYDQ\PKPI 

SAAVKEFFGSSQLSQFMDQN1MP 

LSEITHKRR1SALGPGGLTRERA 

GFEVRDVHPTHYGRVCP1ETPE 

GPNIGLINSLSVYAQTNEYGFLE 

TP Y RK VTDG V VTDE1 H Y LS A 1 E 

EGNYVIAQANSNLDEEGHFVE 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASL1PFLEHD 

DANRALMGANMQRQAVPTLR 

ADKPLVGTGMERAVAVDSGVS 

GGVVQYVDASRIGIKVTKTRCL 

RVKOVSTSTTLPLFLMESNPLF 

WMAVLVSAGII GOWPIGRLAD 

KFGRLLVLRVQVFVVILGSIAM 


5244 


35612 


B 


5285 


1 


862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFDIFLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVHAS 

ggarmmtaarealvpfrpdap 

lliavpv*rsikasdlvdlgmtl 

spadyaerlaaltqkcgldgv 

vcsaoeavrfkovfgoefk.lv 

tpgirpqgseagdqrrimtpeq 

alsagveymengrpgtqsvk 


5246 


35614 


A 


5287 


484 


978 


GIVRIPHRLADIKCWRAVLYNY 
TH YS YQ AN LCCANLE* ADLSGS 
VLDCANLQGVKMLCSNAEGAS 
LKLCNFEDPSGLKANLEGANLK 
G V DM EG SQMTG IN LR V ATLKN 
AKLKNCNLRGATLAGTDLENC 
DLSGCDLQEANLRGSNVKGAIF 
EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VGLQLVKSSQSSSVSSFSSHVRL 

SQSSSKSKVSRLAGT*EGSEKRS 

FREEKVPCLRLGLPESTLYAHC 

SV*SRTHVFSGTSHHSSKVAVG 

MSIVQMRKL 
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SEQID 
NO: 


SEQ H> NO: 
of peptide 
sequence 


Mel 

hud 


SEQ ID NO: 
in 1ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 

SRNADTAARQSTCSSHRPPGKIP 

SLGPRRVPGCSSVPSSRGEQSTG 

SPAAPRCGDVTHTEASQEEQP* 

LRU 1 HGPAb 1 rb^Cj I AKAKVR 

DRRAVVHPGKTGIPSAAG*KGR 

GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1185 

i 


yvdqvthitesplpsvsysfafg 

slisavdpvatiaifnalhveed 

tekghvrltpaspstfffffste 

ekyapgsccrkaavl*llhish 

OlsldspsltVviVvlichidlrk 

tpscrhcei*vgdhtavlsvlfs 

pslgimailfsgivmshytprea 

sp*scclftvsshtvcchpglrg 

aipyalslhldlepmekrqligt 

ttivivlftilllggstmplirlm 

glpggaprwcqlvavgppflp 

aqgnt v es eh lselte ee ye a h 

y1rrqdqlslfn*n*sclwpspc 

LPPPP* I PH 1 KHPVAbPPFHGPA 
PDALTAWLCLSTQDLHHGRJQ 
MKTLT 


5250 


35618 


A 


5291 


c 

5 


1 AO 


VCGRQQSLEAGL*GAA1 Pr AVF 

PRPWSAVRVKEYGYTRLHILN 

GTHIHIQQVSDDQAFAQCHPP 


CO C 1 

5251 


"» C £. 1 A 


A 


5292 


137 


T AO 


HLbR 1 CiPNLrPOAKLA 1 Rrl 1 K 

LPAASPRGRDTVPLPIPISFYSETE 

AKGEAPYIEPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 
RRRRKRKKRKGSKGREDAAAA 
AAAAQSPRTRAPAPD*ERRPQP 
A PSARAPPRPLL PA PRRSRPAQV 
PPDSASPWAAAAGLALPPPQCP 
OOGARPLKLLPvJrPArGG 1 AR 
WEPRRPRPAAAPGLLQSPGPLP 
RQS 


5253 


35621 


A 


5294 


515 


817 


LALPHLPSNLLLKGWLKLKA*S 

RPSRTPSFG*LSQWKHALKRLK 

d\/itvm i rMj/^a i/'DfxicDvxici n 
rvl 1 ULLvnurLRrlNbr YiN&LlL 

PVLKrUK.PYK.LVyULKJ_,INyi V 

1 Dl LIDN/l\/0/^ A 

LrlHPM VbvJA 


CO C A 

5254 


•9 c^oo 

35622 


A 


5295 


1 


AC 1 

951 




coc c 

5255 


j562j 


A 

A 


CO AiC 


1 


1 AT7 




5256 


35624 


B 


COAT 

5297 


0*7 

87 


1423 




5257 


35625 


A 


CO AO 

5298 


1 A 

29 


0*3 >1 

234 




5258 


35626 


B 


CO AA 

5299 


77 


327 




5259 


35627 


B 


5300 


1 


0*5 C 

235 






JJOiO 


A 

A 




o 
Z 


0 1 AA 




5261 


35629 


A 


5302 


I 


855 




5262 


35630 


A 


5303 


845 


1057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, Impossible nucleotide 
deletion, \=possihle nucleotide insertion) 


5263 


35631 


A 


5304 


1 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


1 


1603 


MEAEKFHQMPSVSRRTRKASG 

VJQSKSENLRTRGANSHALKRL 

KPVITRLLQHGLLKPINSPYNSPI 

LPVLKPDKPYKRFLAFYGWSPR 

SLIVDSCSKLEQHSTLSRVILV1Y 

KGFCRFRNHHQTGFSPAGANQ 

RGPLAATLSGPGGEGQSAVACL 

TG EKKNHPG AQ Y AN RLSPRVG 

RFINAAGTTGFPTGKRAVSATQ 

LMDFADFGTTITQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQSSQLS 

SLRLTLPDRLRSPLDHHGRRAS 

GNSHSGSPKPPSCLPLISPHLNP 

QVWDISTPSLATDHMPITIPLKS 

N\TLTPLNLKCQYP1PQHALKRL 

KPVITRVLQHGVLKPTNSPYNS 

PILPVLKPDKPYKLVQDLRLINH 

1VLLPIHPMVPNPYTLLSSIPPSTI 

H YS VLDLKH AFFTI PFHPSSQPL 

LA FT WYTDPDI HQAQQIT\WA VL 

PXQRFPRTGPHYFNQAQISSSSV 

TYLGIILIKTYVLSLPIVSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PHPAVASRRGRAGPGGLSAPER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

G DL RKTH RTFSTR* G DLRKTHR 

TFSTR* G DLRKTH RTFSTR* G DL 

RKTHRTFCTR*GDLQKTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

THRTFSTR*GDLRKTHRTFCTR* 

GDLRKTH RTFSTR* G DLRKTH R 

TFCTR* G DLRKTH RN FSTR* G D 

LRKTHRTFSTR*GDLRKTHRTF 

CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEIIFHQGISQVHHLLHLQ 

VWL*NLNVPDSSLPAENEATGP 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPG\AM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 
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SEQIO 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=linkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide ' 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 

... * 


2jjj 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQJFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQkVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQ1YIQLSEVDKTKEELTEHIK 

N LQTQQ A S LQSENTH F EN ENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DErCISHATEELETYRKRAKDLE 

EELERTIHSYQGQIISHEK.KAHD 

NWLAARNAERNLNDLRKENA 

HNRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITN ERG ESSCDRLTDPH R A PS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPXA KK E ATG PG F VPPPL A 

PVRGPLFPVDARGPFLRRGPPFP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, Y=possible nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSCSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELV1CAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGLIEEKLSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKJLNRSN 

SELEDEILCLEKELKEEKSFCHSE 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFPMNEERLK 

IAIKDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SKVHAEQVLNDKESHIKTLTER 

LLKMKDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKJCLIHAAKLNASLKTLEGER 

NQIY1QLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKX 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRLEKEEKLSKVDEK 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQHSHEKKAHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPH R A LSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSG RLSG P A E 


5272 


35640 


A 


5313 


217 


447 


FQRM SG L*G YSPPLGGQP A L* E 
CQGAADSAGG\RGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 


A 


5314 




287 


TLRNRHRELRTCLSGPGLGLPT 

QVSVVAGGCCVCPSSSQSPVPR 

PPALSAAPWHSHRAGCPPSGGL 

♦PQRPLILWNQPLSNTLLEKELA 

PPPAH 


5274 


35642 


A 


5315 




468 


ALARSPAG*PQSPDGDLCFRHR 

KGERRPAAPAGQCPAGRQRHV 

PAAGRDGKPGRAPGADR*AGPI 

LHLYHLPAPCGGGTPGDSNPRR 

APAQRSE*CTPPPPQ*RNNRICPS 

TRAGLLLPS*HVQLSGGLTLCP 

GDRVS*WPQGVLAAPGPGPCT 

HL 


5275 


35643 


B 


5316 


64 


288 
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« 



SK.Q ID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrs( 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
or peptide sequence 


Amino ucid sequence ( \=Unkno\vii, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5276 


j 5644 


A 


5317 


/J 


Zoj 


NUK 1 SKCrbrOKH'bYCSGTFH 
rLQ VVOKI YSNLDKJL* ASRAR 
WG LCS RKPG Y WSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


LGVEVEPVTGGDAVIGASHDAF 

LQVNIESIVPEHSTRCKLLGKFI 

RJW1KYFRHLVHGGGSAPVSLV 

TGPVHGDSLLGPVAPEPPRVVE 

PARQVRAHAVVVAGPLRRGRG 

LGRHRJLRARSG*GMPQSVRGA 

CGA;QGHGPAGEDQRLLPR£RG 

PAGQVQQPGVVPGLQDPEGCL 

RVQDQ* PGLREQSPH RA RDA*S 

ILSKFE*IFPTTCSGWNVPEQYS 

QCLPGEKHRDWPR*LHHLL*PA 

QLPPPV I I STGHPSAIEGLETPL 

RSPLTPGPPGKSIIPHHPQSPDCD 

GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1124 


1835 


HSLHFPKFPSFLFLTLITLGLLM 

AVPPGLITTHQQRQAML*YKPL 

ARLLEPLISFPSWKSILKEITSQC 

SICYSTTPQRLFRPPPFPTHQTR 

GFAPPR/HWQID1THMPQVRKL 

KYLLVLVDTGSKKATVVJSSLL 

SDIIPRFGLPTSIQSDNGPAFJSQI 

TQAISLALGIQRTHGLLKTHLT 

X 1 1 o 1 1 f\ I iy iy r~\\i fT*I iinioitr> i /~\ 

NLSHQLKKDWTILLPLSLLRIQ 
ACPRNATGLHSDG/VGPrCLLPG 
SPFQLHHTWDSP 






A 

A 


1 

dj/. I 


i 
l 


1 /Jo 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/>40\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn» 
*=Stop codon. /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKK 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALKITNYAQ 

LTLYSSHNFQNLFSSSHLTHILF 

CSPGSFSCTHSLLSLPQLP1VPGP 

DFSPASHIJLDTTPDPHDCISLIH 

LTFTPFPHISFFPAPHPDHA*FIN 

GSSTRPNRHTPAKAGYAIVQVT 

SPPLKTSHFLSIVEIYPQGNKFS 

VFHLLFYYSSGIIQAPLLSLHIKL 

RDLPPPRTGKSALLNMPRVRKL 

KYLLVLVDTGSKKATVVISSLL 

SDJIPRFGLPTSIQSDNGPAFISQI 

TQAISLALGIQRTHGLLKTHLT 

NLSHQLKKDWTJLLPLSLLRIQ 

ACPRNATGLHSDGEARSSFQAH 

HFNFITHGTVPDVFVP1LQLLNE 

DFEDPCLGYLPSPE1SICLEPTSW 

SKDRSCSSGEEGSAGQTVTGDL 

HKAQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


I 


420 


RTRGGEKE*EEKQRSRR*RIK*E 

EEEK*RRSRGAGDKG*NERRRR 

NRGEPVEKEEDDRRRKRQWRR 

GEEEKRRRGRNCGGGGGEEKE 

DGRRRRLPCFLLLPSLLVSLLW 

LVSFLPCVFGFFGAPAVVFARF 

RGLRAFCRF 


5285 


35653 


A 


5326 


2 


467 




5286 


35654 


A 


5327 


269 


111 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


HNTLPKTKPWFQEPGDEEPQQE 

EPPTESRDPAPRLPRSP*SADPP 

WRSQRPQGLTRPPPEPLRPHGS 

PPAHLSLFCQRSCPGPQERPHPS 

TM 


5290 


35658 


A 


5331 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

P V L SQQG LTAG HCHHQHCRRP 

LACDVRPVVYEKVSRDHGLVS 

GQHM/PAPESQGQSTSPPRHTGR 

KQARAGGEKKVTSDPANTAQH 

NPNTGSRGRP 


5293 


35661 


A 


5334 


109 


380 
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SEQ ID 

NO: 


SEQ Il> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X« Unknown, 
*>=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5294 


35662 


A 


5335 


448 


724 


WPSRSALAAGGRTAPTPRSRAG 
PPAR*RAGRESARGTS*GIRPRS 
OPARRPrppAPvnRPii ppp.par 

PPPR A APR FPPRPR A A AUTQR P 




J J DO J 


D 
D 


J J JO 


l 


1 SS4 


— 






t> 




yy 






jZyf 


jjOOj 


A 




t 
i 


714 








r* 
\s 










jAyy 




A 


^4fi 


z. 


614 




5300 


35668 


A ' 


5341 


2 


461 




5301 


35669 


B 


5342 


45 


1148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLE1A 
GILVQ*MIE*QPKKGTNSIPVSK 
PSPA/VQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQ1LE 
EAEWFTVLDLKDAFFCI PLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
F^wm vi nwnni 1 1 akooa 

TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5303 


3567 J 


A 


5344 


1 


1035 


MGQVWALVRSTLELFHTDDEE 

EGEYDEVTEEVTEQVYLPAKA 

KVAQEEEVHPYPSAPPHYYFEE 

KEWPDPPDLSFLEDTGRKVVAP 

VTEQHLERLLSVLFRQEFSRLD 

ERDDAVEQLRGVCIRAWEKITS 

GGEQYPSFSAVKQGPKELYADF 

IAWNLLRQESLKKVISDSAAQD 

IVLQLLAFGNVNLDCQAALRPI 

RGKAHLVDYIKACDGIGAKQD 

SERFAFTIPVVNNLQPAKHFHY 

FTDGSSNGKASYSGSKGQNQQ 

PIWILSRHLKPYHEPDAKEEIPG 

n/rpRTPwi oprRD*c*GGP*/p 

VTSNTR*TQPPTWGQIKKLSQM 
VEENLRKAGQLVTMTVYWN 


5304 


35672 


A 


5345 


1566 


1767 

- 


KGGWSQRHSQGACYTCRKSGH 
W A K FCPOPG 1 PPK PRPIC VG PH * 

w rti\tiuryr\ji rrivr rvr v urn 
IC^nP^THI AANPRAPflTI AOPin 
1 


5305 


35673 


B 


5346 


1 


3429 




5306 


35674 


A 


5347 


t 


1776 




5307 


35675 


A 


5348 


1 


933 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnLnown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5308 


35676 


A 


5349 


1 


1743 


MGKVWAVVRSTLELFHTDDEE 

EGEYNEVTEEITEQVYLPAKAK 

AVKEREQRGNITATFEPFPFKLL 

KEFKQAINQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKTWWAHEAS1QA 

ACNAQAQPQIN1TTGQLLGVGG 

WAGLDAQVVMQDDAIEQLRG 

VCIRAWEKIPLCGEQYASFSAIK 

QGPKEPYVDF1AWLQESLKKVI 

ADSAAQDIVLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIKACDG 

1RGNMHKATLLVQAMAGLRVD 

KGN PLLPG ACFNCG KHG HTKQ 

ERRK KS VSQA AR WG KRKTADP 

EICPKCKKGKYWANQCHSKFD 

KDGTLISGNAMRAEQDCEWFT 

FTIPAVNNLQPAKHFHRFTDVS 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSAT1PISRVQGPSQV 

LGQG EKQTNQN V V PN PYTLLS 

QIPEEAKWFTALDLKDAFFCIPL 

HSDSQFLFAFEDLTDHTSQLTW 

TILPQGFRDSPHLFGQALAQDL 

GHFSSPGTLVLQYVDDLLLATS 

SEASCQQATLDFLSFLAN 


5309 


35677 


A 


5350 


| 


1085 




5310 


35678 


A 


5351 


1 


3105 




5311 


35679 


A 


5352 


1 


5172 




5312 


35680 


A 


5353 


41 


324 




5313 


35681 


A 


5354 


18 


270 


KLSQVCIDLLMREGERDMYPG 
WAKFPSPYSLKGT* P1AQGVLW 
SFGDFFYC/1PSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5355 


80 


384 


SNNRTEGAWGKCQLMSS/PLTE 
PQVTLTlDSQEfDFLLDTGAAFS 
VLISCPEQLSSRSVTI*G1LGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 


5315 


35683 


C 


5356 


99 


317 




5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LP1RII*KLPQV 
CLDLL*1IEGEGDMYPG*AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY 
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SfcQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*MIE*QPKK 

GTNSIPVSKPSP/GVQKPNGQW 

RQVQDLRLISDAVIPLYPAVSNP 

YTLLSQILEEAEWFTVLDLKDA 

FFCIPLRSDSQFLLAFEDPTDHT 

SQLTWTVFTQGFMDTPHLFGQ 

SLAQDLGHFSSPGTLVLQYVDD 

LLLAKQQATLDLLNFLANQGY 

KLSKLKAQLCELLVFSSCARMH 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A * 


5360 


153 

i 


436 


,CFCCCVEGNKPRNLQRTTKTPR 

LSVMSPSSCRGRGIWPNPGTC/R 

PSPSLI*SRSRQTWRITTPCQQG 

NKTGQRMNLTN*QEQASEGG* 

♦QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IK1IQGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQIHTCVALNPAIFLPEDGE 

P1KHDYQQIVAQTYVT*EDLLE 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTGVANIC*PVF*KD*G 
ELGKMNYAMMSTITQGKEENP 
AFLKWLWEALRKYTPLSP 


5324 


35692 


B 


5365 


114 


2309 




5325 


35693 


A 


5366 


413 


1157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHRJCCFFPATEQKVC 

PC A AQG * PL* LRGDDPEM S V Y 1 

♦QLPLYYSSDLLSAANEVQILAF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFGRVFSNFE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 

ADRNSTGCYLV*LQHQRQTES 

GRQLSGL*GPGCNGVH/ASLYR 

TSAMFAERFGSYSRRSTTAGIPS 

LLRLKSTIRRSDRSRRKAQRKR 

CGQVMPQHRRSIRPLLQPITPSL 

NRNLHRSPHRSRNRWSRLNRR 

LKHHLRRSQNRSRSWKKKLHR 

RVKPMLCNWVR 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SLQII) NO: 
in USSN 

rwv t— Aft in 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 


VNPALQVLVVAITPPPSLPSPSCI 

RVLTRVSNA1AAKPLCLAVCAV 

VEGGRIRALVAVAAWGAGVTG 

GPAGLIACGPVSPSVIRGQFRHA 

GISFFLYAIGGEMVPAVRRQNH 

TPA*HKRFAKAFQLAHPNAVN 

AEHFAGGDRHLFSHLNQGCVV 

KHHVRRDITF1GYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 

VFRPRFSRRWRR1SGETCKLWW 

RRWRSAWAS1NQTFASWSTL1F 

RAISNPIIRKPDAPGVMACPRKR 

CCFTIRLIWRGCAVVWKRSR/E 

GQLQDIERHKLNAMGAFAEAQ 

TCRRLVLLNYF/GRRASGAVRE 

LRYLPRSAETVRRFNRCSDCPF 

HHWSCESAVWDGLCGGSDSCC 

GVSRARLFASPVNLPITGEIPER 

GFHPFCGRTTENGKNHPRNLFI 

WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E* E EG ES A 1 1 C AK VC I S VFPR RK 
NELNMA1TPNTIPKLNHW 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCC AQATVQG LEGTRS WS 

QSGTSSLSPWSHTSLACPQKEE 

GEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKITDSPQKK 


5333 


35701 


A 


5375 


2 


588 


SRPGITGSTISYGDPGHGAGPPG 

ADLGPARSLKPERAAGAQLAA 

GEARQSGDPGLPGGPGHSLGTA 

PC*VDKGWGHPVSTVHHQRQP 

QPGGLRAPGTALLAGTQPSHPA 

AGPWEPQPQRGVRVLGGRRDS 

*VGGG*GQHNKALWGPR*PHT 

EQKPDRKLSRJ PLRA AGG EK RG 

CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 


SLSHRAGGGGGVGGGAVCLFS 

PPRTKRESAPESPSRVLGHSPVP 

S * G A PSTRGS VSRI LTSGGTH E R 

SNG LTCH RNQAGTG PS ALRSGR 

P*CLSRANPPGSKRSAGPVHEE 

RT*PCRLSGSAGITQ*DGN*KAG 

PRVPEAPERGCATC 
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SEQID 

NO: 


SHQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in VSSK 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=StOp codon, /^possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


5335 


35703 


A 


5377 


3 


313 


QNDEVAFRKLKLIIEDVQGKSY 
LTNFHGMNLTHDKMCSMVKK 
WQTV1EAHVDVKTTNGYLLCL 
FCVnFTKKrNNOI WKT9I p*nn 

SNMEDFFVLTTGIISHLHEPFLV 
VTDYDQ 


5336 


35704 


A 


5378 


45 


764 


TSFLTTGGKKGS\KKKVVDPFS 

KKD/WL*YVKHRAMFN1RNIGK 

DVGSPRTQGTKIAS\DGLKGVRV 

FEWSLADLQNDEVAFRKPKLIT 

VEDVQGK\NC\LTNFHGMDLTP* 

QKCCSMVKKM/WQTM1*SSPL 

MVKTT\DGLLASVCSCVGFTKK 

\RMNQIRKTSYAQHQQVRQ1RK. 

KMMEIMTREVQTNDLKEVVN K 

L»Ir L^ol vJfVL/ 1 CIV/A v^v^/CH T r Lrl \J V r 

VRKVKMLKKPKFELGKLMELH 
GEGS 


5337 


35705 


A 


5379 


*> 


501 


SSARFVSSSSSGGYGGGYGGVL 
TA SDG LL AGN EK LTM QN LN DR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWFTSRT 
EELNREVAGHTEQLQMSRSEV 

THI RRTI C\CA FIFI 0<ini QMk'A 

ALEDTLAET/EGDVRADSERQN 
QE YQRLM DI KSRLEQE 


5338 


35706 


A 


5380 


1 


716 


AQLKVKFWYWPEAGAGGLRR 

FKHYXYTPFKDCRDKILGATIKN 

SRIVLQIDNAGLAADDFRTKFE 

TEQALRMSV*ADITGLRRVLDE 

LTLARTDLEMQIEGLKEELAYL 

KKNHEEEISTLRGQVGGQVSVE 

VDSAPGTDLAKILSDMRSQYEV 

MAEQNRKDAEAWFTSRTEELT 

R FVAnHTFni OM^R^FVTni R 
RTI Ofil FIFI rKOI ^Rl WfiFPr 

PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQII> NO: 
in USSN 
09/340,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5341 


35709 


A 


5383 


-» 


1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEKLTMQNLNDRLASYLDKVR 

ALEAANGELEVKIRDWYQKQG 

PGPSRDYSHYYTTIQVELRDKIL 

GAT1ENSRIVLQIDNARLAADDF 

RTKFETEQALRMSVEAD1NGFR 

\RVLE*S*TLAQEPNLEDARIEG 

LKEEVLAYLKKNHEEE1STLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDMRS\QYEVMAEQ\NRICD\A 

E A\ WFT\SR\TER1 ETRE V A WPH R 

SSFQMSQAPRLLDLAAATPQGS 

* DLSCQSQLEPLK A A LGKTPLA 

ENRKANRFGNPQLAPYPQALDS 

AVI* KPQLG/DI V A K LDSSTG Rl 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYNN\LFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCK1\SLHEISG 
PESRVQXQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKH FPLSE V L 


5343 


35711 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEE/EEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEKKKKKK 

KKKKKKKKKKKKKKKKKKKK 

RJCKKKKEEEEKVVEEEDEFIWF 

LGNSLYFPSFSHFAWSQIPSRED 

EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 


3 


259 




5345 


35713 


A 


5387 


53 


387 


LEEEKEEEKEEEKEEEKEEEEEE 

KE/DEEGEEGEGGEGEEGEEGE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


A 


5389 


3 


122 




5348 


35716 


A 


5390 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEKJ 
FLGHRVG1 


5349 


35717 


B 


5391 


1 


1269 




5350 


35718 


B 


5392 


44 


244 
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SKQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first ' 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon fur peptide 


of peptide sequence 


dcle(ion T \=possible nucleotide insertion) 










sequence 






j j j 1 


1^7 1 o 

jj / iy 


A 

A 


jjyj 


1 
1 


676 


CLUL V DCCUCCDuCDtCutvjtt 














LCLL L(VJ L-vJ I-jKJ l_/VJ ILVJ cvj cctccc. 














FFFFFFFFFFFFFPPFPPCcircC 














FFFFFFFFFOFFFFFFFFFceep 














Cp\pC A A A A A A A CDHCUTOI CI 














TYWPPPPAI RDTI V^NP<sl cci 
1 1 Tvrr^r/ALi\L/ 1 l v ji^voLooL 














rT<iriD<;FHW*FTTIPAM < vQr , QW 
v_. 1 j\jL/orn w l> 1 1 irrtivioovOn 




























RR ir\FDHPATAFO**I-IV*r;ppn 


s 1^7 


1S770 

J J / £.\J 


A 
t\ 


^104 




S06 




S1S1 
J J j j 


1S77I 


A 

AY . 


JJ7J 




4X0 






J -> / 


A 


<-lQ/C 

j jyo 


-p : : 


407 






1S771 

J J 1 £. J 


A 


S1Q7 

JJ7 / 


T 


R70 

O / V 




JJ JO 


1S774 

JJ( ZH 


A 
r\ 


J J"o 


tu 


407 

HI/ f 




^1^7 
JJ J / 


1^77^ 
j j /z J 


A 
r\ 


S1QQ 

JJ77 




6SI 
0 j 1 




^ISR 

JJJO 


1^776 
JJ /z.o 


D 
D 


^400 

jfUU 


-j 


7477 




c en 

jj jy 


jj /z / 


A 


J*tU 1 


^7 1 
j / 1 


yoo 


QPFTMQRI TIFIQFQFmOI A FIVI 














1 Cf"\DPN/f \/D IN/i A TCDDI FXII rvDriM 

L-oV^rrrvl V KJIVl A 1 trrllNLv^rUN 














PTI hlVCDnilTTAI *Dr:Df"\Cf"YMC 
r 1 LUI VolvLln 1 1 AL^rOKv^t-V^No 




























FFFFFFFFFFFFFFFFFFFFFFF 














FFFFFFFFFFFFFFFFFFFFFFF 














FFFFFFFFFFFFFFFFFFI^ J^l^kr 


^160 
J JOU 


JJ /zo 


A 


^407 
jfUZ 


1 


1 674 




<\161 

J JO 1 


1S77Q 

JJ /Z7 


A 
r\ 


^401 


1 


106 




<\167 


1^710 
J J / Jv 


A 


JHVrt 


z. 


41 1 

H J J 




S161 


1S711 
J J / J 1 


A 


^40S 


1 

J 


SRS 

JOJ 






1^717 
jj / JZ 


A 
t\ 


^406 


1 

I 


70R 




^165 


1^711 
J j / jj 


A 
r\ 


^407 
jHU / 


J 


J"J 




S166 

J J OO 


1^714 
jj / j*+ 


A 
rY 


JHUO 


7R7 


6SQ 




S167 


1S71^ 
jj / J J 


A 
t\ 




1 


611 

UJJ 




S16R 


1^716 

J J / JU 


A 
AY 


S4I 1 

J*T 1 1 


J 


614 

UJ4 




S16Q 

JJU7 


1S717 
j j / J / 


A 


j** 


144 


48 1 




S170 


1S71R 

J J 1 JO 


A 
r\ 


S411 
j*t 1 j 


J 


jij 




3 J / 1 


jj / jy 


A 
A 


^414 
J*t I 4 * 


1 
I 


JU 1 




^177 
J J / i. 


1^740 

JJ /4U 


A 
t\ 


S41 S 

J*T 1 J 


| 
1 


461 




S171 


1S74I 
J J /Hi 


A 
r\ 


S4 16 

J*T 1 U 


107 


S67 
JU / 


Ml CC\ FK^TR YPK <l^l ^^^KFH 














KS1 GOriONAASI FAKT*RFSPI 














T OFPA^^P^FTT^AWT! I FKI 
















S174 

Jj /*♦ 


1^747 

J J /*tZ 


A 
t\ 


S4I7 

J*T 1 / 


7S1 

z. J 1 


R44 


mi nRn^oT^n nFPAPAni ippr; 














^POTSI HI Pl-KFATAR AVYU/Pl 














O A1V1 AvJ V A VJ 1 vvJ 1 NoLUooLrA 














lv*T*nF<5PI I RFPT*s<i<i<iP9FTT9A 














Fll 1 FIvM QFFI 9W PFISJI^QI n^Qk' 
r lL.br JdLoCr LoNrr IN FvoLvJVJ Jrv. 














1 <iHIFV99 c iFP9iv'l 9HPI MMPin 














nMoor I OVJ rl 1 LJLso 1 VLroV L«U.rv 














1 PI PVP^OAF^I I^PHQIVMI 1 99 














W9DN FN I P9I SD9n A 


5375 


35743 


A 


5418 


1 


1113 




5376 


35744 


A 


5421 


1 


337 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=l In known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5378 


35746 


A 


5423 


144 


373 




5379 


35747 


A 


5424 


1 


597 




5380 


35748 


A 


5425 


3 


3319 




5381 


35749 


A 


5426 


I 


612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 


1 


663 




5384 


35752 


A 


5429 


10 


417 


1 A I MM DTV A IRTRKFMTNRLLE 

RKQMVIDVLHPGKATVPKTEIL 

EKLAQMYKTTPDVJFVFGFRTH 

CGGGKTTGFGMIYDSLDYAEK 

NEPKHRLARHGLYEKKKTS*K 

QRQERTNRMKKVRGTAKANV 

VAG*KPNE 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGMIY\DCLDYAKKNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


5431 


2 


537 


TPGSTTTTKFPTASTSEDRSPIM 

N DVT VTI PH * EKFMTQPTY FRGN 

QMVI\DVLSPPGKGDQCPKHRK 

FGKKLAQNVPRPTPDWIFVFWI 

QNFIFGGGKmGRGMIYGFPGI 

YAKErCMNPDHRLCKDMGLVL 

RXEKGPSRKANGKGTARNRIG 

RKVPGGTGKGPNVGCWAKRR 

NEVSSS 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
ccxJon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikii<mn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5387 


35755 


A 


5432 


1 


2195 


A RG LS M G H * FP/PH FQC A LA * M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPEAGLRVAPRSPVQPGC 

TSVLPVAKRFNARILWLKRPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRN SPRA M LG GN VG L £ PPPR V 

STRALPSGAVGRGLPPSRPKND 

TATGSLHPELGKAADIQFHPVR 

AATGASPCKSiGTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFSI FSPPFPPF YSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQC S H I LNG LC FTGG 1 N SN E 

CENVSRKKKMSEEFEANTMDS 

LVDMPFATVDIQDDCGIFFDVW 

KLRVNCQE1 LANRHPGRAMRK 

VVLTKTSWEGESLAVGKLPLK 

RLVSLDCQLRCLQCECGILIRQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTALEHCNAFIYNTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PHSCIVMGHLTLLITTSYYTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLG KRGTPDPR VDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDIC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPNMYCNFCLGNS 


5388 


35756 


A 


5433 


1 


580 


FSPLIHL1LSGHSTCFREHRVGG 

KVTDQQDPKAEEFFLVQNKMK 

SLPCLLLSTQTRQPSDFSIFSPPF 

PPFYSTKPPLSSWPVLNELLGTP 

PRRGGGRAEG/PPHFPVGXGPGR 

GAPSPPRRGGWPGGGLTPQPPS 

RTHRl AnRPiAnPPT^I PHfiAA 

GRAGG*PHHLPPGRGGWPGRG 
APHFPVGVAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 

PSRLSIPQNRHCHHGPS/RNEPL 

riTPpp/pri^u/pnRnAPMPPPTFM 

kJ 1 i i rV rvj j W r VJIVVJAVr rlr r Cf 1 r IN 

nu KJv w nu ji\n v r i w r cv^trvC/ 
Wuon I rlr 






A 

A 







034 






J J fjy 


A 







*tZO 






'i ^7 Aft 


A 
r\ 











5393 


35761 


A 


5438 




459 




5394 


35762 


A 


5439 




346 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/>*U,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=i>top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 


I 


1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVMK 

DTQELNSALHQADLIDIYRSLH 

A KSTEYTFFS A PH HTYSKI DH 1 L 

GSKALLSKCKRTEIITNYLSDHS 

A IKLELR1 KNLTQNRSTTWKLN 

NLLLNDYWIHDEMKAEIKMFF 

ETNENKDTTYQNLWDAFKATA 

SKTNKEKLEKNQIDT1KNDKGD1 

TTDPTEIQTT1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRP1TGAEIVA1INSLPTK 

KSPGPDGFTAEFYQRYKJEELHI 

NRAKDKNHMIISIDAEKAFDKI 

QQPFM LKTLNKLGIDGTYFKl 1 R 

AIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKL1 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRJK 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

IMKMAILPKVIYRFNAIP1KLPM 

TFFTELEKTTLKF1WNQK\RARI 

AKA1LSQKNEAGGITLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVJCLSLFADD 

M1VYLENPIVSAQNLLKLLSNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKHLFKENYKPLLKEIK 

EDTNKWKNIPCSWW3RINIVK 

MAILPKVIYRFNAVPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKS1 

LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 
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SKO ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


5400 


35768 


A 


5445 


1 




1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYR1N 

VQES\QAFLYT1NRQTESQIMSA 

LPLTIASKR1KYLGIQLTRDVKD 

LFKENYKPLLNEIKJEDTNKWK 

N1PCSWVGRJNIVKMAILP/KEL 

EETTLKJ! WNQKRA R 1 AKS 1 LSQ 

KNKAGGITLPDFKLYYKATVT 

KTA WY WYQN RDRDQ WN RTEP 

SEIMPH1YNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTR1NSRWIKDLHV 

RRKTI KTLEEN LGNTIQD I G M G 

KDFMSKTP1CAMATKAKIDKW 

DLI KLK S FCTA KETTI R VN RQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNP1KKWAKDMNR 

HFSKEDIYAAKKHMKKCSSSLA 

IREMQIKTTMRYHLTPVRMA11 

KKSGNN/R/CAPGTPERQNHSLS 

u/wr:Q*QOFDcni a pi du/cd 
W NOyoytroULAyWIrLrWor 






A 

A 






QUA 






J J / /u 


A 









1 SA'? 

1 JOJ 






$3 III 


A 

A 


^AA& 




\AAO 




5404 


35772 


B 


5449 




1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 


1 


690 


MSELPFTIASKRIKYLG1QLTRD 
VKDLFKEN YNPLLN E1KEDTNE 
WKNIPCSWVGRIN1VKMAILPK 
ATVTK I A WY WYQN RDI DQ WN 
RTERSEIMPHIYNYLIFKKPEKN 
KQWGKDSLFDKWCSENWLAIC 
RKLKLDPFLTPYTKINSRWIKD 
LNVRPKT1KTLEENLGITIQD1GI 

vJIxL/r IVlorv 1 r IVrV IVlM. 1 i\ /A rv 1 L/ rv 

WDL I K L KAFCTA KETTI R VN ROS 
TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=lln known, 
*=Stop codon, possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


5408 


35776 


A 


5453 




1416 


MIILIDAEKAFDKIQQPFMLKTL 

SKLGTDGTYLKIIRAIYDKPTAN 

1 1 LNGQKLE AFPLKTGTRQCCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GlQLGKEEVKLSLFADDN/flVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKMIPCSWVGRJNIVKMA1LP\R 

DIDQW/NRTEPSE1MPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGVGKDFMSKAPrCAM 

ATKAKIDKWDLIKLKSFCTAKE 

TT1RVNRQPTTWEKIFATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWA1CDMNRHFSKEDIHAAK 

KHMKKCSSSLAIREMD1KTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGE1GTL 


5409 


35777 


B 


5454 




810 




5410 


35778 


B 


5455 




1277 




541 1 


35779 


B 


5456 


130 


1701 




5412 


35780 


A 


5457 




1395 




5413 


35781 


A 


5458 




1646 




5414 


35782 


A 


5459 


j 


759 




5415 


35783 


A 


5460 


2821 


5781 




5416 


35784 


B 


5461 




2025 




5417 


35785 


A 


5462 


1 


3663 




5418 


35786 


B 


5463 


1 


2265 




5419 


35787 


A 


5464 


j 


2241 




5420 


35788 


A 


5465 


j 


2478 




5421 


35789 


A 


5466 


j 


2067 




5422 


35790 


A 


5467 




2988 




5423 


35791 


B 


5468 




2061 




5424 


35792 


A 


5469 




2141 




5425 


35793 


A 


5470 


j 


400 




5426 


35794 


A 


5471 




2507 




5427 


35795 


A 


5472 


j 


768 




5428 


35796 


A 


5473 


1 


1527 




5429 


35797 


A 


5474 


! 


1293 ♦ 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=t Jnknown, 
*-Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5433 


35801 


A 


5478 


1 


524 


MSELPFRIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKNISCSWVGRINIVKMAILPK/ 

VKHR/FSACLQSLGRSGTTGLE 

ALAM*PIWPQEVE*VKFPALPS 

HA<i < \T^PiPiP\/P*n!n\/FPRI I Q 
VJ/A o«3 I rvvJVJ^ v r yflKJV CCtvUL*^ 

RFRl^PK^IORNVRRI QYVTP 


ZA1A 




A 

A 


S.A'JQ 




1 ^Al 




<A 7^ 


JJOvJ 


A 

A 


^aqci 




Z.> /O 








A 
A 


JHO 1 


1 




— ; r" 






A 


JHoZ 


-j ! 


1fl71 *** ■ " — "~ 




J** JO 




D 




" 








JjBU / 


o 
D 


$ARA 


1 








JJoUo 


A 

A 


^4R^ 


"j 


1 RRd 




^AA 1 




A 

A 


^4R£ 


"j 










D 

D 


jHo 1 


"j 






ZAA1 




A 

A 




-j ■ 


Z>> / J 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


MASPGPAPTASPKJHSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAAIFIFELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGVILDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRICAQAG 

VQISNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASQ 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RINJVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKF1 WNQKRA 

LIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSEITPHIYNYL1FDKP 

EKNKQWGKDSLFNKWCWENW 

LA1CRKLKLDPFLTPYTKINSRW 

IKDLNVRPKT1KTLEENLGIT1Q 

D1GMSKDFMSKTPKAMATKDK 

IDKWDLIKLKSFCTAKETTIRV\ 

NRQPTKWEKIFATYSSDKGLIS 

R1YNELKQIYKKKTNNPIKKWA 

rvL/lvj in rvnr ji\.CL/i I /Arvrvrvn ivi rv 

KCSLSLAIREMOHCTTNONH\M 
RYHLTPGHG 


5447 


35815 


A 


5492 


1 


1872 
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SEQ ID 

NO: 


SEQ »> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possib!e nucleotide 
ucitriioiit y-jhf»iiiic nutricuiiuc insertion) 


5448 


35816 


A 


5493 


195 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KGMLEVLARAI\RQEKKIKGIQS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKALGYKISV 

QKSQA FLYTNN RQTESQI MSEL 

PFT1ASKRIKYLG1QLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWIGRJNIVKMAILPKVIYGF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKDKAGGI 

TLPDFKL Y Y K ATVTKTACN SM 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QA1DQRSSTDTSLSTPAAPMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIE1ADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 
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SEQ 11> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


5451 


35819 


A 


5496 


1 

i 


2535 


MKSGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLCV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTI MTSQP VPN ETI I V LPSN V 1 N 

FSQAEKPEPTNQGQDSLKKHLH 

AE1KVIGVNL1QNVLERGWGKC 

QEMIYVLGLD1CRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSVIKRSIGWGPFFKPRTK 

DKNHMI1SIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLKIIRA1YD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKL1SNFS 

KVSGYKfNVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRD V K DLFKENY KPLLN E I K 

EDTNKWKN1PCSWVGRJN1VK 

MAILPKV1YRFNAIPIKLPMTFF 

TELEKTTLKF1WYQKRAR1TKS! 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSE1TLH1YNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKT1KTLEENLGITIQDIGMG 

K YFMTKTPKAM ATKA K1DKW 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1140 




5455 


35823 


A 


5500 


383 


1185 




5456 


35824 


A 


5501 


1 


3159 


MLEV LA W A VRQEKE 1 KG IQLG 

KEEVKLSLFADNMTVYLENPIV 

SAQNLLKLISNFSKVSGYKVSG 

QKSQALLYTNNRQTESQ1MSEL 

PFTIASKRJKYLGIHLTRDVKDL 

FKENYKPLLKEIKKDTNKWKNI 

PCSWVGRJNIVKMAILPKDIIQE 

NFPNLARQANIQIQEIRKTPQRY 

SSRRATPRH1IVRFTKVEMKEK 

MLRAAREKASHHTYSKIDPILG 

SKPLLSKCKRTE1 1TN YLSDHSA 1 

KLEFRIKNL 
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SEQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ1DNO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pcpiiuc 5Ct|uciii;c 


Amino acid sequence < X=Unknown, 
*=Slop codon, /^possible nucleotide 
ucicitun, \— |H*aaii/ic iiticicuuuc insertion^ 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSIN*LI 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFT1ASKRIKY 

LGIQLTRDVKDLFJCENYKPLLK 

EIKEDTNKWKNIPCSWVGRJN1 

VKMAILPKA1YRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARJA 

KSILSQKNKAGG1TLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPH1YNYL1FDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVGPNT1KTLEENLGITIQDI 

GTGKDFMSKTPKAMATKAKID 

KRDLIKLNSFCTAICETT1RVNR 

QPTKWEKIFTTYSSDKGLISRIY 

NELKQ1YKKKTNNPIKKWAKD 

MNRHFSKEH1YAAKKHMKKCS 

PSLAIREMQIKTTMRYHLTPVR 

MA11KKSENNSLLAAGGGNRRT 

ANVVAHGFANLLTLDKKTLQEI 

LVHYPDSERILMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGJCASLARLL 

KLKREQAAQKKENSEGGEEEG 

KENEDKQKENEDKQKENEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASP1AVEEEPHSVRRTVLPRGT 

SRQSLIISMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 


1 


2463 




5459 


35827 


B 


5504 


I 


1221 




5460 


35828 


A 


5505 


1 


4494 




5461 


35829 


A 


5506 


1 


2825 


MARTSYGQHFFPTLISMNIDSG 

RQNNGIPKLSTSYSLKPMNTLC 

YLVKRDLEGVLKLRILTWESSL 

DYPGGPSVITKVLIRQKEGQSQ 

RTRYDNGSRGWSDAIAVICRPQ 

AKECGWPLEAGKGKEWILRKE 

CI PANTLMLAQCPPTLRVGGSV 

CSAWRMIQNSDGERRKRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVII 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Un known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codou for last amino acid 


•^Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


5462 


35830 


A 


5508 


1184 


4791 


TSMQKSSIKYWQTESSSTSKSLS 

TM1KWASSLGCKAGSVYANQ* 

M* SSI*TEPKTKT1 * LSQ* MQKK 

PL/YKIQQPFMLKTLNKLAQNL 

LKLISNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLG1QLTRDVKDLFKENY 

KPLLKEIKEDTNKWKNIPCSWV 

GRINIVKMAILPOVIYRFNAIPIK 

LPMTFFTELEKTTFKFIWNOKR 

ARIA KSI LSQKN KAGGITLPDFK 


\: — .7* 


::-Tf ;-•■.>, v.. 




- . 




- « 


LYYKATVT 1 " " 1 ~~ tw 






A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


5511 


I 


4911 




5466 


35834 


A 


5512 


1080 


3119 


SSGLH P WDA RL VQYTQINKCN 

PAYKQSQRQKPHDYLNRCRXK 

A FDKIQQPFM LQTLN KLG 1 DGT 

YFKI1 RA I YDKPTAN 1 1 LNGQKLE 

AFPLKTGTRQGCPLSLLLFNIVL 

EVLARA1RQEKEIKG1QLGICEEV 

KLSLFADDMIVYLENPIISAQNL 

LKLISNFSKVSGYKINVQKSQTF 

LYNNNRQTESQIMSELPFTIALK 

R1KYLG1QLTRDVKDLFKENYK 

PLLKEIKEDTNKWKN1PCSWVG 

RIN1VKMAILPKV1YRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

Q WN RTEPS EI MPH I YN Y L I FDKP 

EKNKQWGKJDSLFNKWCWENW 

LAICRKLKLDPFLTRYTKINSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

K IDKWDL1 KLKSFCTAKETTIRV 

NRQPTTWE1C1FATYSSDKGLISR 

IYNELQQ1YKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMFCKA 

CSSSLAIR\EMQ1KTTMRYHLTP 

VRMAIIKKSGNNRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

AAWTVLPYPCPAATVGRFLKQ 

AQTADHSFLGHVWRVPSSRSW 

TDKEILSLVVNRQNQEVVQLIG 

GLCGTHTISPTQHPATG 



646 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 

hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
cuuun iur |*c|iiiuc 

sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 
*=Slop codon, /=possiblc nucleotide 
deletion* \— possible nucleotide insertion) 


5467 


35835 


A 


5513 


2494 


4549 


LQTILQGYSNSKQHGTGTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKKWGKDS 

LFNKWCWENWLVICIKLKLDP 

FLTPYTKINSRW1 KDLN VRPKTI 

KT1EENLGNTIQDIGMGKDFMS 

ETLKARATKAKIDKWDLIKLKS 

FCTAKETTIRVNRQPTKWEKIF 

AIYSSDKGLIPRIYKELKQ1YKK 

KTNSPIKKWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTAMR Y H LTP V RM A 1 


5468 


35836 


A 


5514 


1 


5582 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYQTLH 

PKSTEYTFFS APH HTYSKI DH 1 L 

GSKALLSKCKRTQIITNYLSDHS 

AIKLELRIKNLTQNHSTTWKLN 

NLLLNDYWVYNEMKAEIKMFF 

ETNENEDTTYQNLWDAFKAVC 

RGKF1ALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKE1ETQKTLQK1NESR 

SWFFERINKIDRPLARLKKKRE 

KNQ1DTIKNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

SLA 1 REMQI KTTMRYH LTPVRM 

AIIKKSGNNRSWYFEKINK1DRL 

LARLIKKKREKNQ1DAIKNDKG 

DITTDPTEIQTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEVESLNRPIRGSEIVAIINSL 

PTKKSPGPDGFTAEFYHRYKJEE 

LVPLLLKLFQSIEKEVILPNSFYE 

AS1IL1PKPDRDTAKKENFRPISL 

MNIDAK1LNKILANR1QQHIKKL 

IHHDQVG 
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SEQID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 

. .... i 


GSACRDPDPDPLRLVGGGAAA 

PPCSSVSPSAWRQSRPREYYEG 

GRGLHAPDRETALGLGIATSER 

MLGICRGRRKFLAASLSLLCIPA 

ITWIYLFSGSFEDGKPVSLSPLE 

SQAHSPRYTASSQRERESLEVR 

MREVEEENRALRRQLSLAQGR 

APSHRRGNHSKTYSMEEGTGD 

SENLRAGIVAGNSSECGQQPVV 

EKCVRRNPLHFHLIADSIAEQILA 

TLFQTWMVPAVRVDFYNADEL 

KSEVSWIPNKHYSGIYGLMKLV 

LTKTLPANLERVIVLDTDITFAT 

DI AEL WA VFH KFKGQQ VLG L V 

ENQSDWYLGNLWKNHRPWPA 

LGRGYNTGVILLLLDKLRKMK 

WEQMWRLTAERELMGMLSTS 

LADQD1FNAVIKQNPFLVYQLP 

CFWNVQLSDHTRSEQCYRDVS 

DLKVIHWNSPKKLRVKNKHVE 

FFRNLYLTFLEYDGNLLRRELF 

GCPSEADVNSEMLQKQLSELDE 

DDLCYEFRRERFTVHRTHLYFL 

HYEYEPAADSTDVTLVAQLSM 

DRLQMLEAICKHWEGPISLALY 

LSDAEAQQFLRYAQGSEVLMS 

RHNVGYHIVYKEGQFYPVNLL 

RNVAMKHISTPYMFLSDIDFLP 

MYGLYEYLRKSVIQLDLANTK 

KAMIVPAFETLRYRLSFPKSKA 

ELLSMLDMGTLFTFRYHVWTK 

GHAPTNFAKWRTATTPYRVEW 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
inUSSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 

aC w%m nl ft 4*1 ^ CI* It It ft* n 

OI pCplIOC 5Cl|IlclILX 


Amino acid sequence < X= Unknown, 
*=Stop codon, /^possible nucleotide 

flplptinn \~nnccihlp nnrlr>ntirl^ inc^rlinnl 


5471 


35839 


A 


5517 


3 


2079 


GKPVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGNHSKT 

YSMEEGTGDSENLRAGIVAGNS 

S ECG QQP VV EKCVRRN PLH FH L 1 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSWIPNKHYS 

G1YGLMKLVLTKTLPANLERVI 

VLDTDITFATDIAELWAVFHKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYMTGVILL 

LLDKLRKMKWEQMWRLTAER 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDHTRS 

EQCYRDVSDLKVIHWNSPKKL 

RVKNKHVEFFRMLYLTFLEYD 

GNLLRRELFGCPSEADVNSENL 

QKQLSELDEDDLCYEFRRERJT 

VHRTHLYFLHYEYEPAADSTD 

VTLVAQLSMDRLQMLEAICKH 

WEGP1SLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYHIVYKE 

GQFYPVNLLRNVAMKHISTPY 

MFLSDIDFLPMYGLYEYLRKSV 

IQLDLANTKKAM1VPAFETLRY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

ELDVQEYEFIVLPNAYM1HMPH 

APSFDITKFRSNKQYRICLKTLK 

EEFQQDMSRRYGFAALKYLTA 


5472 


35840 


A 


5518 


403 


2757 




5473 


35841 


B 


5519 


128 


353 




5474 


35842 


A 


5520 


2 


333 




5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


1 


1113 




5477 


35845 


A 


5523 


I 


2526 




5478 


35846 


A 


5524 


3 


555 
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SKQID 

NO: 


SEQIDiNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*= ! Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 

E. 


1710 

i . 


MSQGTTPWGPTPAGTTPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTRELIHSACVS1SVNTM 

HGLSVA1MSRRCTYYRKYVIDF 

SKSE1IG1PISKNIDLTVGTTVTQ 

LQN LNTVG 1 IGSRGGRGQ V A A L 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMF1PGN 

PKHHCGPPVKVGAYGVTFLGV 

HWCGACQDTPCKMKDKLLHL 

APPTTKKKAQYVVGLLGFWRPl 

YRVTQKAASFEWGPEQDKALP 

Q VQ A A VQPA L LFG P Y DS A DPM 

VLEASVADRDAVWSLWQAP/IS 

HKMGHAQQHSI1KWK*YICDW 

ARAGPKGTTVAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWKIGDKE1 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITOPLSPATPVITOW 

AHKOSGHGGRDGGYTWAOOH 

GLPLTKTGLAMATAECPI 


5480 


35848 


A 


5526 


1 


438 




5481 


35849 


A 


5527 


t 


612 




5482 


35850 


A 


5528 


2 


736 


EKCAMTALSSKLISQQKAFFAK 

MVVDAVMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFSYAGFEMQPKKYH1MPKIALL 

NVELELKAEKDNAEIRVHTVED 

YQA1VDAEWNILYD\KLEKIHH 

SGAKVVLSKLPIGDVATQYFXA 

DRDMFCAGRVPEEDLKRTMM 

ACGGSIQTSVNALSADVLGRCQ 

VFEETQIGGERYNFFTGCPKAK 

TCTFILRGGAEQFMEETERSLH 

DAIM1VRRA 


5483 


35851 


A 


5529 


3 


474 




5484 


35852 


A 


5530 


374 


968 




5485 


35853 


A 


5531 


| 


568 




5486 


35854 


A 


5532 


| 


2136 




JHO / 


35855 

JJOJJ 


A 


5533 
j j j j 


1 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


1 


1602 




5490 


35858 


A 


5536 


120 


340 
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StQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno>vn, 
*-Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 

DDEEAEEKAPVKKSIRDTPA\K 

NAQKSNQNGRDSKPXSSTPRSK 

GQESFKKQEKTPKTPKVGPSSVE 

DIKAKMQASIEKGGSLPKVEAK 

FINYVKDCFVRMTDQEAIXQDLW 

QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSF1SIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTTI 

NLGAGAMDELDIVEAEAMMYE 

GSPIKViLATLKMSVQPTVSLG 

GVFEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLSISGKRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKKSIR 

DTPAKNAQfCSNQNGKDSKPSS 

TPRSKGQESFKKQQKTPKTPKG 

PSSVEDIKAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


554! 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVT1PPKYRELLAKPIGPDDAI 

DALSSDFTCGSP*LYPSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLHSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

DGIVSSSSPHFSSFSSLAFASSTS 

L1ERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGLIEANGELK 

VF1DQNLSPGKGVVSLVAVHPS 

TVNPLGKQLLPKTFGQSNVNIA 

QQVVIGTPQRPAASNTL/VWVG 

SPHTPSTHFASQ\NQPSDSSPW\S 

AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 

NIRRRVYDALNVLMAMM1ISKE 

KKEIKWIGLPTNSAQECQNLEV 

ERQRRLERIKQKQSQLQELILQ 

Q I A FKN L VQRN R\H A EQQ A S RP 

PPPNSVIHLPFIIVNTSKKTVIDC 

SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mei 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


■Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5503 


35871 


A 


5549 


205 


616 


RKLHGSQSS1T1AVFGKQNTYIR 
LEPFKINVLEQITKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 

r\ L/r\y v rvJVrA v IN IN 1 L/| I V IvjolNor 

Nnn^PwnvwinrinFTPik'PVDiM 

in vjVioenv^ v wivjvjv^r i rirvrxrllN 
SVS1RCRARQEGIMSSPGQQVG 


5504 


35872 


B 


5550 


I 


1407 




5505 


35873 


A 


5551 


3 

t 


416 


MLPARMCCGIVSG*QFHTGNSY 
DHDYEFELGTRS*A*LKLLFS*T 
LPD*QLPAGSGEGPYHLEGQLS 
YCHRGGEKALAALLSSPTSKTR 

GQQPRSPVEIRLQHVAIAYQTH 
HAYD 


JjKJO 


J Jo /*♦ 


A 
t\ 


^SS7 
JJJZ 


1 700 


01:7 


1 VITTI 1 PI APnTAI^*F*VMVTC: 
LV II 1 LLr LnvU l/\fv C VInVIo 

Fn^RPIPQT^PVI FQi"il *r,PVI/CC 
ruoKrlLMorVLroUL ur VKtr 

DT 


^A7 


J JO fJ 


D 
D 


j j j j 


1 
I 


JOJ 




^AR 

jjVo 


1^ft7A 
JJO/0 


A 

A. 


JJJ*f 


1 
I 






^AQ 


J JO 1 1 


A 


^^^^ 
jjjj 


J 


1 ASS 
1 Vjj 




i n 

JJ 1 u 


ICO70 


A 
A 


jjjO 


1 
I 


OJ*r 




1 1 

JJ I 1 


JJO/7 


A 
t\ 


Jjj 1 


1 
J 


77^ 




5512 


35880 


A 


5558 


1 


384 




5513 


35881 


A 


5559 


1 


792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSVILLIQLSFCFS 

SGNCGKVLVWAAEYSHWMNI 

KTILDELIQRGHEVTVLASSASI 

LFDPNNSSALKIEIYPTSLTKTEL 

ENF1MQQ1KRWSDLPKDTFWLY 

FSQVQEIMSIFGDITRKFCKDVV 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFNIPFVYSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFE1FDMKKWDQFYSEVLGR 

PTTLSETM G K A D V WLI RN S WN 

FQFPHPLLPNVDFVGGLHC1CPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

AQIPQKVLW\RFDGD\KPDTLGL 

NTRLYKW\IPQN\DLLGHPKTRA 

F1THGGANGIYEAIYHGIPMVGI 

PLFADQPDN1AHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSRIQHDQPVKPL 

DRAVFWIEFVMRHKGAKHLRV 

AArlLILl Wry T MoLL/ V IVJr LL V 

CVATVIFIVTKCCI FCFWKFAR 
KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHC1RMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMN1KTILDELVQRGHEV 

TVLASSASISFDPNSPSTLKFEV 

YPVSLTKTEFEDIIKQLVKRWA 

ELPKDTFWSYFSQVQEIMWTFN 

DILRKFCKDIVSNKKLMKKLQE 

SRFDVVLADAVFPFGELLAELL 

KIPFVYRPRFSPGYAIEKHSGGL 

LFPPSYVPVVMSELSDQMTF1E 

RVKNMIYVLYFEFWFQIFDMK 

KWDQFYSEVLGRPTTLSETMA 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLGLNTRLYKWIPQ 

NDLLGHPKTRAF1THGGANG1Y 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

LLNALKTVINDPLYKENAMKLS 

Rl HHDQPVKPLDRA VF WI EFVM 

RHKGAKHLRVAAHDLTWFQY 

HSLDVTGFLLACVATVIFI1TKC 

LFCVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


1 


225 




5518 


35886 


A 


5564 


1 


3210 




5519 


35887 


A 


5565 


1 


835 




5520 


35888 


A 


5566 


222 


477 


HPRCLSPKGILKYLTKKYLKKN 
NLRDWLRVVANSKESYELRYF 
Q1NQDEEEEEDED* ISFI WKILYE 
FLNKTWDPKKKKTKKKKK 


5521 


35889 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 

VEDPVRKVGGGGTAGGDRWG 

GEDEDEDVKDNWDDDDDEKK 

EEAEVKPEVKISEKKKIAEKIKE 

KERQQKKRQEEIKKRLEEPEEP 

KVLTPEEQLADKLRLKKLQEES 

DLELAKETFGVNNAVYGIDAM 

NPSSRDDFTEFGKLLKDIMTQYE 

ESLYYARFLEVLVRDVCISLEID 

DLKKITNSLTVLCSEKQKQEKQ 

SKAKKKKKGVVPGGGLKATM 

KDDLADYGGYDGGYVQDYED 


5522 


35890 


A 


5568 


| 


897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


3 


427 
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SEO "> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


si:q in no: 

in KSSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Smp codon, /-possible nucleotide 
deletion, \=possil>le nucleotide insertion) 


5526 


35894 


A 


5572 


1 

i 


952 


PRLVLLKMAPLDLDKYVEIARL 

CKYLPENDLKRLCDYVCDLLL 

EESNVQPVSTPVTVCGDIHGQF 

YDLCELFRTGGQVPDTNYIFMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQITQVYG 

F\YDDCLTKYG\NANAWRYCTK 

VFDMLTVAAL1DEQILCVHGGL 

S P D 1 KTL\D\QI RTI ERNQEI PH KG 

AF\CDL\VWS\DPEDVDT\WA!\S 

PRGAGWLFGAK\VTN\EFGS*ST 

NCKLICRAHQLVHEGYrCFMFD 
pi/i \/T\/u/c a dxi vrvDrrxn a ei 

(VI VrKUViN I KfcrlvLrKA VrUbb 

D V 1 DDD TTTDVCI 

K VlrrK I 1 1 rirL 


5527 


«>5oSO 


A 

A 


5573 


54 


5oo 




55zo 


J5oyo 


A 

A 


55 /4 


1 


4Zo / 




5529 


35897 


A 


5575 


1 


507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 


1 


841 


ILLWDVDGGLTQIDKYLYSSED 

YIKSGALLACGIVNSGVRNECD 

PAL A LLSDY VLHNSNTMRLGS! 

FGLGLAYAGSNREDVLTLLLPV 

MGDSKSSMEVAGVTALACGMI 

AVGSCNGDVTSTILQTJMEKSE 

TELKDTYARWLPLGLGLNHLG 

KGEAIEAILAALEVVSEPFRSFA 

NTLVDVCAYAGSGNVLKVQQL 

LHICSEHFDVSKEKEEDKDKKEK 

KUK UKrvb A r A UIV1U A rl V^U V A V 

LGIALIAMGEEIGAEMALRTFG 

HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


AFGVTEPGCYGVIDVDTGKSTL 

FVPRLPASHATWMGKL/HSVLT 

SQKPSVLLTLRGVNTDSGSVCR 

PA^FnPiK^PFVNTNTII HPPIVP 
Lnor Lsvj i orvr t v in in i iLnrci vc 

CRVFKTDMELEVLRYTNKISSE 
AHREVM1CAVKVGMKEYELER 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


St.Q ID NO: 
in USSN 
0D/540UI7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codnn, /= possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5533 


35901 


A 


5579 


18 


154! 


RRCRANMAAATG PSFWLGNET 

LKVPLALFALNRQRLCERLRKN 

PAVOAGSIVVLQGGEETQRYCT 

DTG VLFRQESFFH W A FGVTEPG 

CYGVIDVDTGKSTLFVPRXPAS 

HATWMGKIHSKEHFKEICYAVD 

DVQYVDEIASVLTSQKPSVLLT 

LRGVNTDSGSVCREASFDGISK 

FEVNNTILHPEIVECRVFKTVDM 

EL\EVLRYTNKISS\EAHREV\MK 

AVKSGEWKEYGVGKASFEHY\ 

CYSRG\GMRH\TSYTVCILRAVG 

*GTSAVLTFTGH\AGAPNDRTIQ 

NGDMCLFDMGGEYYSVASDIT 

CSFPRNGKFTADQVKAVYEAVL 

LSSRAVMGAMKPGDWWPDM\ 

HRLAYRIHLEELAHMGILSGSV 

DAMVQAHLGAVFMPHGLGHF 

LG I D V H D VG G Y PEG V ERJ DEPG 

LRSLRTARHLQPGMVLTVEPGI 

YFIDHLLDEALADPARASFLNR 

EVLORFRGFGGVRIFFDVVVID 

SGIELLTOVPRTVFF1FACMAGC 

O VJ 1 L. l—i | V^ V I JV 1 V L~»L> 1 LiAA V^ 1 VI r\ VJ V-> 

DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 


1 


810 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5536 


35904 


A 


5582 


1 


861 

t 


MLKJEI1DDTNKWKHIPCSWMG 

RISIVKMTILPKAIYKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGGITLLDFKR 

YYSAIVTKTVWYWYKNRHIHQ 

RNRJENPEINPNTYSQLIFNKAN 

KNIKWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKINSRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNPKANARKAKI 

NIWDLIKLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLLISRT 

YNELKQ1SKKK\TNNP1KKWAK 

DMNRQFSKEDVQMANKYMKK 

CSTSLIANL1CREMQ1KTTMQY 

HLTPARMAI1KKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLKELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTIAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

HIPCSWMGRISIVKMTiLPKAlY 

KFNAVLIKIPPSFFTELEKTILKF 

LCNEKRASRAKARLNKKNKSG 

GITLLDFKRYYSAIVTKTVWY 

WYKNRHIHQRNRIENPEINPNT 

YSQL I FN K AN KN 1 K WG N DTL FS 

KWCWDNWLATCRRMKLDPHL 

SPHTKINSRWIKDLILRPETTKIL 

EDN IG KTLLDVG LG K DFMTKN 

PKANARKAKINIWDLIKLKSFF 

TAKGTVSRVNROPTEWEKIFIIH 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1149 


PPVSHSMTLGNSYLFAPNWT1T 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSEICQPECKQHFQESL 

TESSKQNIYETCA1YVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

WQt^PP^TPPKIFPf; P^VVTA P PC A 

VAI V\ PAI PlirMQf^QTl^N/irvOXII 
Y ALr^Lrv/\L-DlIV^Iov^o 1 KJVU^KJN L. 

GN P I L P A 1 H OOPPO 


5540 


35908 


A 


5586 


1 


804 




5541 


35909 


B 


5587 


1 


1995 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

♦NRVKAIM/VGKAEWKT1ELPL 

PRKTVNQKQYR1PGGIAEISTTI 

KELNNAGMVIPTTSPFNSPIWP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSR.LLHKLLCHL 

GHMTQQ1*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDAVWILWQAPISESQWRPP 

GFWSICALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELPIMMWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


1 


1337 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTA LLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIVIDILNIWRIPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIVIQKQYHIPGAITEISATIE 

DLKETG V V1LTTSPFKSSI WPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAAIDLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCRICRHH 


5544 


35912 


A 


5590 


2 


693 


KIVN/QKQYHIRGG1AEISATIKD 

SKDTGVVIPTTSPFNSPIWPVW 

KTDGSWTITVDYHKLDQVVTPI 

AAAVPDVVSLLEQfNTSPGTWY 

AAINLENAFFSIPVHKANQ/KQF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQDIPSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWRQHI 

PHLRVLLQPIYQVTLKAAIFEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid seqtienee ( X=Unknown, 
*=5>top codon, /=possinlc nucleotide 
deletion, \=possible nucleotide insertion) 


5545 


35913 


A 


5591 


1 


1011 

4 - . 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTR VWPTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKJG 

DKEIWGRGMWMDLSEWSKAV 

KIFVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

R DG G Y S W AQQTAG L PFTKA DL 

AMATAECPICQQQRPTLSPLYS 

TIP^QGDQPATWWQIDYIGPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHMASAKTTIHGLIECLIHCYG 

IPHSIASDQSIHF/TTKEVQ*WAH 

AHG1HWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS*R\PTIPVIAQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATAECPICQQQRPSLSPRCGT 
I PR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


116 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIKWK*YJCDW 

ARAGPKGTTVAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWKIGDKE1 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

KMTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


1 


354 




5551 


35919 


A 


5597 


-» 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


I 


483 




5554 


35922 


A 


5600 


1 


1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWR1VSCWFCGWEERR 

EGSAFFVGIPARMSAARESHPH 

GVKRSASPDDDLGSSNWEAAY 

LGNEERKQKFLRLMGA/GKGEE 

DQKINEELESQYQHSMDSKLSG 

RYRRHCGLGFSEVEDHDGEGD 



658 



WO 01/075067 PCT/US01/08631 



SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=p»ssiblc nucleotide insertion) 


5558 


35926 


A 


5604 


1 


404 


PWRIVSCWFCGWEERREGSAFF 

VGIPARMSAARESHPHGVKRSA 

SPDDDLGSSNWEAADLGNEER 

KQKFLRLMGAGKKEHTGRLVI 

GDHKSTSHFRTG\EDHDGFnnv 

AGDDDDDDDDSPDP*SPDDSES 

DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWRIVSCWFCGWEERREGS 

AFFVGIPARMSAARESHPHGVK 

RSASPDDDFFLFA1MNGK*KIV 

NSHRCSVKAKSRQQLGSSNWE 

AADLGNEERKOKFLRLMGAGK 

KEHTGR1 VIGDHKSTSHFRTnF 

rvuii i vJivJL^ v ivj l» J i r\. o i 1 1 1 rv i vj l_< 

ED'KINEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


PQPAAMAAYIWVLIRHGESAW 
NLETSFSG WYDATLSLAGHKE 
AKRGGOALRGLFOVPI APEAV 
GTVWCSWRTPCALKQL*PRPL 
KRRLR1LADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYK\LVLG\ 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

EFD!CFTSV\QKRAIRTLW\TVL\ 

D A FDQM WL ASGEG L WG FN ER 

HYWGS*PGLN*KQKLAAK1G*G 

PRLKI\WRRSY\D\VPPPPMEPDH 

PFYSNISKDRRYADLTEDQLPS 

QESLKDTIARALPFWNEEIVPQI 

KEGKRVLIAAHGNSLRGIVKHL 

EGLSEEAIMELNLPTGIPIVYEL 

DKNLKPIKPMQFLGDEETVRKA 

MEAVAAQGKAKK 


5563 


35931 


A 


5609 


2 


450 


VNKAGGLIYQLDSYAP/RAEAE 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLA1NGMDVN 

GRYTADGKEVLEYLGNPANYP 

VS I RFGRPRLTSN E KL M L AS M F 

HS\IKFVVLADP\RQAGIDSLLRK 

1YE1YSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


5611 


1 


2034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540.2I7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop endon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1106 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTFVS 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\A1NGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VS1RF\G RPRL\TSNE\K LMLGLP 

CFHSLFAJG\SQACLPGTREASR 

HLKILGRQDTFK\LH\CYQTLT\G 

1KFVVL\ADPR\QAGI\DSLLRKI 

YE\1Y\SDFALKNP\F\YSLEMPIR 

CELiFDQNLKLALEVAEKAGTF 


5567 


35935 


A 


5613 


1 


336 




5568 


35936 


B 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 


1 


449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


EAMSSKVSRDTLYEAVREVLH 

GNQRKRRKFLETVELQISLKNY 

DPQKDKRFSGT/VQVGTVLIPPS 

PQCPRACPSPAGSR*AGGGHVG 

TDVLG*FRPPAPGRRGWTDPHP 

GS*NMRGGVGRPRPSPPASLRS 

QAGCW*M*TLRVRLGWLLRSQ 

TLHRALGTPGLGVTCWCCPPK 

RRLKSTPRPKFSVCVLGDQQHC 

DEAKAVDIPHMDIEALKKLNK 

NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 

GNQRKRRKFLETVELQISLKNY 

DPQKDKRFSGTVRLKSTPRPKF 

SVCVLGDQQHCDEAKAVDIPH 

MDIEALKKLNKNKKTGSRSWP 

KKYDAFLA/SQSPLIQADSPKSL 

GP\SLNKGRKSSPSLLTH\NKNM 

VAKVDEVKSTIKFPNWRRCLCL 

AVAVGHVKMTDDELVYNIHLA 

\/"MCI \/CI I 1/ I/\IU/4"IKI\/D AT VIV 

SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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SEOID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uu known, 
*=Stop codon, /= possible nucleotide 
deletion. \=possible nucleotide insertion) 


5575 


35943 


A 


5621 


3 


1215 


LLIMADPRDKALQDYRKKLLE 

HKEIDGRLKELREQLKELTKQY 

EKSENDLKALQSVVGQIWGEVL 

KQLTAEEKFIVICATNGPRYVVG 

C\RRQL*QKVSLKPGTR\VAL\D 

MTTLTI\M EDI LPR\E VDPL V YN 

MS\HEDPG\NVSYSEIGGLSE\QI 

RGI*GEVIGLPLYKPQSYFQRVG 

IIPPK\GCLLYG\PPGTGKNT/LLA 

RAVASQLDCNFLKVVSSSIVDK 

YIGESARL1REMFNYARDHQPCI 

IFMDEIDA1GGRRFSEGTSADRE 

IQRTLMELLNQMDGFDTLHRV 

KMTMATNRPDTLDPALLRPGR 

LDRKIHIDLPNEQARLDILMCIHA 

GP1TKHG\EIDYEAIVKLSDG\FN 

GADLRNVCT\EAGMFA!RADHD 

FVSTGKTSLKAV\RKVADSK(CL 

ESKLDYKPV 


5576 


35944 


A 


5622 


104 


173 




5577 


35945 




5623 




1 140 




5578 


35946 




5624 


"j 


528 




5579 


35947 




5625 


-j 


1083 




5580 


35948 


A 


5626 


1 


471 




5581 


35949 




5627 


-j 


2322 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 


2 


339 


FGLHKWGLGLEASSPCGPLTPS 
YLGFPRPHPGTLGLGRFWPFLA 
LOSLSETPSHARMPRVTVARTS 
PETLEI SPLRA AT*NH RSSG HTC 
FRERMLRVSCRLSLDLSSSWVR 


5585 


35953 


A 


5631 


1 


783 
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SKQ II> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last ninino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
^Stop codon, /-possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


ASRMTVLQEPVQAAIWQALNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSKLAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGH 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVEIGERPLPHQTFN\ 

FTS*RNFA1MCLHTSGTKQVTN\ 

HVFSHRQPETVLTETPQXDTIEL 

NRLNLESSNSKYSLNTDSSVSYI 

DSAVISPXDTVPLGTGVTSILSKP 

VQ\NKPKTGRSLLGGPAALSPL 

TPKFWGFLPIRKPP\SPG\DGS\Y 

LQN YTNTPPV I D V PSTG A PSKK 

TFRVLQSVARIGQTGTKSVFSQ 

SGN SRE VTP 1 LA QTQSSG PQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSrCKLKMKFPPKIP 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSSIISEGKISTITPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YNTGWVLCQIGRAYFELSEYM 

QAERJFSEVRR1ENYRVEGMEIY 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

GADSQIEKSQSSYFIQDLSRFDY 

VKFAVVTKIRAWCAAGNCFSL 

QREHDIAIKFFQRAIQVDPNYA 

YAYTLLGHEFVLTEELDKALAC 

FRNAIRVNPRHYNAWYGLGMI 














5587 


35955 


A 


5633 


260 


678 


GEFSIFFWVWN*LLLWHQETFS 

I*NLFSSH*TSITYQATEEGFDFII 

QMKLFHFGDSIFIYLKLLILNRK 

P**EAAISI*V*TWRSRFSHFQLR 

*HOTOVTNHSWFTEAR*LTDLV 

KSKSPTIPCSRFKANTLF**SDP 


S5RR 




A 
r\ 




i 
i 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


1 


444 




5591 


35959 


A 


5637 


2 


345 
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stQ in 

NO: 


SfcQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, A=possibfc nucleotide 
deletion, ^possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAAVAAAAATTAFGCRI 

WNPCAALTMKQSSNVPAFLSK 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQRJAKE1LPKYFKHNN 

MASFVRQLNMYGFRKVVHIDS 

G I V KQERDGPVEFQHPYFKQGQ 

DDLLENIKRKVSSSKPEENKIRQ 

EDLTKIISSAQKVQIKQET1ESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKIVQFIVTLVQNNQL 

VSLKRKRPLLLNTNGAQKKNL 

FQH1VKEPTDNHHHKVPMSRTE 

GLKPRERISDDIIIYDVTDDNAD 

EEN1PVIPETNEDVISDPSNCSQY 

PDIV1VEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNGSSSLTSVEDPVVTMDGFP 

FG M DN 1 QS F WG R VEIALD Y\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMNPTDYiWJTKS 

ENKGLETTK\NNVVQPVSEEGK 

ENLKSKP\DK\QL1QYTAFPLLAF 

LDG\NPASSV*TGRGTTASFRKF 

CPL*DKPIEVDELLDSSLDPEPT 

QSKLVRLEPLTEAEASEATLFY 

LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


251 




5594 


35962 


A 


5640 


70 


297 


QLRSPLKWKKAQRQPLAIAHV 
LLLRPRKKRQNGFFTVRYARLL 
STLPRSWRR\KQWY*AQNHVRS 
PEWKWHYQSLS 


5595 


35963 


A 


5641 




985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


C 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 

PVCLGISSGGCRTVDFAALQLW 

LRGLALPEQLLRVDPHPQACRR 

L PREPPVG PG QTFGTREP PQ A VS 

TKEASSSNLHAPERTVAGLTFT 

TEQVRALEGVFRHHQYLGPLE 

RNWLAREMQLS\RSR*KPGFK1 

AG*NTNGKCRTPS 


5600 


35968 


A 


5646 


90 


2401 




5601 


35969 


A 


5647 


776 


1018 




5602 


35970 


B 


5648 


1 


1296 




5603 


35971 


A 


5649 


1 


1257 




5604 


35972 


A 


5650 


73! 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


1 


819 





663 



WO 01/075067 



PCT/US01/08631 



SEO") 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


5608 


i can a. 


A 




JO 


o< 1 
Ij 1 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 


** 

-> 


467 


AIASPRAAGIRHELTSTMAAGK 

NKRLTKGGKKGAKKKAV/DN1I 

NIGKTLVTRTQRTK1ASDGLKG 

RVFEESLADLQNDMDGYLLRVI 

*VAr 1 1 bK 1 Nyi/KcvrNKLlPDS 

IGKDIEKACQSIYPLHDDFARK 

VKMLKKPKFELRKLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 
NKVVDPFSKJCbWVDVKAFAM 
FNIRNIGKTLVSRTQGTK1ASDG 
LKGRVFEARLADLQNDEVAFIK 
CK.LI 1 L)L)VnuK.NCL 1 IrnuIvlDL 
1 KUKJWXC^LUKA Wv^ 1 MibAH V 
DVK. 1 1 DO YLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPAAG I RHEGSLTSTMA VGKN 

K R LTKG\G K KG S\K KK V VDPFP 

R\KDWY*RRKHPLMFHYKN\IG 

KT\LVTQDPKGPKIA\SDGLQGF 

VCLKVSLADLQ\NDEVASRKF\ 

RLITEVCFRGKNLP*LTSHGAW 

DLYPVTKMCSHGQKNWQT\MI 

DSSR*MFKTNPMGYLALRLFLC 

/VG FT* KN RNQFRLRKA PP Y A S 

ATQQVPPKSRKKM\ME\IMTPR 

GARQNDLEKKWVNKLIPRQAL 

GKDIRKGPAQSYFIPLVHDVLRL 

tMjI^LLcuorKr IUejoLvjAoIVI 

GGRAVVPGKSHLGTQTGAKVG 
TSLMGYEPPVPRILV 
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SEOID 

NO: 


SKQIONO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


5616 


35984 


A 


5662 


1 


2142 


MIILIDAEICAFDKIQQPFMLKTL 

NICLGIDGTYLKITRAIYDKPTA 

N 1 1 LNGQKL EA FPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1MSEFPFTIATKRJKYLCIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

W E LNN EN T WTQEG EH HTLG P V 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKG1QLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQA FL YTNN RQTESQI MSEFP 

FTIATKR1KYLGIQLTRDVKDLF 

KENYKPLLKE1REDTNKWKNIP 

CSRIGR1NIMKMA1LPKVIYRFN 

DIPI K LPMTFFTELEKTTLKF1 W 

NQK R AC 1 A KTI LSKKN 1 AGG ITL 

PDFKLYYKATVTKTAWYWYQ 

N RD I DQ WN RTE A S E VTSH I YN H 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K1HSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTI R V SRQPTE WEKI FA I Y PS 

DKGUSRIYKELKQIYRKKATNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKXCSSSLVIREMQ1KTTM 



665 



wo 



01/075067 



PCT/US0 1/0863 1 



StOID 

NO: 


SKQIONO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


K K RESS LTHVMR PA S F* Y QSQ A 

ETQQKKRILDQYP**TLMQKSSI 

K/YLA1CRIQQHIKKLIHHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

ICDKNHMIISIDAEKAFDICIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAH1AKSILSQKNKAGGITLR 

DFKL Y YICATVTKTA WYWYQM 

RDIDQWNRTEPSEITLHIYNYLi 

FDKPEKNKQWGTDSLFNKWC 

WENWLA1CRKLKLDPFLTPYTK 

INSR Wl KDLNVRPKT1KTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRJYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSL A IREM Ql KTTM R Y H 

L 1 PVRMAUKrvMjNNKHAPFSIH 

THIMFGSLYLQ1QKDLSILGFW 

YPRGILEPIY 


5618 


35986 


A 


5664 


1 


1910 


MTIIlNlliniTlITNIIVHHTIMlVIT 

TTILTTVIISSTJlIflTIFVFETGAI 

KLEIRIKKLTQNRSATWKLNNL 

LLNDYWVHNEMKAE1KMFFET 

NENKDTTCQNLWDTFKA1NKID 

RPLARLIKKKREKNQ1DAIKMD 

KGDITTDTTGIQTT1REYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEE11NSL 

SI KKSPG PDG FTAEFYQRY K EE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTTKKENFRPJSL 

MNIDAKILNKTLANRJQQHITK 

LIHHVQVGFIPGMQGWFNIRKS 

INNWKKTTLKLIWNQKRACITK 

S1LSQKNKAGGITLPDFKLYYK 

ATVTKTA WY WYQNRDIDQWN 

RTEASEI1PHTYNYLSFDKPDKN 

KKWGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKINSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAICATrCAKID 

KWDLIKLKSFCTAKETTJRVNR 

QPTEWEKIFAIYPSDKGLISRIY 

KELKQVYKKKTNNPIKKWAKD 

1 NKJnrolNCLM T AArNKIilVlKrvL^O 

SSLAIREMQIKTTMRYHLAPVR 
MTIIKKSGSNRQ/W*ASGHVRC 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V s possible nucleotide insertion) 


5619 


35987 

. *\ 


A 


5665 


1 


2460 


MPHAGHARSPGHTLIKLAEWW 

MSRWMEWNPGFPLSIDAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEIEAIIN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASIILIPKPGRYTHKKNNFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHQDQVGI!PGMQSWF"NIHK 

SINVIQHINRTKDKNHMJ1SIDAE 

KAFDKIQQPFM LKTLNKLAG I K 

YLRJQLTRDVKDLFKENYKSLL 

NEIKEDTNKWKNIPCSWIGRMN 

IIKMAI/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKF1WNQKRARIAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEMTPH I YN H LI FDKPDKN 

KQWGKDSLFNKWCWENWLAI 

GRQLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DKWDLIKLKSFCTAKETTIRVN 

RQPTEWEKNFA1YSSDKGLISR1 

YKQLKQ 1 Y KXKTNM PI KK W A K 

DMNRHFSKEDVYAANRHMKK 

CSSSLAIREMQIKTIMIYHLTPV 

TMAIIKKSGNNRCWRGCGEMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELGIPFDPAIPLLGIYPK 

DYKSCCYKDTCTPKLARDDQI 

H I LKQH RRKELETRQKQ Y R A W 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRW1HNQ1LPERI 

KYLGIQLTRDVKDFLKEKYKPL 

LNEIKED1NKWKNIPCSWIGR1N 

LVKMA1L/PQAICRKLKLDPFLT 

TYTK1NSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAMATEAKIDKWDLIKRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRJYEELKQIYKKK 

TNNPINKWAKDMMRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

H PSNN DG KG YRG K PR FQ S LS D 

VHGPQDQKKIIKESALPPTPTFI 

NILNtfNAKTIENGQFPYLLNALK 

QQQPH D A EN LFT WG KEN A A 1 V 

SPCIEVSAALSQWKVPAWPQRS 

GIPNRILRSPIPGLGSWVAFLDL 

VWVRGDPTALK 



667 



WO 01/075067 PCT/USOt/08631 



SKO ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \~possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 


1 


1851 




5623 


35991 


A 


5669 


1 

i 


1947 


MNIDAKILNKILANRIQQHIKICL 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

V L A RA I RQEKEI KG IQLG KEE V 

KLSLFADDMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRIKYLG1QLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRIMIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

1DQWNRTQPSEITPHIYNYLJFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQD1GMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISRIYNELKQ1YKKKTNMPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAUKKSGNNRCWRGC 

GEIGTLLHCWWVINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


5624 


35992 


A 


5670 


2 


1967 
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SCQID 

NO: 


SKQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLAKRIQQHIKKLIHHDQVGF 

IPGMQGWTNIRKSINVIQHINRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLNKLELEETTVKF1WNQ 

KRAHIAKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLJ 

FDKPEKN KQ WGTDSLFNK WC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GITIQD1GMGKDFMSKTPKAMA 

TKAKIDKWDL11CLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQ1YKKKTNNPIK 

KWAKDMNRHFSEED1YAAKICH 

MKKCSSSLAIREMOIKTTMRYH 

I » 1 \*r*J WhJ *— ' * » 1 l\Jrfl*i\^l IX ■ I 1*1 IX 111 

LTP V RM AI I K KSGNN 


5626 


"55994 




5672 


-j 


3477 




5627 


35995 




5673 


-j 


2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 




2724 




5630 


35998 


A 


5676 


1 


4680 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPTKXDPGPD 

G FTA E F YQRi K Y LG IQLTRD V K 

DLFKE1MYKPLLKEIKEDTNKW 

KNIPCSWVGR1NIMKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARITKSILSQKNKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRAEPSEIML 

PIYNYLIFDKPDKNKOWGKDSL 

FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIK 


5631 


35999 


B 


5677 


1 


1989 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


1 


3573 




5634 


36002 


B 


5680 


I 


2630 




5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


I 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQII> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

h(Kl 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tfnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion. \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


101 1 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRITEWPPFEYMILATIIANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAG1KIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKE\DVRTHRK 

E A KNL EK R L DKM\ VN RIN S V EK 

TLNDPMELKTMARELCDACTS 

FSS'FNQVEEKVSVIEDQMDEM 

K*EEKFREKRVKRNEQSLQEIW 

DYVKRPNLRL 


5640 


36008 


A 


5686 


1 


1539 




5641 


36009 


A 


5687 


1 


756 


MDDPRLNVKPLTESLETYSGKS 

KGLEGDVJTDSKLNDCRCPSGT 

KLPEEGLGSNICCSAIFAVLQPL 

LVIPRQTGSGVDHQQTPTDLRM 

TVRRKMNKQKGIASTSTKRTK 

KDIHTKTPSVCHQHQRPKDCSP 

SPATEQSWMENDLEELTEIGFR 

RSVITNFSELKEDVRIHHKKAK 

N LG KRLDE WLTRINS VEKTLN D 

LMLLKTMARELHDSCTSFNSRS 

NQAEEKVSV1EDQFNEIKREEK 

FREK\RVKRN 


5642 


36010 


A 


5688 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRITEWPPFEYMILATIIANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIG1FCFEAG1KIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLN DLM E L KTM A RE L RDACTS 

rbbQrUQVQbMVSVIQDQISEM 

KKbhKJ-RbKKVKKNE/QSLQ*I 

WUYVbKrNLRL 




->OU 1 I 


A 

A 




1 


O l£ 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ II) 

NO: 


SKQIDNO: 
or peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codou Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGSININKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCXSSSPAME 

QSWMENNFDELTEIGFRRSVIT 

NFSELKJEDVQTHCKEAKNLKK 

RLDECLTRINSVEKKTLNDLME 

LKTMAQELHDTCTSFNTQFDQ 

VEERVSVIEDQ1NEIK*EEKFRE 

K\RVKFNE*SCQEIWD*VKRPNI 

HLITVPESDGEKGTKLENTLQDI 

lOENFHNlAROANIOlOEIORTA 

QRYSSRTAfPRHIIVRFAKVEM 

KEKVLRAARKKG 


5647 


36015 


A 


5693 


3 


620 


EAGWLLLSSVDEVMKENDELR 

DSISQLQKQILSLKSAKIALTESL 

ISFRERAEIVEKQTQAL1M*VAD 

LQQGN DQTFQG L L DTG SELTL 1 

PGDPKHHCGPPGPKVRAYGDQ 

VING VLAQVQLI VG P VG P WTH P 

VV1SPVPECVIGIAILNSWQNPHI 

GSLTGRVRA1MVGISWOGOOY 

TFTVLPORYINFPALCHKTAKR 

HTARR 


5648 


36016 


A 


5694 




1098 




5649 


36017 


A 


5695 


2 


563 


HRRAVFRWFWG*RSWGLNM1R 

PQNTKDSNSNCLEKTDSPWCEL 

FKELYKINAFDTPDSLLMRGNE 

FSDPIHHTFDHMWRTKEHNEA 

GWLLLSSVDKVMKENDELGDS 

ISQLQKQILSLKSAKIALSESLIS 

CRERAEIVEK*T*ALIMLVADL 

Q*KVHAQPHHAQPRQVSTVKV 

RALIVLQEVTDP 


5650 


36018 


A 


5696 


1 


499 


FVLVDVNNMWHRYASMLYER 

RLLIICSKLSTLTACIHGFAAML 

YPMYWQHVYIVPVLPPHLLDYC 

CAPMPYL1GIHLSLMEKVRNMA 

LDDVVILNVDTNTLETPFDDLQ 

SLPNDVISSLKNRLKXVSTTTG 

DGVARAFLKAQAAFFGSYRNA 

LK1EPEEPITFCEEA 


5651 


36019 


A 


5697 


-j 


795 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPQEQLNLALLTLNFLSL 

PKGQMLSAAEQHLQKPAAKTE 

A/GRM1WQRDPITKIWEIGKNT 

WGRGYACVSPGQNHQSVWIPS 

RHLKSCHGPDAKEEIPGGS 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, A= possible nucleotide 
deletion, \= possible nucleotide insertion) 


5657 


36025 


A 


5703 


1 


612 


PTRPIKH1TD1PYNSEGQAIVER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQKPAAKTEAEQ 

LVWWRDPITKS*EIGKIITWGK 

GYACVSPGLTQQPIWIPSRHLK 

PYHEPDAEEEIPGGSRGPPPPPV/ 

XJhH V b 1 IJAbbbrHCHbQHLSNT 

A 1 HLU 1 L)ybA V 1 AOCjKKPEES 

KTTSKNK 


5658 


36026 


a ; 


5704 


2 


791 




5659" 


36027 


A 


5705 


2301 


2620 


DGQQLIALHRLALRELQQAGH 
AGLPQQAKILFDGGSEIGK1RGL 

r\ DDD A l/XID l o^d/tii DCncni/*r 

V^Kr KAKNKLoOKUrLKbrbrK.* r 

FGVQGRKTLNRTLKGAPH*NL 

AAKAGKPLSPCTSGRIRM 


5660 


36028 


A 


5706 


1 


1010 


MDDIPQEAGRYRHNQAYAYSI 

QGDGAEDDDERJVRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

GSDLVLYGTSTPKNLIWVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRA1LLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQANVQQFIDEGNYTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNitA 

YYGGGTNFFRKESQKLQQSAK 

KRDAELANGALGIIELNNDYTL 

KKVMKPLITSNTVTDE1ERANV 

FKMNGKWYLFTDSRGSKMTID 

GINSNDIYMLGYVSNSLTGPYK 

PLN KTG L V LQMG L DPN D VTFT 

YSHFAVPQAKGNNVVITSYMT 

DIDD/CfXIT VI TV D T — T A A ADTCC 
V A D CCCD A 1 VXlAKyfl C*DTA D 


DOO I 




D 
D 


^7A7 


i 


1 MO 
i my 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SEQ ID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Mel 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
loeation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNRlFACWGK 

PAWTACCNSLRARR*RA1SCCP 

SH*KRIPRRRIFI*PKRTTAAART 

SSVKKARSFSRALKNAMLS*RT 

APSVS*S*IMITH*KK**SR*SLQ 

TRDLP1SEPPSNR\FSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

F1NAAGTTGIPDWKLAGSERNAI 

NGAIALIEGFRPLTLEPSSLIVNS 

CSKLEQHSTLSRAILL1YKGFCR 

FRNHHQTGFSPAGPNQRGPLAA 

TLSGPGGEGQSAVARLTGEKK 

NHPGAQYANRLSPRVGRFINAA 

GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 

LTG EKK H PRG DQ* QKA PLL A R 

W/RNPLMQLAQ/PDFPTGKRAI 

DTHRSVSHAHIIITIHSSTLSSD1S 

HTDAPNTSSNNYV1A1TSPSDTA 

PTSRTPLHRJHHTTPIPIATLARP 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


1 S YTVPE ALS ARSNPA ACQH AS 

CRPAACPVASVGSPRQPAPGGA 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRSVRRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAAVPVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDPAAGSACPAGWSSRQRSRC 

ELMCAAGISCWHTGHCTWCSL 

SFMPLVLM1LAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEIIPCVLSKQLLVTFITCR 

ASCINESANARGEAVCVLGAR 

VV/SSFHQ*DGQQLIALHRLALR 

ELQQAVHAGLPQQAKJLFDGGS 

EIGK1PYKSKE*PENRLSVVPVW 

EQESTLASV 
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SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQIONO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEHILLFSREPSNKE 
PET*AHSM*ADDKRFAAYKKK 
TKGGTERWDKYGRRPANGIRT 
CENNAKTEHLRDRDQKR/PRER 
ERAR*TTEITEQEGSG*GEPVEQ 
MRKRRAQAWSRRKSTGSQTET 
RSVRVTRVGLKTASESRRIRTM 
EON 


5675 


36043 


B 


572! 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045. 


A 


5723 


1 


1102 

i 


MRWTPGHEITKALQTFQRYTG1 

QHVHRJGMAERMWCDRNRER " 

HTVSSSGGNRLPNPEHFEAFQS 

V AQCTYNQTVQLDITA FLKTV 

KKNKHKFYPAFIHILARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLIYKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRF1NAAGTTGFPTGK 

RAVSATQLIYRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKKEMEKKKEKERKK 

ELQGGRGRRRGGGWGKGRER 

GGRGKJCRRGGGEAIRDAEKAG 

RLPHPDMEIRGRVEQRVGYTIE 

Q1NHMRDVFGTRLRRAEDVFPP 

V1GVAAHKGGVYKTSVSVHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

K L PTDPHLM LRL A I ETV A H D Y D 

VIVIDSAPNLGIGTINVHPAWGS 

AISLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

1 PQRN PTHLH PTTS FPSCN PDTV 

DAWMRFL1TWCLYTSPYSTLM 

GELFPFYQGMLLESTKQGSQVR 

KVFVWTLVPNWNNTQPYSRAI 

LLJYKGFCRFRNHHQTGFSPAG 

ANQRGPLAATLSGPGGEGQSA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 


A 


5728 


1 


960 




5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKNGHTAQGNL*IQCHPHQA 
TNDFLHRJGKNDFQVHMEPKK 
SPHRQVNPKPKEQSWRHHAT 



674 



WO 01/075067 



PCT/US01/086J1 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQTDADDPWL 

ADHLQHCQRCGEILRHYSCGIR 

GNVSAVKCAEHHVPAFARLRN 

PQCGDFQRLDYRLFDSPGVKRR 

EL*TAYRFCHVAP*LMDLRSG 

WAAGAVYRYQSH*FTADRLRS\ 

VDMDEAGNHHSQQTVSQDQKI 

KQRTFSLISGS*TTRTHGHREGN 

ITHRGLSRPNTARILCASfCAHLG 

LPLRSSLP 


5685 


36053 


A 


5731 


1 14 


329 




5686 


36054 


c 


5732 




1983 




5687 


36055 


C 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 


1 


721 


MTSYNEQNKKPVTDPNEMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TE H LMTPPPLPTREQQPPLT V 1 F 

HYLPKSYKTAPPLSPFPDSLFGL 

SQPAPRDMDEAGNHHSQQT\K 

QEQ KTKHCM FS LTSGS *TMRTH 

G H REGT V 1 H RG LLGQFSQQL I N 

KSEFSNTVCREKSGRVLQVNM 

ESPL*MIODALODOTTPKGPITV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGSITVLFIRCSEP 


5690 


36058 


A 


5736 


417 


696 


DRNRKANTACFQHSQVGVEQ* 
EHMDTGKV*SI*YGNYEHTSTC 
ERMEIQKj\TTEHL1sIL*S*SGSFL 
RFTWKMLQFSKISRSFYQVLKH 
QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHYIKVISWRELLL1 

WLRAANASINPGVEQSPSGDPK 

TVTGFPFLRLEAADWVEEASVP 

KGVHIALSSQEQRAGDPRDLEA 

PSNLVISERTHRSFRVSWTPPSD 

SVDRY1CVEYYPVSGGKRQEVV 

RTPGVPDLRLPAIIPQAAWLLA 

HLPAPSAPPTELPTKHTEAQSQ 

RCWSLLLCSVTEVAAPSQVVK 

EAPPSFHTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMNGKWYLFTDSRGSKM 

Tl D EN K I P RN PT Y KG REG PLQG E 

LQTTAQGNKRGYKQMEEHSM 

LMDRKNQYRENGLTAQANPQPP 

PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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si:q id 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cud ot» for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=po$sible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACYIYTTEYYAAIKNDEF/TVL 

CRDMDEAGN H HSQQT VTRTKN 

QTPHVLTHRWELNNENTWTQE 

GEHHTPGPVMLDSAPPTLGHQT 

PGSSAFGLWDLHORLRLPRPOT 

KGSTVGFPGSEAFKLGLGHYW 

LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 


3 


872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAKMATEGLHENE 
TLASLKSEAESLKGKLEEERAiC 
LHDVELHQVAERV/VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
PIGMCHCLWWFG 


5697 


36065 


A 


5743 


3 


387 


AKMATEGLHENETLASLKSEA 

ESLKGKLEEERAKLHDVELHQ 

VAERV/VGPGAVCHEDQKDPQ 

RPREOSPVHGLVOR*EEDRFI V 

TGWEGDRVGFLHHKODPDSER 

RWHMCPVGRGERAAAAELPRT 


S6QR 

JU70 


16066 




5744 


1 


1575 




JU77 




A 


5745 


20 


510 




S700 


1606R 


A 

r\ 


5746 


1 


1392 




S701 


16069 

JUUU7 


A 


5747 


1 


1560 




S70? 


36070 


A 


5748 




325 




5703 


36071 


c 


5749 


206 


409 




5704 


36072 


A 


5750 


1 


855 








r 


575 1 


233 


571 




5706 


36074 


A 


5752 


1 


3600 




5707 


36075 


A 


5753 


1 


4137 




5708 


36076 


A 


5754 


3 


1357 




5709 


36077 


A 


5755 




194 




5710 


36078 


A 


5756 


*> 


269 




5711 


36079 


A 


5757 


1 


1770 




5712 


36080 


A 


5758 


164 


411 


RKNRKPNTAFLTHKWELNNEN 
TWTQGGN1THQG\CWGVQG*R 
RDSIRRNT*CKCRVPGCSKPPW 
HVYTYVTNLHILHMYPRT 
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SKQ ID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5713 


36081 


A 


5759 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLKLLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLDIAEFL1G 

QGAHVGAVNSEGDTPLD1AEEE 

AMEELLQNEVNRQGVD1EAAR 

KEEER1MLRDARQWLNSGHIN 

DVRHAKSGGTALHVAAAKGY 

TEV LKLL1QAG Y DVN 1KDYDG 

WTPLHAAAHWGKEEACRILVD 


5714 


36082 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVN1TLEVS 

N\PRRNGVFLGISTA1VHAIGLEL 

VDGKVLFHVNNGAGR1TAAYE 

PKTATVLCDGKWHTLQANKSK 

HRJTLIVDGNAVGAESPHTQSTS 

VDTNNP1YVGGYPAGVKQKCL 

RSQTSFRGCLRKLALIKSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRA A WLG LG FRG S A V LG LC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

TISRTHEIKKQVDGLIRETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DDANGRVELI LEPKDLY1DRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGS1VDTE 


5718 


36086 


A 


5764 


1 


972 
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SEQ ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ H> NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQKALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

IHYDLLEICNINIVCK*LNRPLTL 

SEKIVYRHPDDPTSQEIERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHLI 

EAQLGSEKDLHQAKDINHEVY 

NFLATGSVKYGLSFWKPGSGI1 

HQIILENYEYPGVLLIGTDSHTP 

NGGSLGG1CIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

G WTSPKD VfLK V AG I LTM KGG 

TGAIVEYHGPVVDS1SCTGMVT 

VCNMGLEIGTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQLIEVNPSELK 

LHINGPFTPDLAHPVAEVGKVA 

EKEEWPLDI*VGLWGSCTNSSY 

EDMGCSAGVAKQALAHGLKC 

KSQFTITPCSEQ1RASIEQDGYA 

QTLRDVGGIVLANACGPC1GQL 

HRKDINKQEKNIIVTSYNRNFM 

GHNDTNPETHAFITSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\PWGTTDHISAAGP*LKFR 

GHLDT1SNNLLSGA1NIENGKAN 

SVHDAVTHEFGPFPDTARYKK 

YGISWVVIGD*NYGKGSSWEH 

AALEPRHL\GGRAIITKSFAR1HE 

TNLRRQGLLPLTFADPADNKIH 

LVDKLT1QSLKDLT/PGKPLKY1 


5720 


36088 


B 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




5722 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPH LQHTRTSKRLN RSSQ A 
FLQNLLPQELATSAGNLAIRPR 
NACSLG FLVSRVPSL A ATPRAP 
WNSGPRLSD*LLPRSSRLSS*RL 
TLPDRLGSPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


41 1 




S777 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 


1 


417 




5730 


36098 


A 


5776 


88 


279 


EDLG RSQSESLG PEFQG * V V A 1 E 
TIWPTEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPNRLRSLQDHHRCSR 
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SEO ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, /= possible nucleotide 
deletion. \=possiblr nucleotide insertion) 


5731 


36099 


A 


5777 


206 


816 


F1DSMLSPSRYQ*LSSQNWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH* LTSNCTTSLH*SKQHGT 

GTKTEKKT*AIPFRT*AWAKTS* 

LKHQKQWQQKPK*TKKIKYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKN1PCSWIGGINIMK 

MAILPKV1YRFNALPIKIPMTFF 

TELEKTTLNFIWNQKRARIAKTI 

LSTKNKAGGITLADFKLYYKPT 

LVKTAWYWYQNREENLGNTIQ 

DIGMGKNFMTKTPKAMATJCA 

KIDKRDLIKPKSFCIAKETTIRM 

NRQPTEWEKLFAIYPSDKALIS 

Oil JX.L'L.i\.V s< /i I IS. rx rv IN INrlMx W /\ 
In. Hi VI iNlxrjrorvCUJI T rV /\ IN fx ri V In. IN 

AH HH WSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLR1QNQCTKITS1LI 
HQQQTNREPNHE*TPIHNCFKE 
N K 1 PRN PT Y KGC EG PLQG E LQT 
TAQGNKKGYKQMEEHSMLMG 

P K'KlfWP FWfiUTAnPI Pk'TkTVM 
ixrvIN^ T IVClNvJrl 1 /W^L/LCiS. 1 rv Vn 

MEPKKSPHRQVNPKPKEQSWR 
HHTT 






A 

A 


J /OU 


18 1 
JO 1 


3Z5 


i pppi pAr.i p**nooo\iQXi a pi i 

DRI 


5735 


36103 


A 


5781 


1 


477 




5736 


36104 


A 


5782 


180 


496 


TPIHNCYKENKIPGNPTYKGCE 
GPLQGELQTTAQ*NKRGQKQM 

PPHQMI K/inRK'>JKVHF>J/FPY<IP 
JDC,ri 3ivi liv] L/rvrx in is. i riDiN/n.r i »>r 

R*FIDSMPSPSNYQ*LSSQNWK 

KLLL*GPYGTKKEPT*PRQS 


5737 


36105 


A 


5783 


1 


533 


MGPEICTSDKLSDEADVTVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KL1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQ1MSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RJSIMKTAILPKVYIRIKDDEWN 

IYRRYTEFRSLHHKLQNKYPQV 

RAYNFPPKKAIGNKEAVLCHG 

R*HDCISRKPHRLSPKSP*ADKQ 

LQQSLRJQNQCAKITSILIYQ*QT 

NREPNHE*TPIHNCFKENKIPRN 

PTYKGCFGPI OGFl OTTAOGN 

KRGTFHQMEEHSILMGRKNQY 

HENGHTAQGLHPDKRR 



fi79 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SfcQID NO: 
in tJSSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l tnknown, 
*=Stop codon, /= possible nucleotide 
deletion* \=possible nucleotide insertion) 


5738 


36106 


A 


5784 


599 


870 


TPANQQHYRRMTLQLKENQTN 
RKRQQKQHQQKRPHKNPIQRS 
AT SKIKGDOSiyP'MLPWGQSP 
QKAL I LA I Arb^KKL) I PPVRGL 
SLQD 


5739 


36107 


C 


5785 


1 


1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 

SSQNWKKLL*SSYGTKKEPTSP 

SQS*AKRTKLEASRYLTSNYTT 

RLQ * PKQHGTGTKTE 1 * 1 NG TQQ 

SPQK*/QPHVYNYL1FNKPEKKK 

QWGKDSLFNKWDMDEVGNHH 

SQQTITRTGNQTPHVFTHRWEL 

NNEITWTQGAGHHTPGPVVGL 

GAGRGIALREIPNANDELMVQQ 

TNMAHIYLCIKPARCADVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLl 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 


5742 


36110 


A 


5788 


281 


491 


SFGYIPSNGMAGSNGISSSRSLR 
NRHTDFHNG'TSLQbHQQCKSV 
PISPHPLQHLLFPUr LMIAILTGV 
R 


5743 


36111 


A 


5789 


1 


381 




5744 


36112 


A 


5790 


1 


3231 




5745 


36113 


A 


5791 


1312 


1463 


KGSATCSPPQANATTTTALQML 

GGIPWGNACGIFTRPPPQTYLN 

THLSTR*RPLLLLLKCVR*KGSA 

TCSPPQANA I I I I ALQMLGGIP 

WGNACG1FTRPPPQTYLNTHLS 

TR 


5746 


36114 


A 


5792 


811 


1065 


1S*VSFMSITH**WKKKEQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LIILCI*RMKKILEIQKGMFKL 

LPY*TKRJMLK/TLNRQLNSTVS 

SLHSRVDSLEKSNTKLIEELAIA 

KNNIIKLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMYNEARRQLRDE 

SQLRQDVENELAVQVSMKHE1 

bLAMrvLLbKDIHbKQUl LIOLK 

rr\/i/ a ix.IIIThylV/'M/'I Arccn 

yyLbbVKAINIblVI Yv/KLyGbbL) 
GLKEKKJEIIVRLYWSALCG 


5747 


36115 


A 


5793 


1 


1353 




5748 


36116 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 
GENFCNLLI*QRANIQNLQ*TQT 
NLQEKNKQPHQKVGEGYQQTL 
LKRRHLCSQKTHEKML1ITGHQ 

VRKKQGHG*SWKPSFSANYRK 
DKKPNTSCSHSQ 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, A=posstb1e nucleotide 
deletion, \= possible nucleotide insertion) 


S74Q 
j i^y 


161 17 


A 




2 


200 


YGLMlRTIPVDPTlRTT<sV<;i TV 
RLATMNPRSRPAPVDTVA PfiPP 
HLHKNOKSSOHSOYLDl TRYf 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


1 


2445 




5752 


36120 


A 


5798 


207 


475 


TNLQEKNKQPHQKVGKGYEQT 
LLKRXHSCSQQTY EKM L I ITG H 
ORN A NON HN D 1 P S H S S * MN D H * 
KDRKOOMI FRM*RNRNAFT1 1 
VGV 


S7S1 
j i jj 


JU I 1 


R 
I_) 


S7QQ 
j / ~7 


1 
i 


681 




5754 


36122 


A 


5800 


1 


798 




5755 


36123 


C 


5801 


78 


245 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 

DKGGLWLSLGRTRTEAHTALS 

RLRASMWIDRSTRAVSVHFTLY 

NPPTQLFTSVSLRVE1LPTGSLV 

PSSLVESFSIFRSDSALQYHLML 

poi vfi ai <;i im pvni yrmmh 

KCIVI ^YWRKPRNWI FVA<\l V<v 
F^FFK 


S7S7 
J / J / 


jO I ^J 


A 


SR01 

JOVJ 


-> 
j 


7701 
z. i y i 




S7SR 

J / JO 


16176 


A 


SR04 




192 








A 
rV 


SROS 




1ft44 






1617R 
Jul Z-o 


A 
/A 


SR06 


-j 


160 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 
TTPESTKNLVESSMVNGGLTSQ 
TKENGLSTSQQVPAQRKKLLR 
APTLAELDSSESEEETLHKSTSS 
SSVSPSFP\FFPVI \FAVFTRKKP 

JJ V 4_) 1 O I 1 \L>LJ V L< « L</ \ VI 1 rVrVrV 1 

PKFI PI<s^TPOPFRROPPORRH*sI 

r rvi L^r too l r >< * i v i \v^/ i i v^rvrvi io i 

EKJETP 


S764 


JU I 




5810 


328 


1086 




S76S 
j / o j 


16111 


A 
r» 


SR1 1 

JO 1 1 


1 


2076 




S766 


16114 




5812 


j 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 




5769 


36137 


A 


5815 


24 


330 


ARDQPI/PKKGTVEGFEPADNK 
CLLRATDGKKKISTVVSSKEVN 
KFOMAY^NI T RANMOni KKR 
u rv i\m rv i rv rv i rv t jjjojjojjr r\ 
A ATA ATT A ATTA ATA AO 

r\ r\ l r\r\ 1 1 r\r\ J 1 r\r\ 1 r\r\\j^ 


S770 
j / /u 


16118 
JO 1 Jo 


A 


SRI 6 

JO 1 \J 


1 
i 


7247 




S771 
j 1 1 1 


16I1Q 


A 


S8I7 

JO 1 / 


1 


319 

jjy 




S777 


16140 

JO 1 HU 


A 


5R1R 

JO 1 o 


j 


461 




S771 
J 1 I J 


1614 1 

JO 1 ** 1 


A 


SR1Q 
jo i y 


j 


Rl 

OJ 




5774 


36142 


A 


5820 


I 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 
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SEO »> 

NO: 


SfcQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
•^top codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


<777 


«>0 1 n J 


A 

A 


<C71 




47s" 




J / /o 


JO i**o 


A 

A 


^Q7/l 


i 
1 


** JU 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 


1 


1554 




5781 


36149 


A 


5827 


129 


522 


LCTDNIEITSKVHLHCSHHGAG 
LGTCSPLCLSLPPPPWAPVQPEP 
PR* A PPP A PQRP VPSTIQG R K RL 
VLHb*M^ T Un/UAHAKVCSFTPE 

DAD DD TUfM/PCTDXITCClJAI/ 1/ C\ 

rAKrK 1 nV^Ivt-t 1 rfN 1 ocHVjKK.y 

TDHTDOI DT\/T1 TA Dl l|/^> r? 

1 rU 1 rrLK 1 V ILI ARLnUr 


5782 


36150 


A 


5828 


1 


541 




<78V 


JOIJ 1 


A 

A 


^Jt7Q 

jozy 


i 
i 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 
S*SGHQPNSQQ 


5785 


36153 


A 


5831 


71 


689 


SPVLDDCPQGPLPSEESW/EQPV 

TRQYPLRPEVHKGLQNIVKHLK 

APGLVRKCSSHCNTPILGVQKP 

NGQWRLVQDLRLINEAVVPLY 

PVVPNPYTLLSQTPEEAEWFMV 

LDLKDAFFC1PLHSDSQFLFAFE 

DPTDHTSQITWMVLPQGFRDSP 

YLrOl^ALAyL)LOHr5>c>K(j 1 LVL 

AVAHni 1 CATCCCACrrkAAT! p\ 

Kjx ADULLr A 1 bobAoCA^vA 1 LD 
LLNrLANy 


-> /oO 


3ol->4 


D 


cot) 




1 1 A Q 
1 145 




5787 


36155 


c 


5833 


233 


319 




5788 


36156 


c 


5834 


11 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLE!A 
GILVQ*MIE*QPKKGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAV1PLYPAVSNPYTLLSQ1LE 
EAEWFTVLDLKDAFFC1PLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 

cccd/^ti \/i Av\/nni i i a i/aaa 
roorU 1 LVLyY VUULLLAKyyA 

TLDLLNFLANQGYKLSKLKAQ 

LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGISSYKFCGMGRKTSVS 
AAKSVSATIPISRVQGLLQVLG 
QEVFLLLCQDQEEQAKREKRD 
QRKATALAMALRQTNLGGSER 

1 1 IN Kj A O \J i> r o KAL Y y L, U L VJU M r 

l^f HVDTD/CD A ADPDI f > *^X!LJ\lA 

KlylntrKu^KoCUonLAI 1 ML 


j /y i 


JO 1 J7 


A 
A 


JOJ / 





771 
/ZJ 




j /yz 


i a i /cn 
JOlOU 


A 

A 


JOJO 


1 OO 


OUZ 




S7QT 

j / yj 


JO J O 1 


A 


JOJ7 




OH J 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 




1182 
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SKQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibte nucleotide 
deletion, V= possible nucleotide insertion) 


5796 


36164 


A 


5842 


23 


302 


LSQWKNRWTRTFLASLSVIANI 
L£PLLNILHVAVWLMLPN*S*V 
KKOVIMXFWNWWVLGl TDFKN 
F ATDPR VCSWPC WLRSF A A HI 
CGFCYSS 


S7Q7 


^6I6S 


ft 


JOtJ 


1 


2622 






16166 

Jul W 


A 


5844 


279 


1024 




S7Q0 


"56167 


A 


S845 


j 


3619 




SKOO 

JOuU 


_>u 1 uo 


Ft 


SR46 




1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKK.TQAASVEAVKMLDEI* 

LLQLSASVPVDVMPGEFDPTNY 

TLPQQPLHPCMFP/LATAYSTLQ 

LVTNPYQAT1DGVRFLGTSGQN 

VSDIFRYSSMEDHLEILE*LRVR 

H1SPTAPDTLGCYPFYFCGNTPS 

FGSKIIRGPEDOTVLLVTVPDFS 

ATQTACLVNLRS/LACQPISFSG 

FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSVAMFSEQAAQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAHIYATRLIQM 

RPFLEN RAQQH WG SG VG V KKL 

CELQPEEKCCVVGTLFKAMPL 

QPSILRJEVSEEHNLLPQPPRSKY 

IHPDDELVLEDELQRIKLKGTID 

VSKLVTGTVLAVFGSVRDDGK 

FLVEDYCFADLAPQKPAPPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSASVPVDVMPGE\FD 

PTNYTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLE1LE 

WTLRVRHISPTAPDTLGCYPFY 

KTDPFIFPECPHVYFCGNTPSFG 

SKIIRGPEDOTVLLVTVPDFSAT 

OTACLVNLRSLACOPISFSGFG 

AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 


3 


279 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 

* 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Slop codon, /= possible nucleotide 
deletion. \=possible nucleotide insertion) 


5807 

r*. • ■ ■ 


36175 


A 

7-—' 


5853 


23 


841 


E1CAKEFRHAEEKKKEVPAVPET 

LKKK\*RNFAELK1KRLRKKFA 

QKMLQRARRKFIHEKAKHXYH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFVIRJRGINGV 

SPKVRKWLQLLRLRQl FNGNLL 

*SSTKAS\INMLRDCRSHILAWG 

VPQILKSVNELIYK\RGYGKINK 

KRIA\LTDN\AL1ARSLGK\YGIL 

LAWEDL1HE1YTV\GK\RFKEAN 

NFPVGPSNLSSPPRWK*KJCKTT 

H FCKK V E D AGN REG RTRSftfcP 

YLEGMDLRCLP 


5808 


36176 


c 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




5811 


36179 


A 


5857 


3 


581 


EQRKIPLVPENLLKKRKAYQAL 

KATQAKQALLAKKEQKKGKG 

LRFKRLESFLHDSWRQKRDKV 

RLRRLEVKPHALELPDKHSLAF 

VVRIERI DGVSLLVQRTIARLRL 

KKIFSGVFVKVTPQNLKMLRJV 

EPYVTWGFPNLKSVRELILKRG 

QA\KVKNKTIPLTDNTVIEEHLG 

ECYSLGVSWGRKPGSLKX 



684 
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SKQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IKSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 


1 


2652 


MFGRSRSWVGGGHGKTSRN1H 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFEN1SHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYYISFLKTLSLKLNNH 

TV HFFYNEHTNDFA LYTEA I KF 

FNHPESMVRJAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWF1GSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

ILIINCEFLNDVLTDHLLNRLFLP 

LYVYSLENQDKVFL1IHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWLISAGSKART 

FFFLKMLIG F WEK V DCE YQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

1CAKGTEGGSKGIKTSGESEE1E 

M V I MERSKLSELA ASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNKENLLKKRKAYQ 

ALKATQAKQELLAKKEQKKGK 

GLRFKLLESFLHDYWQQKPDK 


5813 


36181 


A 


5859 


1 


405 


LEISIMAAS1SGYTFSAVCFHSA 

NSNADHEGFLLGEVRQEETFSIS 

DSQ I SNTEFLQV I\KV IG WYR FR 

RNTOOOMSYREOVLHKOLTRI 

LGVPDLVFLLFSFISTANMSTHA 

LEYVLFRPNRRYTsIQRJSLAIPN 


5814 


36182 


B 


5860 


1 


843 
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SEQID 
NO: 


SKQII) NO: 
of peptide 
sequence 


Met 

hod 


SKQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon Tor peptide 
sequence 


Nucleotide location ol'lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5815 


36183 


A 


5861 


3 


1260 

I ; 


EIS1MAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQVIQIYNHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLTARJLGVPDLVFLLF 

SF1STANNSTHALEYVLFRPNRR 

YNQRISLAIPNLGNTSQQEYKV 

SSVPNTSQSYAKVIKEHGTDFF 

DKDGVMKDIRAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVNKLRRQITQRKNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAAEGRSTLGDAEASDPP 

PPYSDFHPNNQESTLSHSRMER 

SVFMPRPQAVGSSNYASTSAGL 

K Y PG SG A DLPPPORA AGDSG F 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAHPDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


MSLEVDRSVETMCSGDEILLPD 

LPKADVADPLWGPFPVQNCLS 

LARSDSREQGLVLVMESRNRE 

VVPPGVSYSKDGAKSLKGDVP 

ASEVTSKDSTFSQFSPISSAEEC 

GDDEK1KVDDPLTRRTCNQASG 

SAPQQDYDKLKAFGGENSSKT 

GLSPSGNMEKNKVVKREAEAN 

SINLSVYEPFKVRKAEDKLKEN 

SDNVLENRVLDGKLSSEKNDT 

CLPGTAPSKTKSSSKLSSCSSAI 

MALSAKKAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 

DSRRTFTKRLMLEKH VQLM HS 

LKDPDLKE/TDRCHQ*GGNRNK 

RRH/LSSPVPSGSWKNQFSR/CA 

MCGFTTENLLQFHEHIPQHKSD 

SSSYQCQECGLWYTSHVSLSRH 

LFIVHKLKEPQPVSKQNGAGED 

NQQENKPSHEDESPNGTVSDRK 

CKVCVKTFETEAALNTHMR1H 

GMAFIKSKRMSSAKK 
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SEQIl) 

NO: 


SEQIl) NO: 
of peptide 
sequence 


Met 
hod 


SEQIl) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


5819 


36187 


A 


5865 


1 


765 


MQRDVYISHVRKEHGKQMKK 

QPCCQRDKPFSSSHSLCWHNRI 

KHKVIRKVYTCSHCSDSRCTFT 

KQLMLEKHVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQVEVERTGSGVQASQ\GAITQ 

PLKKLKJNVFKVHKCARA\GFT 

TENLLQFHEH1PQHKSDGSSYQ 

CREHLFVVHKLKEPQPVSKQN 

GAGEDNQQENKPSHEDESPNG 

AMSDRKCKVCAKTFETEAALN 

THMQTHGMAFIKSKRMSSDEK. 


5820 


36188 


A 


5866 


878 


1095 


AFFLDTLYTQFSRC*SRAFVPFA 
HPTAMACSSRR/LIRVQEQDAA 
QVTHQSFKDDLCVVLGDTLHH 
RFFLIFRH 


5821 


36189 


A 


5867 


I 


1 137 




5822 


36190 


A 


5868 


1 


1380 




5823 


36191 


A 


5869 


55 


558 




5824 


36192 


A 


5870 


I 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


B 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 


3 


3678 


IPAPVSGRPPPGLLAEGKLSGPR 

PMCRTRLGSHTAASAPARMWL 

FHTLLCIASLALLAAFNVDVAR 

PWLTPKGGAPFVLSSLLHQDPS 

TNQTWLLVTSPRTKRTPGPLHR 

CSLVQDEILCHPVEHVPIPKGRH 

RGVTVVRSHHGVLICIQVLVRR 

PHSLSSELTGTCSLLGPDLRPQA 

QANFFDLENLLDPDARVDTGD 

CYSNKEGGGEDDVNTARQRRA 

LEKEEEEDKEEEEDEEEEEAGT 

EIAI1LDGSGSID 


5829 


36197 


A 


5875 


I 


3189 





687 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1119 


2463 


LRAGGPGQGGKGPAHPGRRVD 

E L LLG H PTA VGC A KGTDC PTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSFINT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAELIAF1R 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGJQAYGAAPFE 

DLQVDFTEMPKCGDI RKl VTG D 

VNTPA1LGVVSSSPPSHIGNNITE 

DPELQPILAGLSLSMYLVTVLR 

NLLIILAVSSDPHLHTPMCFFLS 

NLCWADIGFTLATVPKMIVDM 

QSHTRVISYEGCLTRISFLVLFA 

CIEDMLLTVMAYDCFVAICRPL 

HYPVIVNPHLCVFFLLVYFFLSL 

LDSQLHSWIVLQFTIIKNVEISN 

F VCDPSQLLKLACSDS VI1MSI FM 

YFHSTMFGFLPISGILLSYYKIVP 

SI LRISSSDGKYKA FSTCGSH L A 


5831 


36199 


B 


5877 


1 


1830 




5832 


36200 


C 


5878 


109 


245 




5833 


36201 


B 


5879 


1 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGGDGP 

EEQWMSFCWDIPRKSGAPRERI 

TLRRHLEDCGCKVSICKKAQICR 

QQKDPQEESPAQFYERLCEAYG 

MYTPFDPDSPENQRM1HMALV 

RQSAEDMRRKLQKQAGLAGM 

NPSQLLERASQVFVNRDAV/TP* 

GKQQREWRERG*YDSQYRRGG 

TQPCDIVPNIRR£RR*YHSQYRR 

DAD nnf; DU *CCDr. Al Don CI DDA 

AA*RVPSGPADGQ 


5838 


36206 


A 


5884 


1 


I860 





fiRft 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknowo, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 
NPKPKEQSWRHHTT'LQTILQG 
YSNQNSMPGPTPQ\PSTPAPGG 
N LRN PQSSDLLQ VTKQQGQA L 
AIQREAPLHRJPAPEAIPWYFQP 
QPATQLGSPPVDPPSSAMM/SR 
RAHRSRGPDRQGYPLQGD*PGE 
PRPQEH*RGHSQERLPSSEKQTP 
1CPPAQATQHPEEPDAHQPYKH 
I FOVCAHOGHPVAORRN*PCiY 
WFRYHSAEDPE1 OPILAGI SI S 
MYI VTVLRNLLK 


QC/f A 


JOZUo 


D 
D 


^RRA 


i 
■ 






<SM t 

JO^ 1 


«>ozuy 


D 
O 


^RR7 


i 
■ 


674 1 




^tt/t*5 


**A7 1 a 

JOi IU 


O 
D 


SRRR 


1 UJ 


07 R 




JuHJ 


JOZ 1 1 


A 
A 


*\RRQ 

J007 


30 


7A7R 




J 544 


JOZ IZ 


D 
D 


SRQA 


i j j j 


**Rfld 

JOU*t 




_>5*0 


"2 A*} 1 1 
jOZi j 


A 
/\ 


J07 1 




1 S7^ 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGVELALQSG 

NKVCVCSPRTTISGDAVAPRSV 

LPGCRHIPGE1SQHSHCWAGRS 

LSSRKRGSLFRRMGFIKVVKNK 

AYFKJRYQVKFRRR\RKGKTVDY 

YARKR\LVIQDKNKYNTPKY\R 

MI V\RVTNRDI\ICQM L Y A/R R I E 

GDMIVCAAYCTPNLPKIWV*RV 

GLTNYAAAY\CTGLLL\ARRLL 

NRFGMDKIYEGQVMBLTGDEYN 

VES1DGQPGAFTCYLDAGLAR\ 

TTTGNKVFGAPEGKLWMGGLS 

I PHSTK\RFPG\ Y DS E\S K EFN A\E 

VTSGKHIMGPKCLQNYMVRYL 

ME\ED\EDAYKK\QFS\QYIK\NS 

VTVPDMM\EEMYK\KAHAAIRE 

F S SSM R K KAOG KKFIC KKR WNR 

PVKMSLAOKKDRVAOKKASFL 

QSSRSGLLESLTPAIFP 


5849 


36217 


A 


5895 


1 


1191 




^R^A 


1 R 

jOZ 1 o 


A 


SRQfi 

JO/O 


Z, 1 


1 SO 


PRSSVRPAGGFSSTCPPSWAAS 
RSCTTSHGCGHO*CAOTGTOTR 

I 


35 j 1 


1 Q 

.50Z IV 


A 
r\ 


SRQ7 
Joy / 


1 


1A67 




->ojz 


jOZZU 


A 


^RQR 


1 

1 








JOZZ 1 


A 
r\ 


joy? 


1 

1 






5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 


1 


555 




5856 


36224 


B 


5902 


151 


513 





fiftQ 
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NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5857 

r 


36225 


A 

A 


5903 


1 


2915 


vslafcqplslslspllplassl 

aperthlpgpgslllsppsfpar 

preprgcvtaappdkmdtaee 

d1crvcrsegtpekplyhpcvc 

tgsikfihqeclvqwlkhsrke 

ycelckh rf a ftpi yspdmps rl 

piqd1faglvtsigtairywfhy 

tlvXfarwevvllpacrjykcl 

flgsvsslltlpldmlsrknll 

adclqgcrvvtctlcafislv 

WLREQIVHGGAP1WLEHAAPPF 
NAAGHHQNEA 


5858 


36226 


A 


5904 


3 


907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 


1 


5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHFYRDWVCPN RPCI 1 RNALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSG EKH FLFHPPSDRPFI PYEL 

YTPATYQLTEEGTFKVVDEEA 

MEJCAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 


1 


429 




5864 


36232 


A 


5910 


1 


690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 


3 


2756 


SPGGRTPAARDSIVREV1QNSKE 

VLSLLQEKN PAFKPVLAIIQAG 

DDNLMQEINQNLAEEAGLNITH 

ICLPPDSSEAEIIDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTD1NLGKLVRGDAH 

ECFVSPVAKAVIELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRKGSMTMS1QWKTRQLQSKL 

HEADIVVLGSPKPEEIPLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

IHFGGLIEED 


5869 


36237 


A 


5915 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 

ET1RTALAMGADRGIHVEVPPA 

EAERLGPLQVARV/AVVTADLR 

LN EPC Y ATLPN 1 M KA KKKKI EV 

IKPGDLGVDLTSKLSVISVEDPP 

QRTAGVKVETTEDLVAKLKEIG 
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SKQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


I 


334 




5871 


36239 


A 


5917 

V 


88 


870 


MADVRVLVAVKRVIDYAVKIR 

VKPDRTGVVTDGVKHSMNPFC 

EIAVEEAVRLKEKXLVKEVIAVX 

SCGPAQCQETI\RTALA\MGA\D 

RGIHVEWPPAEAERF/GVPLQV 

ARVLGQAWQRRRRLDLVLLGK 

QA\1ACTDCNQ\TGQMTAGFLD 

WPQGTRASQVTLEGDKLKVER 

EIDGGLETLRLKLPAVVTADLR 

I XICDDVA\T1 D\\TTK/fV Afl/I/'I/IC 

LNbr KY A\ 1 Lr\NlMK7\KK.KKIE 
VlrvPOULOVUL 1 oKLbv ISVEDP 
PQRTAG V K VETTEDL V A KLKEI 


5872 


36240 


A 


crvi o 

5918 


1 


11 A 

774 




5873 


3624 1 


A 


5919 


* 
1 


1557 




5874 


36242 


A 


5920 


1 


1Cf\ 

759 




5875 


36243 


A 


5921 


"» AC 

j05 


638 




5876 


36244 


A 


5922 


364 


540 




5877 


36245 


A 


5923 


9 


1 1 1 




5878 


36246 


A 


5924 


1 


594 




jo fy 




A 

A 




1 AO 


Jy 1 * 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 





fcQ1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aciil sequence ( \=Un known, 
*-Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5882 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

AS1SRGVLVCDECCSVHRSLGR 

HiSiVKHLRHSAWPPTLLQMVH 

TLASNGANSIWEHSLLDPAQVQ 

SGRRKANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCRD\DDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAELVLVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGHYIIPQMAD 

SLDLSELAKAAKKKLQALSNRL 

FEELAMDVYDEVDRRENDAV 

WL ATQN HSTL VTERS A VPFLP V 

NPEYSATRNQGRQKLARFNAR 

EFATL11 Dl LSEAKRRQQGKSLSS 

PTDN LELSLRSQS D LDDQH D YD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQRE1HKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

A PGG STH RRDRQ A FSM Y EPG S 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDAIYSVHVPAGLYRJRK 

GVSASAVPFTPSSPLLSCSQEGS 

RHTSKLSRHGSGADSDYENTQS 

GDPLLG L EGKR FLELGKEEDFH 

PELESLDGDLDPGLPSTEDVILK 

TEQVTKNIQELLRAAQEFKHDS 

FVPCSEKIHLAVTEMASLFPKRP 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 

RLPHSM*SGGTLLISMMQANQS 

LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 

MPQPYPQINITADQLWGSVAVL 

V*MH\NGLPGLCI*AWEKTTSG 

GEQYPSSSAIKQGPKEPYADFIA 

RLQESLKKV1ADLAAQDIVLWL 

LAFDNANPECQAALRPIRGKAH 

LVDYTKVCDGIRDKLHKATLL 

AQAMAGLRMGKGNTPFPGACF 

NCGKHGH 
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WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
IK>/<xin 7 1 7 

Vyf J*#v^i 1 t 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-|lnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


5888 


36256 


A 


5934 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 

EQEYSEVTEDVTEHVYLPAKA 

KVAKEEEAG1QQARQEGDLEA 

WQFPVRIHPPDQQENITATFEPF 

PFKLLKJELKQAINQYGPGSPFV 

MGLLKNVTVSSQMIPTDGDPLT 

RACLTPAQFLQFKTWWADEAS 

1QAARNAWAQPQINITADQLLG 

VGGWAGLDAQFVMQDDAIEQ 

LRG VC I R A R E KM T* CG EQ Y PS F 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 


1 


933 




5892 


36260 


A 


5938 


1 


840 


MGKVWGLVHSTLELFHTDVEE 

EGEYNEVTEEVTKHVYLPAKA 

KAAKEGEVHPYHSAPPHYYFE 

ENDPPDLSFLEDTGTPRLAAAA 

TTKANAVKQPLLLSPSMHR/PLP 

TRPLLAG\QATALPQGV*PLIAP 

PTRPHLEHCSTQ* RPQPA PTLGE 

ITPVTVPQAPLHPRAVQPW/HST 

PTRSWLQAVMPGIAPPSRSPPW 

AVQLRJLTYLGCLSTTPAAVQS 

LSQPPASVRQARVPQAPASSLC 

QEKPPSPPPVAPHGAAAAARPP 

SYHSSCASVAVVAANVL1G 


5893 


36261 


A 


5939 


1 


134 


MGQVW*KSQSPKA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 


1 


1158 




5895 


36263 


A 


5941 


1 


673 


MGIALGSPTTGPKAMKQNLSIG 

PAG1LLPQPVMTPGCPAAAPPV 

A PRCG Y VLS ED A WGN LQG LCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

VVKGGRQSEISSQNKKVIADLA 

AQDIVLQLLAFDNANPDCQAA 

LRPIRGKAHLVDFIKACDVIGGI 

PNLLLHPRGLRA1T1AVFGKQMR 

TSGSNPLRSTFLSRSRSISKNCSA 

EV 


5896 


36264 


A 


5942 


1 


1182 
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SKQ in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQIKKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSSIQAGIQQ 

AR*EGDLEAWQFPVR1HPPDQQ 

GNIIVTFEPFPFKLFKEFKQAVN 

QYGPGSPFVMGLLKNVAVSSW 

miptdwdaltracltpaqflqf 

ktcamkqgprepyvdfjarlqe 

slkkmiadsaAqeivlqllafd 

nahpdcqaalrpirgkahlvd 

yvkacdgigeytpstyekkvn 

CKTASCRSFRRYPEEGIVITGDD 
SSMRVVVPEDLPVGODVEVED 
RDIDDPDPV 


5898 


36266 


A 


5944 


| 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




590j 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


c 


5950 


145 


402 




5905 


36273 


A 


5951 




1 104 


GSRPGGHTLQSHRGRHAQGLR 

SPLLAPVCLGCGTWGQRRLFW 

SLKI*RLLCWF/CRRLQINCKNK 

PAIPRGPT/GPSEKSGLLLQDQG 

DTTNTEEENSKSLENIFGRVIKE 

NFQSLVRDLD1VQYKKHKEHPG 

NSSQKDHHLGTLSSGYPKLRQR 

KES*ELSDRSTRKISQS/YNLYTP 

NTGAPRFIKQLLTDLRNEIDSNT 

IIVGYFSTPLTALDRSSRQKVND 

ETVDLNYTLEQMDLTEIYRTFH 

PTTTEYTFYSTVHGTFSKIDHMI 

CHKMSLNEFKKTEIISSTLSDHS 

GIKLEINSKMNLQNHANTWKL 

NNLLLNEHWVKNEIKMEIEKFF 

KLNDSNDTTYQNLWDMAKAV 

LRGKFIALNTYIK1CMM 


5906 


36274 


B 


5952 


] 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 


I 


1461 
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SKQ ID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRELLDPQSRSRSGFCF 

♦EYPPTSGTEQESVSGNRALCSS 

LRMNGDQNSDVYAQEKQDFV 

QHFSQIVRVLTEDEMGHPEIGD 

AIARLKEVLEYNAIGGKYNRGL 

TVVVAFRELVEPRKQDADSLQ 

RAWTVGWCVELLQAFFLVAD 

DIMDSSLTRRGQICWYQKPGV 

GLDA1NDANLLEACIYRLLKLY 

CREQPYYLNLi ELFLQSS YQI EI 

GADPGPPHSPPRAMWILSDSLK 

RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


1 


532 


RLNEAEQKYKDIQDKLQIISEET 

NARAPECMALKADVVAKKRA 

YNEAEVLYNRSLNEYKALKKD 

DEQLCKRIEELKK/RVLTN/RLE 

PERLERQKKISWLKERVKAFQN 

QENSVNQEIEQFQQALEKDKEE 

HG KIKREKLDVKHALS YNQRL 

LKELKDSKTDRLKRFGPNVPAL 

LEAIDD 


591 1 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




5913 


36281 


A 


5959 


131 


3101 




5914 


36282 


A 


5960 


44 


292 


CQDYRWLLASSVLCWLY*KTQ 
QSDTEDLLCS A PTG PPNPEEDD 
GKS*PEKCRQMT*KKWS!NCKC 
FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 

LLPSGAPERGSPGKEHPEERVV 

TA PPSSSQSAEVLGEL VLDGTA 

PS A H H Dl PA LSPLLPEEARPKHA 

LPPKKKLPSLKQVNSARKQLRP 

KATSAj\TVQRAGSQPASQGLD 

LLSSSTEKPGPPGDPDPIVASEE 

ASEVPLWLDRKESAVPTTPAPL 

QISPFTSQPYVAHTLPQRPEPGE 

PGPDMAQEAPQEDTSPMALMD 

KGENELTGSASEESQETTTSTHT 

TTV1TTEQAP 


5917 


36285 


A 


5963 


1 


1185 




5918 


36286 


A 


5964 


495 


636 


PS V V LDIN VSFN H WS A I FLTM E\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 
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SKQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 




688 


GTSAGDGCPHPHTVLWPPDIMP 

PKKDVPVKKPAGPSISKPAAKP 

AAAGAPPAKTKAEPAVPQAPQ 

KTQEPPVDLSKVVIEFNKDQLE 

EFKEAFELFDRVGDGKILYSQC 

GDVMRALGQNPTNAEVLKVLG 

NPKSDEMNVKVLDFEHFLPML 

QTVAKNKDQGTYEDYVEGLRV 

FDKEGNGTVMGAEIRHVLVTL 

GEKMTEEEVEMLVAGHEDSNG 

CI^Y\EELVRMVLNG i 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPSTVEF 

KEA\FQLFDRTGDGKILYSQCG 

DVMRALGQNPTNAEVLKVLGN 

PKSDEMNVKVLDFEHFLPVMLQ 

TVAKNKDQGTYEDYVEGLRVF 

DK EGNGT VMG A EI RH VLVTLG\ 

EKJVITENEDVHMLVAGHEDSNG 

CINYEAFVRHILSG 


5922 


36290 


A 


5968 


1 


405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETFI 

SHLEVKKGMLVGIVGKVGCGK 

SSLLAAIAGELHRWEQVQCGG 

HTLH*APEQMLRGHVAVRGLS 

KGFGLATQEPWIQFATiRDNILF 

GKTFDAQLYJCEVLEACALNDD 

LSI LPAG DQTE VG EKG VTLSGG 

QRARJALARAVYQEKELYLLD 

DPLAAVDADVANPPACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


1 


915 




5929 


36297 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


AAA 

280 




5931 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


I 


537 




5933 


36301 


A 


5979 


242 


576 


AANSLYKGSNbAALNLVGF IS 
CLTHPVYMK*APS*T1CLLYSM 
VILKALFFPQNINFIFLPVKSRHS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


I 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFLILPTSF+WCSFFV 

LLFLFLSLSLSSLKLHSDLDKGE 

GTAKYTLSGDGAGPWFTIDETT 

GD\IHAIRSL\DREEKPFYTLR\A 

QVAVDIETRKPLEPESERIIKVQ 

DIXNDNbPKr WG WDLMVATGP 

QKWSPVG*VGQ1K1L 


5937 


36305 


A 


5983 


1 


1510 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown. 
*=Stop codon, /= possible nucleotide 
deletion, Y=pos$ib!c nucleotide insertion) 


5938 


36306 


A 


5984 


1 


603 




5939 


36307 


A 


5985 


250 


505 


GFSPTWQ*MNTHPSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SHVKGKDQIPVPICPCTTAPVT 
MESTCIC*PTHVSCKTLMV 


5940 


36308 


A 


5986 


-* 


131 


RVLVPD1RGA1*AVPKSPSIKSYP 
ALPRALFLLPPYPDDLG1 


5941 


36309 


A 


5987 


I 


913 




5942 


36310 


A 


5988 


5 


177 




5943 


3631 1 


A 


5989 




383 




5944 


36312 


A 


5990 


I 


1323 




5945 


36313 


A 


5991 


342 


594 " " 




5946 


36314 


A 


5992 


I 


321 




5947 


36315 


A 


5993 




601 




5948 


36316 


A 


5994 


| 


1023 




5949 


36317 


A 


5995 


1 


606 




5950 


36318 


A 


5996 


1 


1536 






36319 


A 


5997 


2 


1394 




5952 


36320 


A 


5998 


371 


1045 




5953 


36321 


A 


5999 


3 


360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


711 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

iTod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possi hie nucleotide 
deletion* \= possible nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKKSR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRLQMPLKDDHTSRPLWV 

APDGHIFLEAFSPVYKYAQDFL 

VAIAEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDG1MQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSA1SKTAESSGGPSTSR 

VTDPQG KS DI PMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRC1HLEYPLLAEYDFRN 

DS VNP\D1N I DLK PTA VXLRPYQE 

KSLR\KMFGNGRARSGVIVLPC 

GAGKSLVGVTAACTVRKRCLV 

LGNSAVSVEQWKAQFKMWST! 

DDSQ1CRFTSDAKDKPIGCSVAI 

STYSMLGHTTKRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLTIVQAHCKLGLTATLV 

REDDKIVDLNFLIGPKLYEANW 

MELQNNGYIAKVQCAEVWCP 

MSPEFYREYVAIKTKKRILLYT 

MMPNKFRACQFLIKFHERRNDK 

II VFADN VFALKEY Al RLN KPYI 

YGPTSQGERMQILQNFKHNPKI 

XJTIE , IQk r \//";r*TCI7r\I DPAXIX/I \C\\ 
IN 1 1 rloK v\jU i orULrtAIN V Lll^l 

oonUUjIvKytAvKLuKVLKA K 

ISAJJVI V Act Y INAxr Y oL Vol^LI 1 


5958 


36326 


A 


6004 


1 


933 




5959 


36327 


A 


6005 


1 


879 




5960 


36328 


A 

A 


oOUo 




III 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ "> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTVISSSQLMALGP*RTAQVLA 

A A P A * LG ASS A A RG I D PQ A G KT 

QKXETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLNPVWQPFSIPVRA 

LCNG D Y DRTVKI D V Y D WDRD 

GSHDF1GEFTTSYRELSKAQNQ 

FTVYEVLNPRKKCKJCKKYVNS 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLS 

AYAMALKAVGEHQDYDSDKL 

FPAYGFGAKLPPEGRJSHOFP1 N 

NNDFDPNCAG1EGVLESYFOSL 

RTVOLYGPTYFAPVINOVASLP 


S964 

J7UH 




A 


6010 


1 


1059 




S96S 

J7UJ 


36333 


A 


601 1 

\jyj i i 


255 


405 




SQ66 


36334 

JUJJt 


A 


6012 


251 


1 199 




5967 


36335 


A 


6013 


1 


1791 




S96R 




A 
/i 


6014 


335 


984 




5969 


36337 


A 


6015 


1 


127 


LPLRLS YE1 YL YFTF* KPEHNKS 
HFLESH L I RNTRS ALNTRK 


5970 


36338 


A 


6016 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide insertion) 


5971 


36339 


A 


6017 


186 

! 


2699 

• i 


PRGAK PA VPAG PER PG PG PG PC 

SPRPMVLPTCPMAEFALPRHSA 

VMERLRRR1ELCRRHHSTCEAR 

YEAVSPERLELERQHTFALHQR 

CIQAKAKRAGKHRQPPAATAP 

APAAPAPRLDAADGPEHGRPA 

THLHDTVKRNLDSATSPQNGD 

QQNGYGDLFPGHKKTRREAPL 

GVAISSNGLPPASPLGQSDKPSG 

ADALQSSGKHSLGLDSLNKKR 

LADSSLHLNGGSNPSESFPLSLN 

KELKQEPVEDLPCMITGTVGSIS 

QSNLMPDLNLNEQEWKELIEEL 

NRSVPDEDMKDLFNEDFEEKK 

DPESSGSATQTPLAQDINIKTEF 

SPAAFEQEQLGSPQVRAGSAGQ 

TFLGPSSAPVSTDSPSLGGSQTL 

FHTSGQPRADNPSPNLMPASAQ 

AQNAQRALAGVVLPSQGPGGA 

SELSSAHQLQQIAAKQKREQML 

QNPQQATPAPAPGQMSTWQQT 

GPSHSSLDVPYPMEKPASPSSY 

KQDFTNSKL/PHDA*CE*EFPSA 

RRPLPPAQPCEPAESPATE*LES 

ELRE/YTRGLCWMRQYKTPFSL 

QSGLWARQPGVWPEQASPDGL 

SSPAAVPYKSRAELPVSDEAKA 

RKYAFPITGSTWPGAEPFQCPC 

ASPGYQCWDPAACRVRGQLPQ 

QLPLSQQ PATG RCN E A AS V A FG 

PTETKG A A A KA FTA TA VPSE AT 

APSRGTGEATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 


36341 


A 


6019 


^> 
J 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKEIRESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPV1FAGGQAYT1QGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

YNTGFOWAl ES\*sFPFV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

MGRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TLRSSWQVVRTGTAQAATVRG 

FPPHPPRP\SASTLTLEGPPLEAY 

TIQGQYAIPQPDLTKLHQLVAM 

QQSHFPMH7GDGIHSDYSAG\LD 

ASA\QTTSH\ELTISKRILIGLA*S 

GR^RAPKINGri^ROM^riAOIVKI 

ANPV\EGSTD*GRFTITGSAASIS 

LAQYLINVRLSSETGGMGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


5975 


36343 


A 


6021 


181 


1369 


PLKVQLPRTLLDMDTGVIEGGL 

NVTLTIRLLMHGKEVGS1I\GKK 

GESVKKMREESGARI\NISEGNC 

PERII\TLAGTH*LPSFKAFAMI\I 

DKLGRRDISSSMYTNSTAAQLGP 

P VTL KLG\A PA S\QCG S LI G KG G 

CKIKEIRESTGAQVQVAGDMLP 

N\STE AG H H Y L LG 1 PQS 1 I\EC V\K 

QJLRGSCWETLFPSSPPKGVT1P\ 

YRPK\PSSSPV\IRAGGPGQVPA 

QAATVRAFPTPPRPCGSTLTWE 

GPPLEAYTIQGQYA!PQPD\LTK 

L\HQL\AMQQSHFPMTHGNTGF 

SG\1ESSF\PEVKGYW\AGL\DAS 

AQTTSH ELTI\PNG FD WAG 1 1G A 

CIS rz A 1/ IXFV EtX>r\KACt~* A /~\1V I A XII> 

r rVO A K 1 IM \b I Kvj M bvj A(^I K 1 A N r 

Vt\U5 1 UKl^V 1 1 1 OoAAoIbLAC^ 

vi ixi\/di cccTr , \^Kjfr , \ixi 
Y LIN VKLbot 1 OxUMONN 




1A1AA 
jOjHH 


A 

A 


Af\11 


i 
1 


ovu 




CQ77 

jy 1 1 




A 




i 
1 


TOO 

5yy 




J7/0 




A 
A 




-5 
J 


1Q1 

jy / 




jy fy 


50 jh 1 


A 

A 


OVZj 




1AQ 




jyo\) 


16.1AQ 
JOjHo 


A 

A 


OVZO 


1 11 
1 / / 


All 




^OC 1 


JOJHy 


A 

A 


Ann 


ny 


HJ 1 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFGPARWRETPPSLYKEFSG 

LFGSFFLSSAWGAHNLRALFLL 

LPSSRIQPTPWVFGDLKSPAGL 

QVLNDYLADKSY1EGYVPSQAX 

DVAVFEAVSSPPPADLCHALR 

WYNHIKSYEK\EKASLPGVKKA 

LGKYGPADVEDTTGSGATDSK 

DDDDiDLFGSDDEEVESEKPICRL 

\REERLAQYESKJCAKKPG\LVA 

KSS1LLLVKP\WD\DETDMAKLE 

PPV/DClAArv^l \/\l/nCCL r l \\/D\/ 

\J T OlrvrvLV^l^CV V E*VUK Vu 1 LI 

MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


6031 


1 


211 




5986 


36354 


A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
Ivl i> t r L r n * LM * bL V LrvK V *C Lo 

VSFFFF 


5987 


36355 


A 


6033 


1 


588 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in US5N 
09/540,217 


Nucleotide 
location of first 
t od on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unki>own, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


5988 


36356 


A 


6034 


279 


1333 

< 


LIFCGCWLFASLTVMEAAHFFE 

GTEKLLEVWFSRQQPDANQGS 

GDLRTIPRSEWDILLKDVQCSII 

SVTKTDKQEAYVLSESSMFVSK 

RRFILKTCGTTLLLKALVPLLKL 

ARDYSGFDSIQSFFYSRKNFMK 

PSHQGYPHRNFQEEIEFLNAIFP 

NGAGYCMGRMNSDCWYLYTL 

DFPEERWISQPDQTLEILMSELD 

PAVMDQF*HEDG\VTAK£)VTRE 

SG1RDL1PG$YIDATMR\NPCGYS 

\MNGMKS\E)GTYWT\IHITPEPEF 

SYVSFETNLSQTSYDDLIRKVV 

EVFKPGKFVTTLFVNQSSKCRT 

RLGLPQKAIEGFKRVLDCQEGWF 

KDSNFFFXTSFAKXQQOQQS 


5989 


36357 


A 


6035 


1 


687 




5990 


36358 


A 


6036 


1 


894 




5991 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEKGATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKAISR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVNGEHLWL 

ETNVSGXDLCYLGEENCQVRFA 

KSA LRRKCA VCKI V V/HTTAC1 E 

ELEK1NFRCKPTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 


1 


5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 

TAATITAAAIMSDTDSDEDSAG 

GGPFSLAGFLFGNINGAGQLEG 

ESVLDDECKKHLAGLGALGLG 

SLITELTANEELTGTDGALVND 

EGWVRSTEDAVDYSD1NEVAE 

DESRRYQQTMGSLQPLCHSDY 

DEDDYDADCED1DCKLMPPPPP 

PPGPMKKDKDQDS1TGEKVDFS 

SSSDSESEMGPQEATQAESEDG 

K.LTLPLAGIMQHDATKLLPSVT 

ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 


1 


354 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possihle nucleotide 
deletion, ^possible nucleotide insertion) 


6002 


36370 


A 


6048 




666 




6003 


36371 


A 


6049 


129 


456 


TYPAVGESSRRPERSRGVPGPD 
AAAESHFRPGRISNPLHRAGEQ 
unAKnLUjUvriu^nivvjKULKL 

Lr VV^nrUy VL/ArVnu VArrAr 


AAA/1 


-JOT) 
JO J IL 


A 


OUDU 


1 


l\Jyj 




oUUj 


303 /3 


A 
A 


£A^ 1 


1 7 1 
1 / 1 


o i y 




OUUO 


->03 /4 


A 

A 


<A<0 




fs> i 

OZ I 




oOU/ 




t> 


oUjj 







i ft i 

1 o 1 




OUU5 . 


303 /O 


A 
A 


OlO** 




yuj 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 




6011 


36379 


A 


6057 


3 


829 


LTDCLKDVDLIPPFNRMLLEVT 

FGKLYAWTVQNILTMVLMDASA 

KFKELG1QPVPLQTITSENPLGP 

SLGSIPQARFLLMMLSMLTLQH 

SANNLDLLLNSGTLALTQTALR 

LIVLPDVELLI*DHLL*MQTSIV* 

LPVLALLLAQHRSFGPSCDNVE 

EDMNASAQGASATVLEATRKE 

TAPVHLPVSGPELAATMKIGTR 

VMRGVDWKWGD/QEAEQTER 

*MII4DTTK>fNylPTQTIKll 1 CW\ DA 
INIrlr 1 1 IviiVj r 1 o 1 IINLLV^ 1 Ll^-LrA 

RVHAEIMQSEATKTLCGLLQIL 
VESGTTDKTRM E 


6012 


36380 


A 


6058 


1 


5421 


IFVFGCPGSPRLQMVENRYTES 

FFTGQNCRNNEKVTLVRIADLE 

NHNNDGGFWTVIDGKVYDIKD 

FQTQSLTENS1LAQFAGEDPVV 

ALEAALQFEDTRESMHAFCVG 

QYLEPDQEGVT1PDLGSLSSPLI 

DTERNLGLLLGLHASYLAMSTP 

LSPVEIECAKWVQSSIFSGGLQT 

SQIHYRYNEEKDEDHCSSPGGT 

PASKSRLCSHRRALGDHSOAFL 

Q AI A DNN IQDHN VKDFLCQI ER 

YCRQC H LTTP 1 M F 
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SKQ 11) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for la.st amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6013 


36381 


A 


6059 


1 


2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSI1CSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTL1CKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTR ESMH AFC VGQ YLEVR 

L Y A LSD A E DG RGYTL *WLQSS 1 F 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DHSQAFLQAIADNN1QDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SN ELRPA VGNDLSI ISEFKLLSSL 

PRWRRIAQKIIRERRKKRIPKKP 

ESTADEEKIGNEESDLEEACILP 

HSPFNVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

pmi nPVpciAi TPnvrr.Ai q.qp 

OWITI 1 M^VM^nH A PPPA A CI 
y wi I L> L. ivi n. v rvj rvuri/\r r rAAoL 

QRQRWVAVSLPHALVKSGTVP 


6014 


36382 


A 


6060 


I 


7297 




6015 


36383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
K/rrbLbKKdH 1 bKLY LbbOSAb 
r A 9 VCj K KA rba V N D KOO A I Q RA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 




437 




6017 


36385 


A 


6063 


1 


425 


MTELPTLWKPLKNSPMFRVIAR 
AFCVTFILVSTHQEMLTITSENP 
LGPSLGSIPQARFLLMMLSMLT 
LQHSANNLDLLLNSGTLALTQT 

Al PI tnrJTPVPI PA PI AAPAPP 

AAAA/VDKNPRRRGQKVAVAK 
SGGDRGKKSR 



704 



WO 01/075067 PCT/US0 1/08631 



SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 

hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib1c nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGEKM 

PSESFCLAAQARLDSKWLKTDI 

QLAFTRDGLCGLWNEMVKDG 

EIVYTGTESTQNGELPPRKDDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTLSALRLKQRLVILERYFIA 

LNRTVFQENVKVKWKSSGISLP 

PVDKKSSRPAGKGVEGL ARVfi 

SRAALSFAFAFLRRAWRSOFDA 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVRJAD 
LENHNNDGGFWTVIDGKVYDI 
KDFQTQSLTENSILAQFAGEDP 
VVALEAALQFEDTRESMHAFC 
VGQYLEPDQEG VTI PDLGSLSSP 
LIDTERNLGLLLGLHASYLAMS 
TPLSPVEIECAKWLQSSIFSGGL 
QTSQ1HYSYYEEKDEDHCSSPG 
GTP A S KS RLCSH RRALG DH SQ A 
FI OAIADlsTNIODHMVKDFI POI 
FRYCROCHI TTPIMFPPFHPVFF 
VGRLLLCCLLKH 


6021 


36389 


A 


6067 


1 


1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 

GKLPSWVPISLQCTPSSPECRSV 

*RQL*HGHMHELLY1ITKADSVI 

TASCLISRSEWXWGDGGTVSLV 

ORFVDYGSSOCORPHRTGCASS 

SAPORASSVAPG 


UUiJ 






6069 


] 


49 


EWSGTRTWWRPWSCRT*CRT 


6074 


16392 


A 


6070 


j 


726 




6025 


36393 


A 


6071 


368 


485 




6026 


36394 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPAKERESASMSSPEE*P/ 

DMAKGAPPSQPPPNSVPAD/CS 

RSVRLSSSNFEESLRPTEDDEGQ 

EGQDSMSRAKANWLRAFNKV 

RMQLQEARGEGEMSKSLWFKG 

GPGGGL1 1 1 DSMPDIRKRKP1 PL V 

SDLAMS1 VOSRKAAITSAL ASS 

TLNNFELKNHVYICICTLOALIYP 

ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NGIPDFSNTTLLRGLQMPGARG 

PCCGSQRHrNLLMGTGVFLVK 

MKA/NEFFFLDSETRLCKIAPEG 

WREQPQKTSMNTFTLFLRIKFF 

VSHYGLL 
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SLQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknowu, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6030 


36398 


A 


6077 


91 


749 




6031 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNFIWELSSPHNTSAVLLVVF 

HKGPSPKFEVKLKKNANGLGFS 

FVQMEKESCSHLKSDLVRIKRL 

FPGHPAEENGAIAAGDMLAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

A ?S? VTL ^&Py > P A ^ PELE QE 

wqgqkykHwaivneaevee 

vvevagtveffgdq\ga*chhp 

ACSGKPLGWHGGLSRKCPRLFF 
RGATRVTGAQGLKEVKQQSFR 
SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 

NGN\GGGKGKQAAPKGREAFR 

SQRRESEGSVDCPTLEFEYGDA 

DGHAAELSELYSYTENLEFTNN 

RRCFEEDFKTQVQGKEWLELE 

EDAQKAYIMGLLDRLEVVSRE 

RRLKAARAVLYLAQGTFGECD 

SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKAIEKNLKEDGIS 

AAKDVKLLLLGAGESGKSTIVK 

QMKIIH\EDGFSGEDVKQYKPV 

V\YSNTIQSL\AAIVRAMDTLGIE 

YGDKERKADAKMVCDVVSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDR1GAADYQPTEQDILRTR 

VKTTG I V ETH FTFKNLHFRLFD 

VGGQRSERKKWIHCFEDVTAII 

FCVALSGYDQVLHEDETTNRM 

HESLMLFDSICNNKFFIDTSIILF 

LNKKDLFGEKIKJCSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNTN1QVV 

FDAVTDI11ANNLRGCGLY 


6039 


36407 


A 


6086 


1 


1053 
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SKQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unknown, 
*=Stop codon, A=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


6040 


36408 


A 


6087 


2 


377 


IYDGFDGFAKGQIKEIGWTDVG 

GWTGQGGSILGTKRVLPGK/Y 

MEEIATQMRTHSINALLIIGGFE 

AYLGLLFLSVFVTLKLFYOHFM 

HVLLTLIPNRRVP1CPTSPSACC 

LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 


1 


591 




6042 


36410 


A 


6089 


1 


2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKA1GVLTS 

GGDAQGMNAAVRAVVRMG1Y 

VGAKVYFIYEGYQGMVDGGSN 

IAEADWESVSS1LQVGGTI1GSA 

RCQAFRTREGRLKAACNLLQR 

GITNLCV1GGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGSIDNDFCGT 

DMTIGTDSALHRI1EVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMCVKLSENRARKKRLNII 

IVAEGAIDTQNKPITSEKIKELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAVIALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

D A VRLRG RSF AGN LNTYK RL A I 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLAIYDGFDGFAKGQIKE1GW 

TDVGG WTGQGGS 1 LGTKRVLP 

GKYLEEIATQMRTHSIVNALLIIG 

GFXEAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNMVPGSDFSIG 

ADTALNTITDTCDRJKQSASGT 

KRRVFIIETMGGYCGYLAMMG 

GLAAGADAAYIFEEPFDJRDLQ 

SNVEHLTEKMKTTIQRGLVLRN 

ESCSENYTTDFIYQLYSEEGKG 

VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 
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SKQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540417 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnkiiown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6044 


36412 

. . 


A 


6091 


1930 


5781 


RAKSPANI1MTGSNSHITILTLN 

VNGLNSP1KRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVA1LVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRIKNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 


1 


5127 




6047 


36415 


A 


6094 


1 


3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELT1LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDH1VGSK 

ALLSKCKRTEIITNCLSDHSA1K 

LE LRI KN LTQN RSTTW K LNM LL 

LNDYWVHNEMKAEIKMFFETM 

ENKDTTYQNLWDTFKAVCRGK 

w~+ ■ a * vt a in/r\i/ AFnni/irvTi irw^v^vi 

FIALNAHKRKQERSKIDTLTSQL 
KELEKQEQTHSKASRRQE1TKIR 
AELKEIETQ 


6049 


36417 


A 


6096 


1 


5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRIKNPTQSRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIPLNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

aWrr CKJlNlv 1 UKrLArCLIIVlVIVK 

EKNQIDTIKNDK 


6051 


36419 


A 


6098 


1 


3235 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


6052 


36420 


A 


6099 


1 


3070 


MATLIPLLFHKHPHLTQRYQFN 

VRGGCPTSTSAIATLDPRTAVFP 

LMSVFQTSAPWPFWGFTHQTP 

VPQPLKVKIHSSADTAADIQAN 

RVWSGPPANSKRPAAEEGKLT 

NRKDIHTKNPSVRHHHQRPKV 

DKTTKTGKKQRRKTGNSKKQS 

ACPPPKERSSSTATEQSWTEND 

FDKLREGFRRSNYSKLQDE1QT 

KGKEVENLEKSLDECITRITNTE 

KGLKKLENYVKNEETSGANAI 

NWKKGINKIDRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


M KA E 1 K M FFETN EN KDTTN QN 

LWDAFKAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQS1EKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQH1KKLIHHDQVGFFPGMQG 

WFNIRKSFNVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKHRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTI ASKRI K Y LG 1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRTNIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

I YAAKKHMKKCSSSL A 1 REMQI 

KTTMRYHLTPVRMAI1KKSGNN 


6055 


36423 


A 


6102 




3417 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowu, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

N KFLNKE1 LELS ALRRN A ERRE 

RDLMAKYSSLEAKLCQIESKYL 

1 LLQEM KTP VCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYD1YGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 


I 


1825 


MVKGSIQQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LN DY WVHNEMKAEIKM FFETN 

EN K DTT YtfNL WDTFKA VCRG K 

F1PLNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERWKIDRLLARLIKKKREKNQI 

DA1KNDKGDITTDPTEIQTT1RE 

YCKHLYANKLENLEEMDKJLD 

TYTLPRLNQEEVESLNRP1TGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILI PKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KRIQQH1KKLIHHDQVGFIPGM 

QGWFN1RKS1NVIQHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

TLNKL\GIKYLGIHLTRDVKDLF 

KENYKPLLKEIKEDRNKWKNIP 

CbWVORINI VKMAILrKNlLI 1 L 

QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 

— ■ 


3693 

— 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSA1KL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMMAE1KMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

A ci 1/CiCTAfTi r\\s ixiccnru/rr 

AbLKblb 1 KJK i LQKINbbRSWFF 

CDITI/CrVDDI A O I 1 IS Yf if T% Pl/\I Al 

r-KI 1 K.bUrvrLAKLlKrvK.R£KNQI 
r\*r n/xini/AniT 1 " 


6061 


j 6429 


A 

A 


6108 


i 
l 


32V/ 




6062 


364^0 


B 


6109 


1 1 T 

1 12 


11 AA 

33U0 




6063 


36431 


A 


6110 


3 


3316 




6064 


36432 


A 


6111 


1 


3457 




6065 


36433 


A 


6112 


1 


3170 


MVKGS1QQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1D1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

A1KLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETOENKDTTYQNLWDAFKAVC 

KGKHALNAYKRKEERSKIDTL 

I byLKbLLKQbQRHbKPSRRQE 

I I KMRAbLKLIETQ 


6066 


.>64_>4 


B 


o 1 J _> 


1 


Aid 
4 Oj 




6067 


364_>5 


B 


a i i a 
ol 14 


J 


3384 




6068 


36436 


A 


a 1 1 c 
6115 




11 A < 




6069 


364^7 


A 

A 


61 lo 




itqa 
3 /80 




6070 


36438 


A 


6117 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 




3335 


MVKGS1QQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

DTI/CIA 1 VIMVI/Dl'ArDCl/IATI 

KOKrlALNVYK.KKQbRbKID 1 L 

I oQLrvtLbKybQ 1 HbKAbKKQb 

I I KlKAbLKblb 1 Q 


607j 


** £. A A 1 

j644I 


A 


6120 


1 


3780 




6074 


36442 


A 


6121 


1 


j852 




OU / J 




A 


O 1 ZZ 




ii/i^ 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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SKQ ID 


SEQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=t)nknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon» /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 


1 


405 




6080 


36448 


A 


6127 


1 


1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDENDSVSNIATE1KEGQ 














QSV\HVSPQKQSAWKVIFKKKV 














SLLNIATRITGGGKSGTVSSQKQ 














PPSKATS D KTDS A LN 1 ATE I KJDG 














LQCGTVSSQKQPALKATTDEED 














SVSNIATEIKDGEKSGTVSSQKQ 














PALKATTDEKDSVSNIATEIKLD 










i 




GEKSVTVSSQKQPASK; 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CGSAQAAAAAAAEEATEKIPAL 














RP/ASAVGAAGALAVLRDPRA 














WREAGSKS/PETPFS*CQGA/HG 














GGQFCPSGTAFPGKMKVMMR 














KRKKKGQCLPGICRSLKRRKSP 














RSPGM/IGYSTLS1PPEMLASYQ 














SYSSTFHSLEEQQVCMA/G*HR 














QMPGADKPVRACQRVLAGVW 














AGFTMRHQSRLY*ECSICGVIFR 














HRCVAHLLGRAIGAGLFVITPA 














GERGMCCKA1KLGNARVFPVT 














TL*NDGQCQACMHAG/TTLEDP 














GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


C 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1 152 




6087 


36455 


A 


6135 


I 


639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


1 


4263 




6091 


36459 


A 


6140 


1 


1311 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 














LMGRISK*VTTTATTTTI J I I I I 














1 1 1 1 11 I I I 1 A 1 1 1 I I nn TIT 














1 I J 1 1 1 MOP 1 LrLlrlULUb 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 

LLALLLPTLLAQGEARRSRNTT 

RPALLRLSDYLLTNYRKGVRPV 

RDWRKPTTVS1DVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

QWNPEDFDNITKLSIPTDSIWVP 

DILINEFVDVGKSPNIPYVYIRH 

QG E VQN Y KPLQ V VTA CS LD 1 Y 

NFPFDVQNCSLTFTSWLHT/SPG 

HQHLFVALARKGEIRQECLHEP 

GRVGVAGGAALLSGVQHGKQ* 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALC . TPMLGKLAMLLWVQQA 

LL A LLLPTLL AQG E A RRSRNTT 

RPALLRLSDYLLTNYRKGVRPV 

RDWRKPTTVS1DVIVYAILNVD 

EKNQVLTTYIWYRQYWTDEFL 

QWNPEDFDNITKLSIPTDSIWVP 

DILINEFVDVGKSPNIPYVYIRH 

QGEVQNYKPLQVVTACSLDIY 

NFPFDVQNCSLTFTSWLHT/SPG 

HQHLFVALARKGEIRQECLHEP 

GRVGVAGGAALLSGVQHGKQ* 

ATAOHI PHnHrSHRni 1 PA POO 

WREGLFQDYTPPGLLGLPDHRF 


6099 


36467 


A 


6148 


3 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIKIDLGKFSDNPDGYIDVLQ 
GLRQSFDLTWRDIMLLLDQSLT 
PNEKSAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 

♦H/PTA nPWTflPI AUAI Ml MTI 

KAPLTRKSQLHDPYYAPIQQEA 
V 


6101 


36469 


A 


6150 


I 


420 
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SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*= s Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


6102 


36470 


A 


6151 




878 


TLLPPRPGVGSDYPNIPGCPMW 

GNKDPGEGTLERGKVEDASQR 

TS RTL KETSG KA EH RKKQDG K 

CSPQGKNALKMYSGEFDPVRV 

CVPFSLSDLKQLKIDLGRFSDNP 

DGYIDVLQGLGQSFDLTWRDI 

MLLLDQTLTPNERNATITAARE 

FGDLWCLSQVNDRMTTEERER 

FPTGQQAVPSADPH*DTESEHG 

DWCCRHLLTCVLEGLRKTRKK 

AVNFSVMSTVJQGKEENPTAFL 

ERLREALRKHTSLSPDSIEGQL1 

LKIKF1TRSAADIRKQTSKVHLR 

PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




6106 


36474 


A 


6155 


1 


335 


TCP1VPG/QEMIIEISKGRSGLGL 
S!V*GKDTPLNA!V1HEVYEEGA 
AAVDGRLWAGDQILEVNGVDL 
RMSSHEEAITALMQTPQKVRLV 
VYRDEAHYRDEENLEIFPVDLQ 


6107 


36475 


A 


6156 


109 


4687 




6108 


36476 


A 


6157 


109 


4991 




6109 


36477 


A 


6158 


3 


862 




61 10 


36478 


A 


6159 


I 


1857 




6111 


36479 


A 


6160 


3 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 

ALQEVQAAVQAAL1LEPYDPA 

GPVVLEVSLADRDAVWSLWQ 

APIGESQQRPLGFWSKALPSSA/ 

DHKACHAQQHSIIKWKWYIHD 

RARAGPEGTNSSARYAATM*K 

W\TAS ALQPLSRKSLKDSSEG K 

SSQWAELRAVHLAVHVAWKE 

KWPDVRLDTDSWAV/ANGLAR 

WSGTwKEHDRKIGDKEVWGR 

GTRJ 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


1 


1098 




6117 


36485 


A 


6166 


1 


538 




6118 


36486 


A 


6167 


410 


625 


LTLVPFSFSVVLTPLPKGNTIRY 
* 1 UIL*U WNLbWIvu 1 LuroV I A 

QPSSGTPRTALGSRTTKPLLVSL 
LQV 
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SEQH> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 

hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=l)n known, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


6119 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKJQWRRTVR 
G DLQ/PFTR VT V H WG KGN DQT 
FQGLLDTGSELTL1PGDPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
1GIDILSSWQ/NSH1GSLTGRVRA 
TMVGKAKWKPLELPLPRKIVN 
VK-Vj YHlrOUIAbluA I IK.ULKU 1 

G\VIPTSPFNSP1*PMQKTDGSW 
RMTVDYL 


6120 


36488 


A... 


6169 


203 


850 


DVEHVGKjMRRRWRRRVVVAD 
GNVVKPMSCAGDLQ/PFTRVTV 
HWGKGNDQTFQDLLDTGSELT 
LIPGDPKRHCGPPVKIGAYGGQ1 
1NG V L AQ VQLTVDA VGP WTH P 
VV/I/SPVPECIIG1DILSSWQ/NSH 

IGSLTVHLSSDPKGCHSEWGPE 

r\cv a i r\x?\/r\ a a a a t ii cdv 
\J b JvA LV^ b V A A V A A L 1 L b r Y 

DrAUrVVbbVSLAUKDAVWSL 

WQAPIGESQQRPLGFWSKALPS 


6121 


36489 


A 


6170 


1 


864 




6122 


36490 


A 


6171 


1 


205 


VPDFPAKPIQGPHFNSRYL/REA 

\/ur r a \ /u a dci a rr»oi t*#*c?i ka 
VHObAVHArrlAOyrLi "bLM 

SI r PQr Qr r LYKKLUSHSGQd W(j 

I 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEW1SHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPELIIGIDILSSWQNPHJGSL 

NGRGYINSLALCHNL1RRDLDR 

FLLPQDITLVHYIDHIMRLDSVK 

DKWLHLAPPTTKKEAQCLVGL/ 

FGFWRQHIS\LWRQPLACYWAL 

VETEHLTMGHQVTMQPELPIM 

NWLLSDPSSYKPAPMASWGVP 

YGQLTEEEKTRAWFTDGSARY 

TETTRKWTAVAIQPLSRTSLKD 

oNbUK.obH(^(^AKNLil 1 VLAOVI 
DPnYODFKI /I TPOWRTHPGSS 
VWRASSLGISHPP 


6125 


36493 


A 


6174 


114 


1996 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of liisl 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*~Stop codon, possible nucleotide 
deletion, \=|Hissible nucleotide insertion) 


6126 


36494 


A 


6175 


1 


475 


MGRNQNRKAENSKNWNlASSPP 

KEHNSSPAREQNWREDEFNELT 

EVGFRRSV1TNFSDL1CEHVLTH 

CKEAK1LEKRLDKWLTKJTSVE 

KS/CK*PDG/D*KPQYENFMKHT 

K*SICKTR*EKKKYKLPSENTTN 
TSMQIY 


6127 


36495 


A 

* < 


6176 


179 


393 


NKRGYKQMEEHSMLMDKKNQ 

Y Yn,JNUr1 1 Al^OfN Avjn>vjJNl\.vj Yo 

IRKJGSQIVPLCR*HDCISRJCPD 
CLSPKSP 


6128 


36496 


A 


6177 


1 


710 

• 


MARELRDECTSFSSQFHQLEER 

VSVIEDQMNEMKQEEKFREKGI 

KRSEQSLQE1WDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPN LG RQAN IQ I QEIQRM PQR 

YSSRR ATPRH 1 1 VRFTKEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIEAI1NSLPTKKSPRPDGFTAEF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKLGRDTTK 

KENFRPISLMNIDAKILNKILAN 

QMQQNIKNLIrlHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HMIIS1DAEKAFYKIQQPFILKTL 

NKLEN K 1 PRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRINIVKMAILPKVIYRLS 

AIPIKLPMIFFTELEKTTLKFIWN 

QKRACIAKSILSQKNKAGGIML 

PDFKLYYKATVTKAAWYWYQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDKPDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GNTIQDIGMGKDFMCKTPICAM 

VTK A K 1 DKWDL 1 KLKSFCTA KE 

1 1 VKViNK^rltWfcMrAl TooU 

KRL1SRIYKELKL*PCSIV*SQVA 

±ci r\\ pccr.i n\ T\\iC\f^v I ccr.ci 
*ULV^LCorvjLOL 1 W^v»/KLrruol 


6129 


£.A (\1 

36497 


A 


/no 
61 78 


404 


/z4 


ir:c\/i i rvMii rnjvmi fiQii pitp 
lUfc VLLUFVtlLA^K.VrV^LOol Url 1 r 

D VT"X1 rVT* I V\/CWTt FU/I VCV 
KY 1 1 IWoW 1 Lr WLVbY 


6130 


36498 


A 


6179 


1 






6131 


"» £ A (\C\ 

36499 


A 


£. 1 OA 

61 80 


1 


882 




6132 


36500 


C 


6181 


\ 


19j5 






i/^ft i 

jojU I 


A 


O 1 0/ 




O I £. 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cooon lur pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( \=Unkno\vn, 
*=Slop codon, /=possible nucleotide 

ilplnfiftn \ ~ 1\/>C C i h 1 P flltf IfAMrtl* tnttirlinnt 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

KRKAVVPGPAEHPLQYMYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASWEQFWRFYSHMVRPGDL 

TGHSDFHLFKEGIKPMWEVDDA 

N(CNG\GKWHRL\RKGFGSRC\W 

ENLILAMLGEQFVMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

ATTAR1RDTL\RRVL\NLPANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 


A 


6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 

FFFFFFFFFFFVSSSSSSFFFFSFFL 

FFFFKLKELRLVI*PLNPEN*ESC 

PLFSPVNLDMP*TFKDKRWKV 

NWARSTSRQQLLESARTKSWA 

EREGGTRWRAW 


6141 


36509 


A 


6190 


227 


420 


KNFLPNCSAICELFFFFFFFFFFFL 
LLLLLLLYFKF/MI+WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 


36511 


A 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


6145 


36513 


A 


6194 


110 


377 


QW1SRQKPYKPEKRGDQYSTFL 
* EC* 1 L VPPLFWLVGFLPRDPLL 
V*WAYGCP*HFFLHFNLGESNN 
YVSWGCSS 


6146 


36514 


A 


6195 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 


36516 


A 


6197 


1 


609 




6149 


36517 


A 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHL1LVGSCSWKMVIVL 

PLVTHFLFTALTVPWNLPWVEL 

YWNM*TM*LRSMKESLMATIF 

TLPELKA\VLHEKLQ*LQSTEDL 

*HGLLGG 


6152 


36520 


A 


6201 


5772 


5971 


TANI1MTGSNSHITILTLNVNRL 
NARJKRHRLENC1KSQDPSVCCI 
♦ETHLMCRDTYRLKIKGWSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 





717 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X = Unknown* 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQOPKPKFQEGERVLCFH 

GPLLYEAKRVKVA1KD/ITREI/H 

SYITVVGIK1GMNGFRRAKYSN 

TU7TDIPD\ICCXICI/I/DICIT\;! **T* 

1 W I PICKN5bNrKrvrl5>rvFVL*T 
EY*GEMPVD*FWTWNEQWRSC 
WLPCLYNDTSDLSAGV 


6156 


36524 


A 


6205 


1 


3827 


MQKjMRLNDGHVAPLGLLARK 

DGTRKGYLSKRSSDNTKWQTK 

WFALLQNLLFYFESDSSSRPSG 

LYLLEGCVCDRAPSPKPALSAK 

EPUEKQHYFTVNFSHENQKALE 

LRTEDAKDCDEWVAAIAHASY 

RTLATEHEALMQKYLHLLQ1VE 

TEKXV A KQLRQQI EDGE 1 EIERL 

KAE1TSLLKDNER1QSTQTVAPN 

DhDSDlKKIKKVQSFLRGWLCR 

RKWKTIIQDYiRSPHADSMRKR 

NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KJRVPAAVAGLSPPLGPWSLRS 

PSQPERCCPWRNSSWWTAPRTS 

IITAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMVIASSNLERP 

SALSRM*PTSQSMTRKRWWRL 

WPSTTL 


6160 


36528 


A 


6209 




495 


SCAQTFPKLDTFLEHIKSHQEEL 
SYRCHLCGKDFPSLYDLGVHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCQ 
VCKKFFRREHYLKLHAHIHSGE 
Kr Y KCS VC ES A r N RKDKL KRH 
MLiy YDbVKvJGLGMVrG 1 QKV 
LNKCrCHNVKJCKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


6211 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPV1YGLE 

FQ A RAVLTPQT\A ETD A I RFL VG 

TQSLKYDNQIHIIDFDDENNNN 

KNVLLHQS/AGEIWH1SASPADR 

GVLTTCYNRTSDSKVLTCAAV 

WRMPKELESGSHESPDDSSSTA 

1 LXbLH^rlLL'IN 1 AMVJINIVI A\»> V 

VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEO "> 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
bud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown. 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 
ET1RTALAMGADRGIHVEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPCYATLPNIMKAKKKK IFV 
IKPGD1 GVDLTSKl SVKVFnPP 
QRTAGVKVETTEDLVAKLICEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRV1DYAVKIR 

VKPDRTGVVTDGVKHSMNPFC 

E1AVEEAVRLKEKKLVKEVIAV\ 

SCGPAQCQETI\RTALA\MGA\D 

RGIHVEWPPAEAERF/GVPLQV 1 

ARVLGQLAKK\EKVDLVLLGK 

QA\IACTDCNQ\TGQMTAGFLD 

WPQGTFVASQVTLEGDKLKVER 

EIDGGLETLRLKLPAVVTADLR 

1 MFPRYAXTI PVNIIMK AKKKklF 
l»i ^ i~>i i\ I nil Li \JN i ivi rv rvrvrvrv I c 

VIKPflDI GVD1 TSKI SVKVFnP 
v i rv r vj l/jl. vj v l orv i_,o v iov ci/r 

PORTA GVKVFTTFni VAKI kT PI 
ryi\ I nu v i\v Li i I MiVJVj v r\ rv U> rv \L, \ 


6169 


36537 




6218 


1 


1023 
i \> j 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 


1 


122 




6172 


36540 


A 


6222 


1 


1257 


MNDATAVQEGSQMYSWQKLT 

PTGPFIMQPEGMGRLFA1NKMA 

EGPFPEHYEP1ETPLGTNPLHPN 

VVSNPVVRLYEQDALRMGKKE 

QFPYVGTTYRLTEHFHTWTKH 

ALLNAIAQPEQFVEISETLAAAK 

GINNGDRVTVSSKRGF1RAVAV 

VTRRLKPLNVNGQQVETVGIPI 

H WG F EG V A RKG YI ANTLTPN V 

CiDAlvKOTPFYIv' AF1 /nnWRFPiV 

RN*LHHAAFSGA*LQCFQYAH 

NSRKNN 


6173 


36541 


A 


6223 


737 


941 


WLRMMEHR1LFPLWKRESKKA 
HYVOSSVLLCLGMI R*JCYK"GK 
KGKKERKKKDFKRKGNnKKRI 

rv vj rv rv i^rvrv-rv rvL/ 1_< rvrvrVVJ i n vjrv rv rv i 

KIHSI 


6174 


36542 


A 


6224 


I 


1072 




6175 


36543 


A 


6225 


1 


585 




6176 


36544 


A 


6226 


1 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 
LWWNSSFFL*SCLHALFH*VDL 
QSLIAFLLLD*SSY*YLCMLHEV 
1 VI rF^AP^GHI C<sSI <\*\ F*l Al 

HLTFFQGS*LPCIGLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 


1 


271 


SAIVTFVCFMKFSCCVFQLHQV 
FHVLVFKLVILVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFVITHLLKP 
APVNSSNSFSVQFCSLAGKEL 
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SKQ ID 

NO: 


SKQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknowii, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6179 


36547 


A 


6229 


I 


1089 

i i 


MGWRPRWLPYLYWGFQSDLC 

PHCKRKAQEEDSLAAQAASHP 

RLSANSKNNSWGKQYSYALFK 

AMRHMLCIGYGRQAPAAVSDV 

WLTMLSMMVGATCYAMFIGH/ 

ATALIQVLDCSRRQYQEKVVLP 

REHPNIGSSQEGGTWHQTVGL 

QQTSDKFDANDP1LKDQTQEW 

SGSATFTSDGKIRLFYTDYSGK 

HYGKQSLTTSAANTGTENGYQ 

GEESLFNKAYYGGGTOFFRKES 

QKLQQS ATTRDAEL ATNG A LG 1 1 

ELDNDSPLKKRGATQRSSEENI 

TLKAYKRDVRSLLMLTRNEDV 

ADSLNSSKKRQNYQLPSIRSVT 

RCKKIGVCAKGIGCGQGTHYLS 

VSILNTADRDRRKLGFTRTSMY 


6180 


36548 


B 


6230 


1 


1140 




6181 


36549 


A 


6231 


3 


204 


GSDYELGLW*PWLTSEATDLH 

GECYSS*SGASGVVRSSLWARG 

LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 




6183 


36551 


B 


6233 


1 


1686 




6184 


36552 


A 


6234 


1 


627 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSGVFPAASRRG 
RLPLSPPPWPAV\RVYPCGMLD 
NKASAAHPPKKK 


6186 


36554 


A 


6236 


1 


103 




6187 


36555 


A 


6237 


699 


887 


GLQPPAPRETRPLY*TLAWNLH 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYLIHLFHTFTGLSIAYFNF 

GNQLYHSLLC1VLQFLILRLMG 

RTITAVLTTFCFQMAYLLAGYY 

YTATGNYDIKWTMPHCVLTLK 

LIGLAVDYFDGGKDQNSLSSEQ 

QKYAIRGVPSLLEVAGFSYFYG 

AFLVGPQFSMNHYMKLVQGEL 

IDIPGKIPNS1IPALKRLSLGLFYL 

VGYTLLSPHITEDYLLTEDYDN 

HPFWFRCMYMLIWGKFVLYKY 

VTCWLVTEGVCILTGLGFNGFE 

EKGKAKWDACANMKVWLFET 

NPRFTGTIASFNIMTNAWVARYI 

FKRLKFLGNKELSQGLS\MLFLF 

LV/HGLHSGYLVCFQMEFLIVIV 

ERQAARLIQESPTLSKLAA1TVL 

QPFYYLVQQTIHWLFMGYSMT 

AFCLFTWXDKWLKVYKSIYFLG 

HIFFLSLLFILPYIHKAAMVPRKE 



7?0 
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SEQ ID 


SEQII) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( \>l)nknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /=possib!e nucleotide 




sequence 




09/540,217 


codon Tor peptide 


or peptide sequence 


deletion, ^possible nucleotide insertion) 










sequence 






ai on 


lA^SR 
JO j Jo 


A 
A 


A740 


SA 


194 

JZH 






lA^Q 

jojjv 


A 


A7d 1 
OZ** I 


AR 


4R7 




O 1 vz 


JOJOU 


A 
A 


A9/19 
OZ^Z 


^7 

JZ 


4^7 




o i yj 


^A^A 1 
JOJO 1 


A 




7A1 
ZOJ 


7R7 


oLtV KWruVAtKLVfL r/MVr 














A D^C*CCI^CArCI MTPCAirDHA 
ArNb tolvoAvjoLIN 1 roAICKUA 




























A PV PC. A 141 ic\/d 














cluirULLAVLVo^trKVu VOL 














V Vj r l LUA Ktvfc rL W rV^A IVILi U LA 














PPPVAAI PI IQPRAI PAPPU/r.D 
r Lr V AALI^IoivIvAL-r Arr Wvj K 














ARPkl OP A MPFDPTNQMr.CP A DC 















PPR 


O 1 7H 


1ASA7 
J030Z 


A 
A 


OZHH 


J 


71A 
Z JO 




A 1 

0 1 VJ 


TATA'S 
JUJOJ 


c 


oz<o 


1 
1 


1 AftR 
1 OUo 




A10A 


lASAd 
JOJO't 


D 
O 


A9dA 
OZHO 








A 107 


lA^A^ 


A 
A 


A947 

UZH / 


R71 

OZ J 


1 \}j J 


rvV/JVLIVJ 1 UAr WorxUivKooUiVLU 














xu PCDDDr: wrc aha \i/d a a pdct 
1 nKorKJvuWtA^AWKAAUrt 1 














LrAUKyLKrUcKooAAru KoK 














KKUA I CIVIL/ 1 AISJS.K 


A 1 OR 

O 1 70 


1ASAA 
jOjDD 


D 
D 


A74R 
OZ 4 * o 


1 
1 


ion 

JVU 




A 1 00 

O 1 77 


1A^A7 
JOJO / 


A 


A7dQ 
OZny 


77 
Z / 


1A1 
JOJ 




ozuu 


lA^AR 


D 
D 


A7^0 
OZ JU 


1 1 19 
1 1 JZ 


1 9AR 
1 ZOo 




A9fil 
OZU 1 


1ASAQ 


A 
A 


A7S 1 
OZ J 1 


1 1 


dRQ 

Hoy 




A9H9 
ozuz 


lA^7fi 


A 
A 


A7S7 
OZ3Z 


J jO 


AIR 
OJo 




A9A1 

ozuj 


1A^7 I 


A 
A 


A7S1 
OZJ J 


1 
1 


31// 






1A^77 
JOJ /z 


A 
A 


A7S4 
OZJ** 


Rft 
oU 


11A 
J JO 




A9fK 


1A^71 
JO J / J 


D 


A7S^ 
OZJ J 


i nn 
1 uu 


017 
7 1Z 




A9AA 
OZUO 




D 
D 


A7SA 
OZ JO 


R7 1 
OZ J 


7007 

zyyz 




A9fl7 
OZU / 


1AS7^ 


A 
A 


A7S7 

OZ J / 


z 


Aft7 
ovz 




A9fiR 

OZUO 


1AS7A 


A 
A 


A7SR 

OZ JO 


1 

1 


S 10 

J i y 




A? no 


1AS77 


A 
/A 


A7S0 




77R 
zzo 


o I U V r V i3 V^Uv I \^LrL>CrvA oVLrlN 1 














UAL T 1 V^IO I KL/UKv/ 1 yAuLtoA 














IT^APOPA AHMCPPT.I TPDCF flD 














1 KWnl^vj 1 rli 


A7 1 ft 
OZ 1 1! 


1A^7R 


A 
A 


A7A0 


1 

] 


OA1 

voj 




A71 1 


1AS70 


A 
A 


A7A1 


1 

1 


07^ 
yz J 




A9 1 7 
OZ 1 z 


lASRft 


A 
A 


A7A? 
uzuz 


1 

I 


107 
jy / 




A7 1 7 
OZ 1 J 


lA^Rl 


A 
A 


A7A1 
OZOJ 


1 
1 


7A7^ 
ZOZ J 




A9 1 A 
OZ 1 ^ 


1A^R7 

JOJOZ 


A 
A 


A7Ad 
OZOH 


1 1 
1 1 


9zl 1 
Z4 1 


CI rMJI XI D A TCI D\/C!^CP\/VLrXI/^ 














vpvi ncvvccnPUHP nwp*Tcv 

VCVLl/oV IOOUrrinK.Urlr lov 














r\\i/ci VM rfcr^CCCTXlDr ,, fc r 1/ v 














TTCPA PX/TPT.C 


A7 1 ^ 
OZ 1 J 


lA^Rl 


A 

A 


A7A^ 

OZOJ 


1 
1 


1 AA7 
1 OOZ 




A7 1 A 
OZ I O 




d 

D 


A7AA 

OZDO 


1 
1 


R07 

sy / 




A7 1 7 

OZ 1 / 


1ASRS 


A 
A 


A7A7 
ozo / 


•> 
J 


7*;r 

ZJO 




A7 1 R 

OZ 1 O 


1ASRA 


A 

A 


A7AR 
ozoo 


1 


770 

Z fy 




A7 10 

OZ 1 7 


1A^R7 


A 
A 


A7A0 
ozo? 


1 
1 


7^R 
Z Jo 




6220 


36588 


A 


6270 


1 


619 




6221 


36589 


B 


6271 


1 


1935 




6222 


36590 


A 


6272 


698 


1643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino :icid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6223 


36591 


A 


6273 


91 


386 


IFDFLFLLYVSGCNSIAEPQHFT 

TTVTRCSPTVAFVEFPSSPQLKN 

DVSEEKDQK\KxVbNbMSGKGG 

nil ;\ / • pTi/rci/r\c\i/DCCn x i r»T" 

SWVLrl KGbVybWKcoGLNPT 
KFNMGPLlYb 


6224 


36592 


A 


6274 


1 


2538 




6225 


36593 


A 


6275 


1 


471 




6226 


36594 


A 


6276 


152 


520 

i 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPW APV Krbr PKKAPPPA PR 
RP V PSTG KEQTTQG L RN A S A RR 
GTG RQL H L\S PG VG STG * SQG L 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 

CSISCPAL A A FPR VGLGTCSPPC 

LSLPPTPWAPVRPEPPRRAPPPA 

PR/PPSPIDHPRAEEYE/PHGAGL 

AGSSTCSPSAESTG*SQLGS*VV 

RVRGFILEVSETKNPPIPDTFGL 

PPGSSSAASTLVQVTRL*ISA1SL 

PHLLSRPCSN1 ARGPVPAPVPG 

AAVRAPAAGGRWCGGARGRG 

RRGGGH 


6228 


36596 


C 


6278 


I 


426 




6229 


36597 


A 


6279 


1 


535 


MKHSGAQLASPSGS\PLGPQVE 

LPASPVPCACTSQPLGGRWDW 

APWSRGWCSSGRLGPHRSPWS 

GWEXLRHGGLQVPSPAPREGS* 

GPARNP/GTAPGRPAAPSVGGPP 

SPRPPRTPAGPQALRAAPVP\LA 

PLPPHLPA!>*GSGLQPwPA ¥ KE 

AP rVQCQAbGLLKA_,KQSGi>PGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


GTFIEEHLKRSGREIALPIEACV 
MLLLETGMKEEGLFRIGAGASK 
LKKLKAALDCSMLTWDEFYSD 
PH A V A G\ A LKS YLRELPEPLMT 

FKDLWRTCQKLPPQNFVNFRY 
LIKFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 
APVRPKPPR*APPPAPRRPVPST 
TQGSLGPHCFYEL*HSP*RSAAS 

TSCNTH R£G LQ/PSLRKK ETPNT 
SEHQKEQTPDAPP 



177 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


6233 


36601 


A 


6283 


698 


2233 


[QAAMQAAPQFGPSTED*CCPIT 

SEAPWAIMDAKLRVLKPPSHPPL 

VSPHLNPQVWDTSSPSLATEHA 

SLTISLKPNHPYPAQSQYSIPQH 

ALKGSKPVITRLLEHGLLKPINS 

PYNSPILPVQKLDKSYRLVQHL 

CLIYQIVLPIHPMVPNPYTLLSSI 

PFTTHYSVLDLKHAFFT1PLYPS 

SQPLFAFTWTDPDTHQAQQ1TL 

AVLPQCF1DSPHYFSQAQ1SSSS 

VTYLG11LMKTH1GLGAVEQGV 

VLVGEARAAQEPMEWVGGSG 

MVGCRSRALPRGKAAKARREI 

ERS A VTI V P VLDFNPAFH I IPDTT 

PDHHDCISLIHLTFTPFPHISFFP 

VPHLEHTWFIDGSSTRPNCHSP 

AKAGYAIVSSTSIIEATALPRST 

TSQQAKLIAYTDSKCAFHILHH 

HAVIWEERNFLTMQGASI1NAF 

LIKTLLKD1LLPKEAGVIHCKGH 

QKASDPITQDNAYADKVAKKQ 

LAFQLLSLTAVFLLLIRPLSPTSP 

LKLPLfNLFPHKANDS 


6234 


36602 


A 


6284 


1 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 

ASHKAGPQLGDVGVCAGQGG 

QVGPLVLQPVVEHIQQLPG/AG 

HCAHQ*QGSPS*SSLPRPERSLQ 

CRRPQGATAT1RSTWWGPRGP 

VCTAALVPLCWPGWPVQICDEL 

QAVRSHSALASAMQTCSLAGP 

GLGSSHARLTA 


6236 


36604 


A 


6286 


1 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


1 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 


1637 


ESQVLS1MVSPHVKV*NMASWE 
GK.DLTVPQPDTRKGSVLRRJSK 
RGRNASCS*DKRKASVSCLSLG 
NGMSRYKTRLYAPSTE1GKNRL 
RAGGGTCGQQYCFVKH 


6241 


36609 


A 


6291 


1 


507 




6242 


36610 


A 


6292 


215 


389 




6243 


3661 1 


A 


6293 


1 


255 




6244 


36612 


B 


6294 


69 


1055 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


6245 


36613 


A 

• t 


6295 


23 


1596 


IKPQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNICAGQRRS 

WFFERL/NKIDRLLARLIKKKRE 

KNQIDAIKNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEA11SSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLKLFQSIE 

KEGILPNSFYEAS1ILIPKPGRDT 

TKKJENFRLISLMNIDVKILNKIL 

ANRJQQHIKKLVHHDQVGFIPG 

MPDWFNICKSINIIHH1NRTNGK 

NHMIISIDAEKAFEKIQQCFMLK 

TLNKLGIDGMYLKIIRAIFDKPT 

ANVILNGQKLEAFPLKTGTTQG 

CPLSPLLFKIVLEVLARAIRQEK 

EIKRIQLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYKINMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLG1QL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKNIPSSW1GRISIAKMAIL 

PKV1YTFNA1PIKLPMTFFTELEK 


6246 


36614 


A 


6296 


1 


1488 




6247 


36615 


A 


6297 


1 


1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
oT peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6250 


36618 


A 


6300 


735 




2718 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPGINSHKTLDPNRVI1KVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL* KKREKNQI DTIKND 

KGDITTDATE1QTTIREYYKHLY 

ANKLENLEEMDKFLDTYILPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKRSPGPDGFTAEFYQTYKEE 

LVPFPLKLFQSTEKEGILPNSFY 

EASIILIPKPGRDTTKKENFRP1S 

LMNIDAKILNKILANRIQQHIKK 

LIHYDQVGFIPGMQGWFNKRK 

SINVIQH1NRTNDKNHM1ISIDAE 

KAFDK1QQPFMLKTLNKLGIDG 

TYLKVIRAIYDKPTANI1LNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKE1EG1QLGK 

EEVKLSLFADDM1VYLENPIVS 

AQNLLKLISNFSKVSGYK1NIQK 

SQ A FL YTNN RQTESQ 1 M S EL PFT 

TASKKIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

SWVGRINIMKMAILPKVICRFN 

AIPIKLPMPFFTELETTTLKFIWN 

QKRARKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

DinOWlSlRTPP^FIMPHIVMYI IF 

nKPFKisiKOwriKn^i fnk^pwf 

isJWI A1WRKI K 


OZJ 1 


jOO J ? 


Ft 


OJU 1 




9007 




OZjZ 


jDOZV 


A 
r\ 


UJVL 





ZJJO 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 




1059 


MKNNSESFEPLLLIPRQRGSGV 

DLQQTPTDLQLRVLTVRRKTN 

KQDIHTKTPTVRHHHQRPKNP 

WDTFKAVCRGKFIALNAHKRX 

QERSKIDTLTSQLKEVEKQEQT 

QSKASRRQE1TKIRGELKE1ETQ 

KTLQKINESRSWFFEKJNKIDRL 

LARLIKKKREKNQ1DTIKNDKE 

DITTDSTEIQTTIREYYKHLYAN 

KLENLEEMDKFLNIYTLPRLNQ 

EEVESLNRPITGSEIEA1FNSLPT 

KKSPGPDGFTAEFYQSYQEELV 

PFLLKLFQSIEKEGILSNSFYICA 

Nlll IPKPPiRDTTI^KFlSlFRPKI M 

MIDAKILNKIL/ANRIOOHIKKLI 

HHDQVGFIPGMQGWFNI 


6256 


36624 


A 


6306 


1 


1692 





725 
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SEQ ID 
NO: 


S ICQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 


1 


1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSPIDRDYFEQENNSSSSCC 

CCCYHCHRKHCGGKGLSFPGE 

MPLSPGHFNKMMYSVSELMQG 

SGSGTFIPLPAELSLWLLVTNTK 

GQRM1KNDAEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RJLNQEEVESLNRPlTSSEIVAliN 

SLPTKKSPGPHGFTAEEYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASI1L1PKPGRDTTKKENFRPI 

SLMNSDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFN1CK 

SINVIQHINRTKDKNHMIIS1DAE 

KAFDKIQQPFMLKTLNKLAGIK 

■\r i i/~vi TH/rw/i/rvi ci/r\ivi/m 

YLGIQLTWDVICDLFKENYKPL 
LKEIKEDTNKWKNIPCSWVGKJ 
NIMKMAIPPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEMNEMKREGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQD11QENF 

PNLARQANVQ1QEIQRTPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKDRSTRQKVNKDTQE 

LNSALHQADLIDIYRTLHLKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

I BIVXII TnWDQTTU/k'l KTKII I 1 XI 
LtlVJ N.INL, 1 v^iNrvo 1 i VVPvLlNINLLLlN 

DYWVHNKMKAEIKMFFETNEN 
K DTTYQNL WDTF 



726 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$lop codon, /=possible nucleotide 
deletion. V=possible nucleotide insertion) 


626! 


36629 


A 


6311 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRSVARL1KKKREKNQI/DAIKN 

DKRDITIDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVA1IN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEASIILIPKPGRDTTKKENFRP 

ISLMNIDAK1LNK1LAKRJQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKK1KGIQLGKE 

ELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSEYKINVQK.S 

QAFLYTNNRQTESQIMSELPFTI 

ASKRJKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGR1NIVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFIWNH 

KGARIAKS1LSQKNKAGGITLPD 

FKLYYKATVTKTAWY 



101 
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SEQID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SfcQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possihle nucleotide insertion) 


6262 


36630 


A 


6312 


2 

i 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYSIAVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

1RRKTNKQKGHPHQNPISSRRQ 

E1TKIRAELKK1ETQKPFKKINES 

RSWFFEKrNKlDRLLARLlKKKI 

EKNQIDAIKNDKGNITTNPTEIQ 

TTIREYYKHLYANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

PITGSEIEAIINSLPTKKSPGPDRF 

TAELYQRYKEELVPFLLKLFQSI 

EKEG1LPNSFYEASHLISKPGRD 

TTKKENFRP1SLMNIDAKILNKI 

LANQIQQHIKKL1HHHQVGF1PG 

MQGWFNILKSINVIHHFNRTKD 

KNHMIIS1EAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLK11RAIY 

DKPTANHLNGQKLEAFPFKTGT 

RQGCPLSPLLFN1VLEALARAIR 

QEKEIKGIQLGKEDVKLSLFAD 

DMIVYLENP1VSAQNLLKLISNF 

SEVSGYK1NVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLG1 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRJN1VKM 

AILPKTLNQKFSYWFRVNKHYI 

HQRTFPLKETEFNTIATLYNGA 

SP/CTAPKSTGTNGHQASGLPRF 

♦RIAFCSALVKSKRKLYQGYLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


6313 


1 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDK.EGHYIMVKGS1QQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTIIMGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

I D I S RN L H PKSTE YTF FS A PH RT 

YSK1DHIVGSKALLSKCKRTEII 

TKCLSDHSAIKLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAE1KMFFETSENKDTTYQNL 

WDTFICAVCRGKFIALNAHICRK 

QERSKTDTLTSQLKELEKQEQT 

HSICASRRQEITKIRAELQEIETQ 

RTLQKISESRSWFFEKINK1DRS 

LARLIKKKJtEKNQIEAIKNDKG 

DITTNPTETQTTIKEYYICHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLNRPITGSE1VAIFNSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

AS1NLIPKPGRDTTKKENFRP1SL 

MN1DAKILNK1LANR1/WGN*AE 

ERNKEYSIRKRGSQIVPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSIL1HQ*QTNR 

EPNHE*TPIHMCFFCENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*IQCHSHQATNDF 


6267 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 
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SEQID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon. /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVKRLLLYEFVVEIIPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

INRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEEIRTN 

GKEVKSFEKKLDEWITRITNAE 

KSLKHLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRSWFFEKINKID 

RPLARLIKKKREKNQTDTiKND' 

KGDIITDPTEIQTT1REYYKHLY 

TNKLENLEEMDKFLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

L V PFLLKLSQSI EKERI LPN SS YE 

ASIILIPKPGRDTTKKENFRPISL 

MN1DAKILNKILANRTQQHIKK 

LIHHEQVGCIPGMQGWFNIRKS 

INVIQHINRTKDKNHM11SIDAE 

KLISKFSKVSGHKJNVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNEIKEDTNKWKNIPCSWVG 

R1NIVKMALLP\RFSA1PIKLPMT 

FFTELEKTTLKFIWNQKEP/CIA 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTFP^FIMI 1 lYNYl IFDKPDK 

ICRKI K\ DPFI TPYTKMNSRWI 


6271 


36639 


A 


/CT) 1 
OJZ 1 




zJU/ 




6272 


36640 


A 

A 




i 
1 






OZ ID 


1££4I 

JUOt 1 


A 
r\ 




1 
i 


32RS 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SfcQ 10 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=nossib!e nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTA RGTI RQQH LLFTN 1 RCSA 

ASAADTQANRVWSGPPANSNR 

P A A\R V LTV RRKTN KQ KG H PH 

QNPICTSPSSKTKETQTTIR£YY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRRITESDIE 

AIINSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASI1L1PKLGRDTTKKE 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFN1CKSINVIHHMKRTKDKNH 

MUSI D A EKAFDK 1 QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

GFQLGKEEVKLSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

I MSELPFT1 ASKRI KYLGIQLTG D 

VKDFFKENYKPLLNEIKEDTDK 

WKNIPCSRVGR1NIMKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKATVTKTAC 

HRVGRAQQHSJSKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

TAAALQPLSRTSLKDSHEGKSS 

QWAELRAVHLVLRFAWKEKW 

PD VQL YTDS WA V ASGL AG WS 

GTWKKHDWKIGDKEIWGRATP 

VIAQWAHEQRGHGGRDGDYA 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRMEQSLQEIW 

DYVKRPNLPLIGVPESDGDNAT 

KLENTLQDIIQENCPNLARQANI 

QIQEIQRTPQRYSSRRATPRH1IV 

RFTKVEMKEKMLRAAREKGRV 

TH KG KPIRLTAA LS A ETLQARR 

DRRPIFNILKEKNFQPRJSYPAK 

LSFVSEGEIEYFTDKQMLRDFL 

MTRPALKELLKEALNMETTGA 

PRFIKOVl RFLORDI DTHTMTfi 

DFNTPLSTSDRSTROKVNKDIO 

ELNSALHQADL 


6278 


36646 


A 


6328 


1 


1808 




6279 


36647 


A 


6329 


i 


4695 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkuown, 
*=Stop codon, /=possible nucleotide 
deletion, \- possible nucleotide insertion) 


6280 


36648 


A 


6330 


1 

■ - - ■ '. 


2915 

i ! 


MIMGDFNTPLSTLDRSTRQKVN 

KDTWELNSALHQADLID1YRTP 

HPKSTEYTFFLAPHHTYSKIDHI 

AGNKALLSKCERTEIITNCLSDH 

SAIKLQLRIKKLTQNHSTTWICL 

NMLLLNDYWVHNEMKAEIKIF 

FETNKNKDTTYQNLWDTFKAV 

CRGKFIA LN AHKRKQERSKTDT 

RTSQLKHLENQEQTHSKASRRS 

WFFEKINKIHRPLARLIKKKREK. 

X f l" r*\ A 1 X.T P\ 1' 1 " I'M DTP 1 ATT 1 1 

NQiUAIKJnDmjLji 1 1 NF I EIQTTI 
RbY YkHLY 1 N 


6281 


36649 


B 


633 1 


1 


o /30 




6282 


36650 


A 


6332 


1 


3/6 




6283 


36651 


A 


6333 


3 


1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 


2 


409 




6286 


36654 


A 


6336 


1 


2051 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SG R Y VC VQLLQTLN 1 LFEN I S H E 

TSLYYLLSNNYVNS1IVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWF1GSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

ILIINCEFLNDVLTDHLLNRLFLP 

LYVYSLENQDKVFLIIHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWLISAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKG 1 KTSG ESEEIE 

MVIMERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALuSrUDDYHALFVL 

CLLYAMSHNK/GKSPfcKEEGLS 

GTQSHPGKAGTFGKEGAEERK 






A 


A.1 11 
OJJ / 


Z 


TTf *» 

L / jj 




6288 


36656 


A 


6338 


! 


577 




6289 


36657 


A 


6339 


I 


849 
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SEO H> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
scc|uencc 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6290 


36658 


A 


6340 


1 


1293 




6291 


36659 


A 


634! 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


RRAPGKIPGQASAFLGRTWSRP 

CLRTQLCVIVSCLAKAGVQGYL 

VGSPGGAKRFLFSERTGSFSKL 

AAMSSWLGGLGSGLGQSLGQV 

GGSLASLTGQ1SNFTKDMLMEG 

TEEVEAELPDSRTICEIEAIHAIL 

RS EN ERLK K LCTDLEEKH E A SE 

IQ1KQQSTSYRNQLQQKEVEISH 

LKARQIALQDQFLKLQSAAQSV 

PSGAGVPATTASSSFAYGISHHP 

J <s VJ fx v-l ▼ J fx 1 I rx.tJ*jKji fx 1 VJltJI 11 II 

SAFHDDDMDFGDIISSQQEINRL 
SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTC VPDRPCN V SG * RJ\S1 EEI 

EAGRIPNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRWIRVIPFPRFF 

LRCI 1 WNTRDV1LDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPAEQVCTIAKKJDAFWRLDKT 

ESK1 PA RV V FQ1WDN DKFSFDD 

FLDPYA1VSFLHQSQKTVVVKN 

TLNPTWDQTL1FYEIEIFGEPAT 

V A EQPPSI V VEL Y DH DTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHH I PGFESEDTDLPYPPPQREA 

NIYMVPQNIKPALQRTA1EILA 

WGLRNMKSYQLAN1SSPSLVVE 

CGGQTVQSCV1RNLRKNPNFDI 

CTLFMEVMLPREELYCPPITVK 

VIDNROFGRRPVVGOCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVL1DIDDKEPLIPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 

SRHRPSAASPRPGRPSGRSGLLA 

GLRLWAGAGCFQCPPCLQRGL 

FSPEALRPQAPAHKGLFSGSLW 

POORSHOGLRAAATS*DRRAG 

ALCKWCPRPSGTPRGEHLS*EN 

ES LP P* * R W A HOT A PO ESOTS 


69Q6 


36664 




6346 


I 


924 




6507 


36665 

JUUUJ 




6347 


1 


894 




69QR 


>6666 


A 


6348 


i 
i 


525 




67QQ 


JUUU / 


A 
fx 


6349 




343 




6300 


36668 


A 


6350 


1 


2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 


t 


9182 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence . 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*=Stop codon. /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6303 

, - . 


36671 


A 


6353 

- 


1 


8655 


EAAKDLADIAAFFRSCFRKNDE 

M1CAMDVLPILKEKVAYLSGGR 

DKRGGPILTFPARSNHDRJRQE 

DLRRLISYLAC1PSEEVCKRGFT 

V1VDMRGSKWDSIKPLLKILQE 

SFPCCIHVALI1ICPDNFWQKQRT 

NFGSSKFEFETNMVSLEGLTKV 

VDPSQLTPEFDGCLEYNHEEWI 

EIRVAFEDY1SNATHMLSRLEEL 

KlUl L/\ K.ft.E> Lr V^L't-CVJ/A KJN Ivl 1 CD 


6304 


36672 


A 


6354 


1 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


M DSQPN STRGQSG RR/M EI KG I 

QLGKEEV1CLSLFADDMIVYLEN 

A\TSQPKI SLS* * ATS A KSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

IDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNENTWTQEGE 

HHTPGLVVRRSPDPEQNFKAVR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

*K 1TPK KO/HOA TTK PNTF YRTA 
ix i i I iv rvv^/ n \jr\ i i rv r m i c i i\ i n 

VKPSVVGALPDINSFLKLGGLH 
RJTNGCLLD 



734 
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SEOID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Mel 

hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6307 


36675 


A 


6357 


1 


2569 


MRTKTQHTRISWDAFfCAVCRG 

KF1ALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKSLQKINESRS 

WFFERJNNIDRPLARLJKKKREK 

NQIDTIKNDKGDITTDPTEIQTT1 

REYYKHLYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRPITG 

SEIVTIINSLPTKKSPGPDGFTAE 

FYQRYKEELVPFLLKLFQS1EKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRP1SLMNIDAKILNKILAN 

RIQQHIKKLIHHDQVGFIPGMQ 

GWFNIRKSINV1QHVNRAKDKN 

HMIISIDAEKDFDK1QQPFMLKT 

LNKLG f DGTYLKI IRAIY DKPT A 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVVEVLASAIRQEICEI 

KAQNLLKL1SNFSKVSGYICINV 

QKSQAFL YTNN RQTESQ IMSEL 

PF1IASKRJKYLG1QLTRDVKDLF 

KENYKPLIKEIKEDTNKRKNIPC 

SRVGRINIVKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKRAHIAKSILSQKNKAGGITLP 

DFKLYY K AT VTKTA WYSYQN R 

DIDQWNRTEPSE1TPHIYNYLIF 

DKPEKNKQWGKDSLFNKWGW 

ENWLAIWRKLKLDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GITIQD1GMGICDFMSKTP/TSNG 

NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 


FLSLFFFISLASSLSILLIHIMNSW 

IPHSPIFTDLNVESSRLCPLGDIM 

M * I PLT WYL 1 VTCTH LSRE I TT V 

PRG LA RL WSFTR ! C P RTHC K PI P 

AWLLRAGCPPSCWWDQDTHS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLAIVC*E 

*WFPASSMSQAVLVTVAL*YSL 

KSGS VM PPA\FS FG LG LTWRCR 

LFFGSIRTLK*IFPIL*RKSLVA* 

WGWH*IYKLRWAVWPFSRY*F 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSWJPKYFIL 

FEA1VNGSSLMIWLSVCLLLLH 

KNACDFCTLILYPETFLKLLJSL 

RRFWA ETMGFSRYTIMSSANR 

DNLTSSFPN 
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SKQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRSVTP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKFYQSPSLTGKNDKEPE1LPY 

FHADFLVVPGTHQASPVLMVL 

GHKSFPHRMSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVIWCHESQGDELWH 

LVLLDSKCCFGSMTHRMEWSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRJLLNSKCCCLIIPLE 

ALSQRGIWPWQGSPVPRPWTTT 

TLWPVR.NQATQQETSLMPCQL 

EGKEPLALPTKEAE1EGRRTGE1 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


6311 


36679 


A 


6361 


7 


94 


VRTSGVWFFVLAIVC*E*WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKKEEEEEEEEEEE 
EFFEEEEEEEEEEEEEKEK/GNK 
ERJCK/DKGKAROVOAROIYl 1 S 
LHLGRJRKVPNNNKA*SSCP 


UJ 1 J 


166KI 


B 


6363 


I 


603 




6314 


36682 


A 


6364 


i 


987 




6315 


36683 


B 


6365 


l 


444 






36684 




6366 


977 


1 177 


RTSISSPVSSTCSPLVMPTLLPOP 
TV P WR M WRPCTO* RN A G TFS P 
AVAMGLPVEAVICLSV*DSPA 


6317 


36685 


A 


6367 


1148 


1395 




6318 


36686 


A 


6368 


33 


663 


VH VLCG DTDETGN H H SQQT1 A 

RTKNQTPHVLTHRERLSLRRGL 

HSCAYSLHRWLGARHAQKGSR 

NTKGCGGQGPRTSERGPASGEF 

SENCTSLLGQRGVFSPGRRALL 

HSPSDG\SVPLGAVDSSP\PASTR 

RDWSHWAVGKPSPEREPAGKV 

T*TTRQLQPASP*REHPLLNSQH 

GHCLKISLPLLPTVLSPSPPLSLC 

SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possit>le nucleotide insertion) 


6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

PIGIKPQVNVGAMQCJLVAPYIS 

PIVGVINFNDQVNSQGGGS1CME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAFISSMKTNEYTKLVPV 

EWGLAEKIPKNVEATLELGNRR 

SKKTGGILPLLLWNFELERDEL 

GYLVEE1SKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


C 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 




6328 


36696 


A 


6378 


1 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 


1 


2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




/--'•»'■>'■* 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSL1PVGPIMWFRG 

AGAGRELIYNQKEGHFPRVTTV 

SELTKRNNLDFS1SISNITPADAG 

TYYCVKJFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VSYS1HSTARVVLTRGDVHSQV 

ICEIAHITLQGDPLRGTANLSEA1 

R V PPTLE VTSQPIVRA ENQ AN VT 

WQ VSN FY PRG LQLTWLENGN V 

SRTETASTLIENKDGTYNWMS 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PKLLLVVGVSAIY1CWKQKA 
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SEQ ID 

NO: 


si:o n> no: 

of peptide 
sequence 


Met 
hod 


SEQ ID N<>: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop endon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6334 


36702 


A 


6384 


1 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIKHLAVAGRRA 

LKATVHVHQRTLLRPGGCGSV 

PGKRAVTLISKCSDGQPAFPGA 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KNWPGPRGRSMARPGWNAKPP 

VVQAKAFKNWAVLELSTVSAR 

NLTGSRJPRENTKVIL1GTIWVL 

CFLGSALGVCDPGGTHSHLAM 

HVVIFGPVGSl^fNPSIVihlllRPIL 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYNLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LfPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SA P V VSG PA ARATPQHTVSFTC 

ESHGFSPRDITLKWFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVNSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYMWMSWLLVN 

v^AHRnnvKi TrovPHnnoPA 

v onn rvi_/ l/ v ivl< i v^v^ v cnL/viyrn 
v i\jn vj l« rv v *jr\\ ir rvUrV^/vj oi n 1 1\ 

AENTGSNERNIYIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTHIDTSSPA 

SRSTRCLCISTHGVLAQSGGSSG 

GPAVPTVQRGIIKMVLSGCAIIV 

RGQPRGGPPPERQINLSNIRAGN 

LARRAAATQPDAKDTPDEPWA 

FPAREFLRKKLIGKEVCFTIENK 

TPQGREYGM1YLGKDTNGENIA 

ES L V A EG LATRREG M R ANN PE 

QNRLSECEEQAKAAKKGMWSE 

OINO^ri 1 IKULrx Y 1 IcNrrUir VU 

onriv^i^-r V INAil tn VKUUoV VKA 

l i i onvvi \/T\/ 
LLLrL/Y YLV J V 


on I 




A 


Ojo / 


z 






6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEO I!> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
h<HJ 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowit, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


321 


RGREHTQGIPGAGKRWH*FKV 
LLTQ/CWSEFSVIRQFKAGPGG 
LDOFRDRSK/RWLRDLRGRI I G 
SLNASLVLRALFSGNWGI TAN 
OL*l AVGAKGDPEA 


6341 


36709 


A 


6391 


I 


1599 




6342 


36710 


A 


6392 


1 


561 




6343 


36711 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRAL1LL 

LLFLGPCHARSHDGKYSREKN 

QPKPSPKRESGEEFRMEKLLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYL1SNAGVRLDLLNSPVL 

SIPESLRGKVNDLQNKKELLER 

KG RGETGL A RPM H DLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMGLNCLPQGAASGSDHHCG 

PRISDLPGSAARTSRWPASSELH 

LPPVRLAELHADLKIQERDELA 

WKKLKLDGLDEDGEKEARL1R 

NLNGHWRAEDAHQDGGVNK 

WDIPTVVGVGVAAIALVAVKL 

FFLP1NIRCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVV1QET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

KEKVHEYNVLLETLSRTEVHPG 

PQDGVASTGREHSPMETLFQEE 

LKHFEAK1 EKKNHYQK\QLEIA 

HEKLRHAESVGDRRSV*SASPR 

ESTPCLEGRTKGAGLPR*KKHL 

QD\LSGRI\SRARHKRTLKALGS 


6^44 






6394 


1 


185 


DFFDNSAOVTIAGIPCD1RHVSP 
RJCIECTTRAPGK\V*GSPPLSQAI 
EGFFLKLEMLLRDWN 


6345 


36713 


A 


6395 


1 


1512 










6396 


1 17 


268 


OSLLLEYLHLYLHLCYLHLANK 
QELTLTWYKE*CTFFLPSV*NPF 
HQNLA 


6347 


36715 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in (ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkw>wn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 

■ *■ - 
...... 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLRI 

WILSTKLFCLSTLWLAPTLFLIP/ 

LPDPHDC1SLIHLAFTPFPHTSFF 

piphpdhtwf1dgsstwpnrhsp 

akvgyaivvsstsileatalpps 

ttsqqaelialtralalakglh 

vniytdskyafhilhhnaviwa 

ergflstqrss1iiasliktll1ca 

allpkjeagvihckghqkasdpi 

aqgnayadktkfldlafpplr 

lsftcqjtqavsqalgiqwnlh 

tpy'rpqssgkdwtvflplalhr 

irarpreatgyspfellygrtfl 

lspnlvpdtsplgdylpvlwqa 

rqe1hqaanlllstpdsqlyed 

tl agrs v li kn ltpqtlqpr wt 

npYi viv<iTPTA\/Ri nnppw\x/\/ 

Ui ILVliolr lnVI\ '-"V L/r r rt W V 

HRSRIKLCPSDNQPNLSSSSWKS 
QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLY L HTLTHKYG I PLLPP WRPI M 

HPLPSH*NLITLTLLNAN1PSCST 

L*KD*SLLSLTCYSMAF*/QPINS 

PYNSPILSVQKPDKPYSSFRYVY 

SLFVESPTITIVPGPDFNLASHIIP 

DTTPDPYDCISLIHLTFTPFPHVS 

FFPVPHPFHTWFIDGSSTRPMCH 

TPAKAG Y AI VSSTSI 1 E VTTLPHS 

TTSQQAELIALTRTLTLAKGLC 

VNIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGVIHCKGPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHS1LS 

SFCNLFHVGYKPLARLSELLiSF 

PSWKSILKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTHMPQVGKLKYLLVW 

VDTFTGWVEAFPTGSEKATVVI 

SSLLSDVIPRFCLPTSIQSNNGLA 

MISQITQAVSQALG1QWKLCTP 

YHPQSSGKVKWANGLLKTHLT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

GPS I IPDTRPTWTAPPKTWHPY 

YLLSSHTPIHRSQLLIHALLLFTL 

PVYTVSPSHHS 
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SEO ID 

NO: 


SKQIONO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, V=possible nucleotide insertion) 


6350 


36718 




A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICKIQE 

VRRKEDTQGGEKDPESLLLPPL 

LAPGPTE/YSTYYNISVAFCAELL 

NKLKDQPEMAEIGLGEEEVDH 

ELAQKK1QLIESISRKLSVLREA 

QRGLLED1NANSALGEEVEANL 

KAVCKSNEFEKYHLFVGDLDK 

VVNLLLSLSGRLARVENALNSI 

DSEANQEKLVLIEKKQQLTGQL 

ADAKELKEHVDRREKLVFGMV 

SRYLPQDQLQDYQH FVKMKSA 

liieqreleekikTgeeqlkclr ' 

ESLLLGPSNF 


6351 


36719 


A 


6401 


I 


972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

APPSAA/GRLLSLSLPAGLVGGD 

TARCIPAGRLRPLCSWLDPGKL 

LHLSLKSKGSGGRSGAGTLQEG 

NQS VCIQ A EKPPLKPA IQTQSG 

MNVLRCRAYSWViDWD 


6355 


36723 


A 


6405 


1 1 


545 




6356 


36724 


A 


6406 


3 


2920 




6357 


36725 


A 


6407 


1 


2388 




6358 


36726 


A 


6408 


275 


479 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


I 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


WAYLDFWM*H1PHLGVLL/SAH 

LLSDLNSCQF*MGSRTEGSATG 

PGSCSAALPLGPYDPADPMVLE 

VSMADRDASPHDPLAKFLFPVP 

MTLHSALLEVLVPEGGTLPPGD 

TTTIPLNW/IVK1AT*TLWVPPTF 

KFTGCRLNTMWKLPRLGASTL 

♦SNSLRCTLTSFSHDWSGWDAG 

HQV1RPHGFAGYNTCGCFHRL 

MLSACGFSRQMVQAVNGSTTL 

GSGG 


6364 


36732 


A 


6414 


1 


685 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknowu, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 

ETPNTSEHQKEKTPDTPPLRTV 

TLTVRVHGF1LEVSETKNPPIPD 

TKLRG/ERJLQGFGLAGFRSE/GC 

RPSP'VLQLIKAVWTQRPLGGR 

U/HU/A DU/CODU/rCCrDl nntiD 

WUWAr WdRKWLooOKLKtHK 
[Nv^WDuWtAyAWOLyVrbrtr 

Ar.DHI DD^Cl'CCTAD 


OJ t\) 


JO / JO 


A 
AV 


fAOC\ 
o*»zu 


i 


aao 




o j / 1 


JO / J7 


A 
M 


OHii 1 


i 
i 


0R7 

yo i 




OJ 11. 


JO /**u 


A 


AA11 


i 
i 




t 


OJ / J 


JO /HI 


..... 

r\ 


o*#zj 


t 
i 


h j j 


r- 


All A 

oj in 


JO /**£ 


A 




i 
i 


147 




All** 
OJ / J 


1A1A1 
JO /**J 


A 


A47^ 
OHZ J 


t 


1 1 u / 




AHA 
OJ /O 


JO 


A 
A 


OHZO 


j 


y i j 




6377 


36745 


A 


6427 


1 


159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


1 


1245 


MAQELRDTCTSFSSRFDQVEER 

VMVIEDQINEMKQEEKFREKR 

VKRNKQSLQEIWDYVKRPNLR 

LIGVPEKNLEETDKFLDTYTLPR 

LNQEEVESLNRPITDSEIEAIINS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRrfNKKREF*TNlPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQINKRN 

PAYKQNQGQKPHDYLSRCRKG 

L*QNS A ALH AKNSQ* IRY* WD1 

SQNNKSYL*QTHSQYHTEWAK 

AGSIFFENWHKRGMPSLTTP1Q 

HSVGSSGQGNQAGERNKGYSI 

RKRGSQIVPVYR*HNCISRKPH 

HLSPKSP*AGKQ/SSAKSQD/DKI 

iNV^oyArLn 1 NiNKi^ 1 bol^lMo 

E/APIHNCYKENKISRNPTYKGC 
EGPLQGELQTTAQRSKKGHKQI 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
G E * L* * VDRI RLQKIGN DKLLPA 

kT;P.PQKIPC:nDQ*kr PP kTI^IDHM A 
NUUL5INrovl\j KrKlS.IS.II\v^IVlA 

N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 


843 


VDRSRLQKVSNNKLL*AKGECS 

NPLQGS*KP*KKIRRMAN*NKH 

CREDLK*PDGVENNGTRTS*FM 

HKLQ*PI*SSGRKGISD*R*N**N 

KIHQG*NEGKSVKGSQRERSSY 

PQRKAHQTNSGSLSRNPTSQKK 

VGANIQHS*RKEFSTQNFISSQT 

K\ HK*RRNKlFYROADAFRFrn 

HQACVTRAPEGSTKHGKKQPV 
PAPAKTGQIV 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/C Aft 117 


Nucleotide 
location of first 
ciHJUii iur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
iiciviiuiif jiwoiuiir iiiicicuiiuc insertion} 


6382 


36750 


A 


6432 


1 


2112 


MRAFVVLMDVSKLPSERGGPG 

LRSNQQHMRMFLTSVDRGSVS 

LLADAVAAATPQGTKSQPRGPS 

NLAADLRVAEESSGMENLFLK 

MSFDS 1 RPAQDGQCTPE1 SM VTP 

SPGWSVHTGDLDGHPLPRMVS 

AHRRSRWSPPPQDGQCTPEISM 

VIPSPGCSVHTGDLDGHPLPRM 

LS AH RRSR WSPPPQD AQCTPEI S 

MVTPSPGWSVHTGDLDGHPLP 

RM V S A H RRSR WS PPPQDAQCT 

PEISMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


J539 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMMSLIPPPPNLHTPAQ 

APFPLPTK EQDRSSSPATEQS W 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAE!HGT 

RTS*HMHKLQ*PI*SSGRKGVSD 

*GSNQ*NK*WGEWNQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPKTHNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFKS*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

* *N ASKTN KEEKREESNRRN KK 

**KNRTVKPHVSFTLLPALSHVS 

EKNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTRINSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A 1EDQTN E 1NNG ENGTKLENTL 

QDIIQENFPN LA RQAN1QIQEIRR 

TPQRYSSRKATPRHIIVRFTICVE 

MKEKVLRAAREKGLERQEQTN 

SKASRRQD1TKISAELKEIETQK 

TLQKINEFRSRFFKKlNfClDKTL 

A RL I KKKREKNQTD A I KN DKR 

D1TTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEAESLNRTITGSE1EAIINSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 


1 


237 




6388 


36756 


A 


6438 


182 


1034 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknu\vi», 
*=Stop codon, /^possible nucleotide 
deletion, V=pos$ihle nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQAVSSRIMSA 

HSRGAIYSQASSSAACPSVSIAF 

LRR* I E AN VS/W1 RTLLSTLCTPK 

CGPGFKHRIVLCKSSDLSKTFPA 

AQCPEESKPPVRIRCSLGRCPPP 

RWVTGDWGQ/CDSRDPRPGRR 

RRDFCRNGRAGAGH 


6390 


36758 


A 


6440 


207 


426 


AECTRCAIPK/HSCYPVLLIVVS 
P^KOXNCSLGELSCWRRESCRS 
SWSNKALPSLTRCLRGFVCGLS 
CYKGSS 


6391 ' 


36759 


A ' 


6441 


524— - 


783 


TAVLAARJSNQWILSCWS/AVG 
CTPKCGPGFKHR1VLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTREK 


6392 


36760 


A 


6442 


I 


1524 




6393 


36761 


A 


6443 


J 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


I 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 

YRKRQRYWGSHGNCMPPPSLR 

VPERCPSHTEPRNLTGA*ELLLL 

GLSEDPELQPILAGLSLSMYLVT 

VLRNLL1SLAVSSDSHLHTPMC 

FFLSNLCWAD1GFTSAMVPKM1 

VDMQSHSRVISYAGCLTQMSLF 

AIFGGMEE\NMLLSVMAYDWF 

VA1CHPLHYPVIMNPHLGVFLD 

LGAFFLSLLDSQLHSW1VLQFTF 

FKNVE1 SN F V* DPSQLLNLACSD 

SVINS1FIYLDSIMFGFLPISGILW 

SYANNVPSILRISSSDRKSKAFS 

TCRSHLAVVCLFYGTGIGVYLT 

SAVAPPLRNGVVASVTYAVVT 

PMLNPFIYSQRNRDIQSALRRLR 

SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


! 


576 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6404 


36772 


A 


6454 


2 


694 


QCGGIQRSHGSWSQEASDSVW 

QLQSMWMLDKLTGVFAPRPST 

GPHKLR\ECLSRI1RLRNRLKYA 

LTGDEVKKI\CMQRFIKI\DGKV 

RTVD1TYPVG\FMDVI\SIDKTGR 

EF P V L 1 Y DTKG/RA F A V H Rl TP\E 

EAQVPSCAKVRRDLCGAQKGIP 

HLVTH\DARTIPLPRSPSSKVND\ 

TIQl\DLEDWARFT*FSSKFDNW 

*TCCMGDWEGA*P*GRNWVLI 

HQQRRRAPWDLF 


6405 


36773 


A 


6455 


1 " 


243" 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 


1 


741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 


1 


7863 


MKPRTLTVRVTALKVARLESV 

PSDVQMCSEFLPSDSAAQLASP 

SGSRTGAAGGAAYQSCAVLPH 

SSALWVVDGTRCRGAGGSAHQ 

GGSATQEPTERVEGSGMAGCR 

SRVLPHWKAANVLGMSVESAP 

AVEEEKGEELEQKEKEKEEDTS 

GNTTHSLGAEDTASSQLGFGVL 

ELSQSQD V EENT V PYEVDKEQL 

QSVTTNSGYTRLSDVDANTAIK 

HEEQSNED1PIAEQSSKD1PVTA 

QPSKDVHVVKEQNPPPA 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLTI PCPPPH PA PPTG GQ 

ACRENAEGIL*AANTSEPGKDA 

EK*KIKV*LAP/CSHSGSSLQSDP 

HFGCSLGPS/DPALGLSGCILPPC 

SGSYL A PA PNSRJ PKPGLKP W/H 

/ESYLPSAVRPHGTQAPGLWPE 

RGL*PAGFLLRPEPVRAASER/Q 

EAVSPER*VPRPPKAQQLHGQS 

PDPSSLCTALRQDHTH WLDA RS 

VYPDWRGQPWPPLHQDCGHG 

GWR 


641 1 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 


A 


6464 


229 


561 


SCRGYSRILLLFHKSSWCSQVIS 

IFRYNIICSRLPRSWKWRLPVY 

MNWL*YHWFKQYHSSINFISFR 

SMWFII1INFKRSPAFILSGSWSIS 

IARWQIFVFFTTFGSRTKV 
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SKQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






6415 


36783 


A 


6465 


1271 


1 *7 1 ft 


1 bGLUHKbobi KLiUAALDAL 1G 














bRPKVACrPAAKO KOLKPRPRL 














\Air^ DcnTrrrAD I i ti dddddd 
MJUPr b 1 OOOyi^bb 1 LKJ'KRRR 














QRRRP/WQuLEKrH VKJVJ WG 1 EL 














fTTI D H A CDD^DCVU/RTA Drc A 














UI^KKUKLVbCLUov K «^ VLbU V 














LLYAV 1 KUorrlNbr 1 rlvU 


64)6 


36784 


B 


64 oo 


i 
I 


/ 11 




6417 


T /TO C 

36785 


A 

A 


64 67 


i 
1 


IZ/Z 




CA 1 O 

64 18 


j678o 


A 


6468 


•> 
3 


ZJO 




C A 1 ft 


*» /'TOT 


C 


64oV 


i 


/I C7 




6420 


-V/TOO 

_>6788 


B 


HA "7 A 

6470 


148 






6421 


36789 


A 

A 


£LAH 1 

6471 


1 

1 


I4U/ 




6422 


j6790 


A 

A 


6472 


1 

1 


1 

OJ 1 




6423 


36791 


A 


6473 


/Tift 

619 


835 




6424 


36792 


A 


6474 


52 


535 




6425 


36793 


A 


6475 


319 


£ >i "7 

647 


LC KRJ Y M Y r L V M K N W MQSL W 














V I r*T\ 1 1/' O * D 1 l"M/^ r>T*i UA\/\/\ /Dl/ 

1 NKJv ¥ KJDKr 1 LHl^VVVRIC 














*I TD! r^\A lVXTr~V\/T , \CT "CI I ETDCI 














KJvUrVbLUoKoLKJvCLAAJ 1 brv 














XII 1 DU\/C \C\T\ fl + ODII Dl ADD 


6426 


36794 


A 


6476 


39 


c 1 c 

515 




6427 


36795 


B 


6477 


1 


OftT 

807 




6428 


36796 


A 


6478 


3 


247 


UANICC w*GL(^b/VrHSW T K 1 Q 














CDCU/T 11 1 VnDTTr'l A\/C1 DA CD 














ADCADIDADI r.^DM/HVi/A DU/CD 

ArrAKlryrLUUKWUWArWoK 
















6429 


36797 


A 

A 


64 /y 




JO J 




6430 


36798 


B 


^ >1 Oft 

6480 




1 o^ 0 




6431 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


QLAGRCGGRGMSGNRGCAWGA 














/^r , DAr , \7Dr , r/r , u/A \i/r a i i_i c etc 
Lu r Au V ruu/L W A WL ALHob t 














PASPALRSISRRALAAFPRGRAR 














DLQPAMPbPPTPbVGbCAAQAS 














r 1 ^AArLoMArorlUnrRAttLV 














A IVrvU 1 \J ivn ULL1 V rV Lrr 1V| 1V| | r W 














nooIV^rr 1 inrrlNWiNrLf 


64j4 


-> /TO A"» 

36802 


C 


CAQA 

6484 


1 /5 


4zJ 




6435 


36503 


B 


6485 




OUo 




6436 


36804 


A 

A 


6486 


o44 


1 i4y 


VTK^UU/k' A Dl IVj4C\L/LJK/ILID A CCA 

K i MnWlw\rLM^Wn!vlnKAw^ 














1/ ATDTr.TAT/XXC A Al /*VM ADV 














y b A LLy V LKKU C K A r [M (VI U N 1 














crwi ad a npcrcnrvcD 1 VCAC 
obVLt^KAUtoCoV?r YbKLYbAr 














QLCbPrUPbA 1 biNV^CM VNAVr 














\/^ ATAr.HID D V I AVI CPCTr Ny< 

Vuv^ 1 (^OUIKKKLv^l^LbCr 1 (jlvl 














NV 1 ^ VLbVA IKVY 1 NCbbb 1 {J 














GKOyrAOOo 1 YOMjGbCPK/l K 






A 


A/187 
O**o / 


1 
1 






6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
seqtirnrc 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


INPPPPPFRPEPPSSSNSPKMTDH 

KGERGEATRYMFSRPRRKVHG 

VVPLGPHICRIWRKGDIVDUKG 

MGYCSKKGIAPTKCY\HGQNLE 

GVLPMLPQHACWPFVVNQPVL 

GQSFFPRELMCRIEHI*ALLRAR 

DKLPETVLKENDSEKERSPNEK 

GTWGSNLKRHPGSTPEEAHFV 

RTQWGRSLELAGTLFPMNFMG 

IIGVKEIK 


6441 


36809 


A 


6491 


I 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


36811 


C 


6493 


250 


372 




6444 


36812 


A 


6494 


I 


345 




6445 


36813 


A 


6495 


2 


335 


TVRAYNVPQHAVG1VVNRQVK 

GKIPAKRINVG1KHFKHSTS*EN 

FLKRMKENDQKKKEAKEKVT 

WIQLKHQSAPPRE/AQCERTNG 

KEPELLEPLPYEFMHNTYIHJYV 

CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCK1SFLHFCYIFVKALKRISAL 
SRGKILAKRINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQ/RKAPGKNLVYISLVLRA 
L*G*DLTHHIIILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 

RTAMLRPCGGTFARKTRLSRLG 

NSPKMMEQQRGKRRGTPI 1 M FS 

KGLLRKHGWVPLAHIFMRMYJC 

\KGDIVRHPRGMGYLVPKRELP 

PQSCYPWPKPGRSLTNVTPAML 

VGHLL*NKQV*GQRFLPKRNL 

MWRJ*APFRHFLRSPRLASLKT 

CGRENGSRKKERKPKGGKVTW 

GFQLKRRHLGFPPQEEATFLLK 

EPIGGREP 


6450 


36818 


A 


6500 


I 


489 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


6451 


36819 


A 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQG YS AWTAQPTQG Y AQTT 

QQAYGQQSYGTYGQPTDVSYT 

QAQTTATYGQTAYATSYGQPP 

TG YTTPTA PQA Y\SQP VQG\ YGT 

GAYDTTTATVTVTTQASYAAQS 

AYGTQPAYPAYGQQPAATCPT 

RTED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAIYVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMFHIYLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMNSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QCPNPGCGNQNFAWRTECNQC 

K A PK PEG FLPPPFPPPG G DRG RG 

GPGGMRGGRGGLMDRGGPGG 

MrKUOROOUKOOrKUGKOIviD 

KUUrUUUKKOUPGUrPOrLME 

V^MOOKKUG KU (j ru K.M uKvj bH 


C A CO 

6452 


"♦/TOO A 


A 

A 


6502 


1 






0** JJ 




A 
r\ 




-1 
J 


OJ / 




6454 


36822 


A 


6504 


1 


434 




6455 


36823 


A 


6505 


208 


443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=linkno\vn. 
•^Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


6456 


36824 


A 


6506 


-> 


2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANNAKKSN 

NHLMKKNDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPQEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTMNPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPKKSLEN\ 

TK VTQTPENTLL A A LM I VST/A 

GAAAANYTYWAYVPFPPLIRA 

VTWMDNPIEVYVNMSAWVPGP 

TDDRCPDKPEEEGMMINISTGY 

RYPPICLGRAPACLMPAIQNWL 

VEVPTVGTTSRFTYHTGLLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCG KP Y KCN ECG KA F 

TQNSNLTSHRR1HSGEKPYKCS 

ECGKTFTVRSNLTIHQVIHTGE 

KPYKCHECG KV FR HNS Y LATH 

RRIHTGEKPYKCNECGICAFRGH 

SNLTTHQLIHTGEKPFKCNECG 

KLFTQNSHLISHWRIHTGEKPY 

KCNECGKAFSVRSSLAIHQTIHT 

GEKPYKCNECGKVFRVGRGVS1 

GTTCLLSVFQVITVSSRKSRASP 

ENRATQSILILAPPTSRGSGPGP 

ASVLRRLAQTRKRMAWTESCT 

AACAFPSCLVLLYRGRGVPTDL 

Q V P A PLFSTQSKX K R PG SRTKSS 


6457 


36825 


A 


6507 


54 


360 


CSTMNPSEMQRJAPPRRQRHRS 

RAPSAHKMNRMVMSEEQMKL 

PSTKKAEPPTWAOLKKLTOLA 

KKK\LENTKVTQTPENMLLAAL 

KTVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMMPSEMQRKAPPRRRRHR 

NRAPLTHKMNKMVTSEEQMK 

LPSTKKAEPPTWAQLKKLTQLA 

TKYLEN\TKVTQTPENTLLAAL 

MIVSMVVSLPMPAGAAAANYT 

YWAYVPFPPLIRAVTWMDNP1E 

VYVNNSAWVPGPTDDHCPVAK 

PEEEGMMINISTGYRYPPICLGR 

APACLMPAIQNWLVEVPTVGT 

TSRFTYHTIDLMTFKWVVLASV 

FVI 1 RFPI KPfiFOPTARYV^NK 

KCOPSVDWPTTISORRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 
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SEQIU 
NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
cud on for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=Llnknou n, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6461 


36829 


A 




1 
I 


Z /V 




6462 


36830 


A 


6512 


1 


363 




6463 


36831 


C 


6513 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFCWDTPRQSGVPRERMPH 
TGTWRTVGIRCPKKKLRSANSS 
MMRGKVQPFRP/D1QAYGAAPF 
EDLQVDFREMPKCGGNKYVLV 

1 r.DTVCr\lA/P A VDTD TC1/TDC 

LuK 1 Y Mj W V c A 1 r 1 K 1 cK 1 Kfc 

\/TD\/l 1 DHI U/lfOr\M 

nt> A CT A A T \/AI/TA 1/ 
UrArLAALV^N. 1 AN 


6465 


:>oco3 1 


C * 


iT C 1 C 

OJ I J 


j 1 






6466 " ' 


36834 


A : 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


t £.01 £. 

36836 


A 


651 5 




Zyj 


VHD! DTW/ll CW lCf^Dfi A PHD A C\ 

I UrLr 1 WlLuMov^KOAtbrAy 

HPGCQL* LPPP/SPPRTSSSPSC A 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 


1 


1758 


MKIRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GTISQEDIRNNVTRGCTPPA1QR 

VISSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLL1SRDGGHD1S 

FNIAVDVHSPCDTDPNIQGVEY 

DMTPNIAMNVQPPGTISQKRCT 

LPA 1 LGLI S Y ASS VN I RSNITGWL 

YIDRYVGSHVILYPLGIRMGVT 

GEMKGERRRGLHAATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLNRDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRNADLLVSCSNQSGPPKEARE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFP1RSAPESQKLFA 

FQWEDPESALAKTVRQRCVSC 

RQHHA\GKVQPFRP/DIQAYGA 

A A FEDLQ VDFTEM PECGGN K Y 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

QHXinPA FV A HI 1 fWTATVI HIT 
oUINLlr Ar V ALJUUV^rx. 1 A 1 V LvJ 1 1 

RKLHAASRPQSSGKGIQNNRTG 
GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


1111 


1342 


MFVPHIGFQNTAALCLLRLGVL 

1 I I V \J I I nVJJvLLI W 1 ~ IV 1 J VY I 1 

VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 
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SEQ ID 

NO: 


SKQIDNO: 
Of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V= possible nucleotide insertion) 


6471 


36839 


A 


6521 


1 


1144 


MRGAQKLATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQKQAG L AG MNPSQLL E I 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPP A EDS WFTCLDLKDAFFP1 R 

LAPERQKLFAFQWEDPESGWPP 

C WRA LA ATA LLVQEAN KLTLG 

QKLNIKASRAVVTLMNTKGHH 

WLTNATLTDYQTLLCENPRJTIE 

VCNTLHPATLLPVSKSPVKPGC 

VEVLDS 1 DSSRPDL WDQP WA S V 

DWELYLDGSSFFNPQGEVEG\S 

RGDTSFl PPPWVrniPAl TORI 

FKDHI PP^GHOri^l KHI lU/ni 1 

I 1 TKKRTFSSMI 
i_>i~/ 1 rvjv i\. i i ooivi i 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKNYQPVQDLRLLHQAKLT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

LVQEANKLTLGQKLNIKASRA 

V VTLMNTKG H H WLTN ATLTD 

YQTLLCENPRITIEVCNTLHPAT 

LLPVSKSPVKPGCVEVLDSIDSS 

RPDLWDQPWASVDWELYLDG 

^FFNpnnFVFnv^RnnT^Fi pp 

CWVCGIPALTORI FKOHI PPSG 
HQGSLKHLIWDLLLLTKFCRTFS 


6475 


36843 


A 


6525 


3 


2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

N PKPKEQS W RH H TT* LQT1 LQG 

YSNQNSMPGPTPQ\PSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQGYPLQGD*PGE 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFOVCAHOGHPVAORRN*PnY 

WFRYHSAFDPFI OPII AGI SI S 

MYLVTVLRNl 1 IS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 


1 


1458 




6479 


36847 


B 


6529 


1 | 1503 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
l)y/s4U,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TISQKRCTLPA1LGLISYASSVNI 

RSNITGWLY1DRYVGSHVILYP 

LGIRMGVTGEMKGERRRGLHA 

ATKWLEEHAPADYQNPQEYGR 

TQLPGTQPQLDPHEREDMQRL 

N RDREA LLEGFKRG AQKATN V 

NKVSEV1QGKEESPAQFHQRLC 

EAYRMYTPLDHDSPENQRMIH 

MALVRQSAEDMRRKLQKQAG 

LAGMNPSQLLEIASQVFVNRDA 

VSPKENSKENGGQARRHDDLF 

SPVEPDCVEVLDSIHSSRPDLRD 

QP WPSG D W/RTICG WEQLLQPP 

RRERCRVCSDNPGH/WLLKPHR 

CPRPLQARKLNSLLSLGP*NSTR 

DCVRPIVCILPLITIALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWRIVDDCGG 

AFTMGV1GGGVFQAIKGFRNAP 

VCRLLSEAPLFfYSCSRSVSPTV 

NVSSERAESRPTLFMAVSLHMA 

WCLAHIGIRHRLRGSANAVRJR 

APQIGGSFAVWGGLFSTIDCGL 

VRLRGKEDPWNSITSGAVLTGA 

VL\AARSAPLAM\VGSAMMGGI 

LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGG A FTMG V IG GG VFQ A I KG 

FRNAPVG1 RHRLRGSANA VR1R 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWNS1T\SGA\LTG 

AVL\AAR\SGPLAMGGLQQ*WG 

GJLFAPHLRAFG1LLTRYTAQ\Q 

FRMAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 
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SEO ID 

NO: 


SKQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40\2l7 


Nucleotide 
location of first 
rndnn for nrntidc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~IJnknown, 
*=Stop codon, /=possiblc nucleotide 

f)rlf*tinn \=-f\nK^ihl^ mtrlrnfliH^ i n c^rt im-it 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 

RMTLRS*EKKASDDQITLSYGR 

TFKPK/DKEVENFEQNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERJSVMED 

EMNEMKREGKFREKRJKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DG ENGTKLENTLQH 1 IQEN FPN 

LARQANVQIQEIQRTPQRYSSRI 

AIPRHJIVRFTKVEMKEICMLRA 

AREKG R VTLKGKPI RLTADLSA 

ETLQA RREWG PI FN I LKENNFQ 

PRISYPAKLSFISEEEIKYLTDKQ 

MVRDFVTTRPALKELLKEALN 

MERNNRYQLLQNHAKF 


6492 


36860 


A 


6542 


245 


1293 


TGAVPIRPSWQRWGKNRTEKL 

ETLKRRAPLLLQRNAVPHQQQ 

NKAGWRMILTS*EKKASDDQIT 

LSYGRTFKPK/DKEVENFEKNL 

EECITRITNTEKCLKELMELKTK 

APELREECRSLRSRCDQLEERV 

SAMEDEMNEMKREGKFREKRI 

KRNEQSLQEIWDYVKRPNLHLI 

GVPESDVENGTKLENTLQDHQ 

ENFPNLARQANVQIQE1QRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAR£KGRVTLKGKPIR 

LTADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

YFIDKQMLRDFVTTRPALKELL 

KEALNMERNNRYQPLQNHAK 


6493 


36861 


C 


6543 


116 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


8030 




6497 


36865 


A 


6547 


126 


362 





753 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTNNQKGHLHRK 

PICTSPSSKTKSR*NHKDGEKTE 

QKNWK.L*NAERLSSS/IRNAVP 

HQQQNKAGWRMILTS*EKKAS 

DDQITLSYGRTFKPK/DKEVENF 

EKNLEECITRITNTEKCLKELME 

LKTKARELHEECRSLRSRCDQL 

EERVSAMEDEMNEMKREGKFR 

EKRIKRN EQSLQE 1 WDYVKRPN 

LRL1GVPESDVENGTKLENTLQ 

D11QENFPNLARQANVQIQEIQR 

TPQRYSSRRATPRHIIVRFTKVE 

MKEKMLRAAREKGQVTLKGK 

P1RLTADLSAETLQARREWGPIF 

NILKEKNFQPKISYPAKLSFISEG 

EIKYF1DKQMLRDFVTTRPALK 

ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRNIRVGVTRFSSEM 

MPVPQMEMQKSPSSASLTLGA 

VDRSCSYSA1LAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSKMTIDGINSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAA1MGS 

*SKRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLHFHLRNAVPHQQWNKAGW 

RMTLRS*EKKASDDQITLSYGR 

TFKPK7DKEVENFEQNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEER1SVMED 

EMNEMKREGKFREfCRJKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DGENGTKLENTLQHIIQENFPN 

LARQANVQIQEIQRTPQRYSSRI 

A1PRHIIVRFTKVEMKEKMLRA 

AREKGRVTLKGKPIRLTADLSA 

ETLQARREWGPIFNILKENNFQ 

PRISYPAKLSF1SEEE1KYLTDKQ 

MVRDFVTTRPALKELLKEALN 

M E RNN R YQLLQN H A K F 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 
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S£Q ID 

NO: 


SKQIONO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon Tor peptide 
sequence - - 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 


1 


257 


MGPIHKISHYVYANISKSEKVL 

KSEHFRSQAFQPGQQSETVSEK 

KKKTRKJCRKICRKKKRKKKKK 

KKKKKKKKKKKKKKKKKKKK 

SE*DRLGKKEEDEEEEEEFFFFF 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEI 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEG EG EEEEF EE 
FEEEEEEEEEFFEEEEEEFFVVI 
LTPGTGAEDFKKH 


6S06 


36874 


A 


6556 


] 


279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEE\EEEEE 


6508 


36876 


A 


6558 


3 


123 




6509 

UJU7 


56877 


A 


6559 


239 


432 


CLWLFOEEEEEEFEEEFED*FEF 
EEE/EEEEEEEEEEEFEEFEFFFF 
EEEEEEEEEK1FLGHRVGI 






A 


6560 


1 


588 




65 1 1 

UJ 1 J 




A 


6561 


1 


204 




6512 


56880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRGPAPAMAQILPVR 

FQEH FQLQNLG IN PAN IG FSTLT 

MESDKFICIREKVGEQAQVTIID 

MSDPMAP1RRP1SAESAIMNPAS 

KVIALKAGKTLQIFNIEMKSKM 

KAHTMAEEVIFWKWVSVNTV 

ALVTETAVYHWSMEGDSQPM 

KMFDRHTSLVGCQVIHYRTDE 

YQKWLLLVG1SAQQNRVVGA 

MOLYSVDRKVSOPIEGHAAAF 

AEFKMEGN A KPATLFCFA VRN 

PTGGKLH1IEVGQPAAGNQ 


6516 


36884 


B 


6566 


47 


482 




6517 


36885 


A 


6567 


I 


555 


MNARPHKVD/GRVVEPKRAV* 

EDSQRPVAFVAGIKJEDTEEHHLR 

D Y FQQ YG K M E V 1 El MTDRG SG 

KKRGFAFVTFDNHDSVDKTVV 

QKYHTANDHNCEGRKALSKQE 

MASASSSQRGHSSSGNFRGGHG 

GGFGGNDIFGYGENFSGHGGFS 

GSCGGGGYGSSGGGYNEFGND 

GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 





755 
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SF.Q ID 
NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLFIGCLSF*FIDESLKS 

QVGEWGTLTDCVVMRDPNTK 

RSRGFGFVTYATVVEEVDAAMN 

ARPHKVDGRVVEPKRAVSRED 

SQRPGAHI/TLVKKIFVGG1KED 

TEEHHLRDYFEQYGK1EVIE1MT 

DRGSGKKRGFAVFVTFDDHDSV 

DKIVIQKYHTVNGHNCEVRKA 

LSKQEMASASSSQRGRSGSGNF 

GGGRGGGFGGNDNFGRGGNFS 

GRGGFGGSRGGGGYGGSGDGY 

NGFGNDGSNFGGGGSYNDFGN 

ur iU\uUu^ir\AKrK\Nyu(jY 

GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 


1 


1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/CIPSL 
RDPQQAPGSTRLSRAPHIESRV 
GRKPPEEPANPTMNSLTLRDKQ 
/H DASTC/D WKRAL* VPESGLPR 
ALLKYIRCPNMSSAQKPRELSK 
RRN * K * PC V KRTPFRPT* E/DLP 
YSGKKTGVKGL1CPVPGTAVK 
APQRPPGPQQPHPAPQSASETA 
WFP V A D R R V FS ENPG WTA A KT 
LGTLSSPCQAGAGVGRQDGDP 
uytL 1 M^bKr W VOKKJrbHAV 
A DKXj Y Kvv^G AO b A ROG PVr 
WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 
VTFATKFAPTSHRTRKQPELWR 
/QDPGSYGEKQPAWCSVPPGRF 

ouuLVULOr LIAjUI V V^rLKKr 

PPOnPVPnFPTI R^TkTT^TFI 
^y^y^LSK^ v \^vjr r i I is. I j 1 LL 

G PSFLPCERQGKETISVT 


6524 


36892 


A 


6574 


1 


665 





756 



WO 01/(175067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6525 


36893 


A 


6575 


-* 


1121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

CNSLWGSHTEPVPRPGTGPRPL 

SFVHRJLPTMDPHKVNALRAFV 

K MCKQDLS V L HTK EM H F L R E 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AlEALNDGELQKAfDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIYXSAQPYKWR/ 

GKYEQKREEREIKERIERVKKA 

REEQERAQREEEARGQSVAQY 

GSFPDGLPGGMLEMRGGMPGK 

PGITGLNEIFSDPEVLAAVQDPK 

VMV/AFFQDVAQNPANMSQYQ 

GNPKVM 


6526 


36894 


A 


6576 




1351 


PEAGGERJERERAQREEDSTRQS 

RAQ YGSFTGGFPGG M PGN FPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LRAFEKMCKQDPSVLHTEEMR 

FURECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQADX 

EPSSEESDLRKLIKEGVIEPDTD 

APQEMGDENAE1PEE\MMDQA 

NDKKVAA1EALNDGELQKAIDL 

FTDAIKLNPRL A 1 LYAKRASVF 

VKLQKPNVA AIRDCDRA 1 E1NPD 

S AQP YK WRGKA H RLLG H WEE 

A A H DL AL ACKLDYDED A S A M L 

KEVQPRAQK1AEHRRKYERKR 

EEREIKERIERVKKAREEHERA 

QREEEARRQSGAQYGSFPGGFP 

GGMPGNFPGGMPGMGGGMPG 

MAGMPGLNEILSDPEVLAAMQ 

DPEVMVAFQDVAQNPANMSK 

YQSNPKVMNLISKLSAKFGGQ 


6527 


36895 


A 


6577 


2 


433 


GPPLNLSSPRGG I LKTYGCELCG 

KRFLDSLRLRMHLLAHSAGAK 

AFVCDQCGAQFSKEDALETHR 

QTHTGTDMAVFCLLCGKRFQA 

QSVALQQHMEVHAGVRSYICSE 

CNRTFPSHTALKRHLRSHTGDH 

PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 




6529 


36897 


A 


6579 


2 


449 
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SEQID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uuknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6530 


36898 


A 


6580 


852 


1084 


TDAGCYYAARQCGTAVPSRDV 

UlDUlAr.TD\/pnF*TA Dl D a r> c /n 
tilKrlV^U 1 rvrv^r 1 AKLKARa/b 

V/CDADDD ADMI QCC ACCAC A XHT" 


6531 


36899 


A 


6581 


1 


681 




6532 


36900 


A 


6582 


1 


483 




6533 


36901 


A 


6583 


I 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 

IvlorLKrv^iN Y Lru\oLvjAuAK.Ub 

i ui\/c a c a tvvrkivn/~:cDiL /r \/Ti at 
LnlVtAtAIVHN Y tUorlKV 1 LA 1 

LIviVIo 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTAIRGVSECLIHHHGIPHS 

TASDQGTHFTAKEVWQWAYA 

HGIHWSYHVLHHPEEA/GKER 

WNGLLKSQLQCQLGDNTLQG* 

GKVLQQAVYVLN*HPIYGTVSP 

1 ADIU/PCDXI/ViA/CTCI XD1 TITD 

SDPLAKFLLPVPPTLHSAGLEIL 
VPEGEIR 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAEISVTIKDLKDA 

RVVIPSTSPFYSP1WPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAA1D 

LTNAFFSIPFHKAHQKLFAFSW 

QGQQYTFTVLPWG DINSPALCH 

NLIRRDPDCFSLPQDITLVHHID 

DIMLTGSREQEVADTRDFLVKD 

KJLLHLAPPTTKKQAQHLVGLF 

GFWRQHIPLLGVLLQPIYRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

V A DRDA VCSL WQ A PIG ESQ WR 
PLGFWSKALPSSADNYSPFERQ 
LLA/CHKVGHAQQHSISKWK*Y 
IH DRAQ A DY HP WTVQACLI HCQ 
G 1 PHSIASDKDA H FTTKEV WQ W 
THAHEIHWCYHVLHHPEAAGL 
TERWNRLLKSQLQRQLGDNTL 
QGSGKVLQKAMYALNQHPIYG 
TISPIARIHGSSNOGVEVAPl TIT 
PSDPLAKFLLCVPTTLRSAGLD 

V L V PEGG MTQQQFH 



758 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 

KDHSSLPAMEQSWMENDFDEF 

TEVGFURSVITNFSELKEHVLTY 

CKEAICNVEKRIYRSRNQGMEV 

KVAPLTITPSDPLANFFASVPAT 

LHSAGLEVLVPEGGTLPLGDTT 

M1PLNWKLRLRTGYFGLLLRLS 

QQAKKGAMVLA/GVVDPDYQ 

NEISLLLHN*GKTHDH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


c 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


I 


240 




6543 


3691 1 


A 


6593 


2 


495 


FVRLVGRGDCDPLLSVCLTTMP 
LYEGLGSGGVEKTAVVIDLGEA 
FTKCG FAG ETGPRC 1 1 PSG ! KRA 
GMPKPVRVVQYNINTEELYSYL 
KEFIH 1 LYFRHLXLVNPRDRRVW 
I1ES\VLCPS\HFREDTHSCFFFKY 
FE\VPSVLLA\PS\HLMALLTLGI 
NSWHGPRL 


6544 


36912 


A 


6594 


j 


579 




6545 


36913 


A 


6595 




621 




6546 


36914 


A 


6596 




351 




6547 


36915 


A 


6597 


1 


447 




6548 


36916 


A 


6598 


1 14 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTG I PSLTTP1QH S VGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VY1 * KTPLSQPEI SLS* * A 

TSAKS/LGYK1NVQKSQAFLYT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLICFlWNQrCRARIT 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRWl 

KDLNVRPKTIKTLEENLGITIQD 

1GMGKDFMSKTPKAMATKAKI 

DKWDL1KLKSFCTAKETTIRVN 

RQPTK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPKISLS**AT 

SAKS/LGYKINVQKSQTFLYTN 

NRQTESQIMSELPFTIASKKIKY 

LCIQHTRDVKDLFKENYKPLLK 

E1KEDTNKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEKTTSKF1WNQKRARJTK 

S1LSQKNKAGGITLPDFKLYYK 

ATVTKTA WYLYQN RDIDQWN 

RTEPSEMTPHTYNYLI^DKPEK 

N KQ WG KDSLFN K WC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPKKWEKIFATYSSDKGLISR1Y 

N ELKQI YKKKTNN Pi KJC W A KD 

MNRHFSKEDIYAAKKHMKKCS 

SSLAJREMQIKTTMRYHLTPVR 

MAIIQKSGNNRCWRGCGEIGTL 

LHC W WUL-KLVV^rllL. J rlKWtL 
NTsIFITWTOFflFYHTI fiTVVfiW 

GEGGGIALGD1PNAR 


6553 


36921 


A 


6603 


1 


2781 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tJSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codun, /=possible nucleotide 
deletion* \— possible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRWNATYLQLSD 

L* QT* EKQAMG KG FPI * ♦ M V LG 

KLASHM* K AETGSLPYTLYKN 

QFKMD* RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LRJEEGFRRSNYPELREDIQTKG 

KEEIQTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRPITGSEIVAV1NSLPTKKSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEGILPNSFYEASIILIP 

KPGRDTJKKENFRPISLTNIDAKI 

LNKILANRIQQHIKKLIHYDQV 

GFIPGMQDWFNIRKSINVIQHIN 

RTKVKNHMIISIDAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRJKYLG1 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRLNIVK 

MA1LPKVIYRFNAIPIKLPMTFF 

TELEKTTVKFIWNQKRACITKSI 

LSQKNKAGGITLPDFKLYYKST 

VTKTA WY WYQNRDI DQWNRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTP YTK INSRWIKDL 

NVRPKTIKTLEENLG1TIQDIGV 

DKDFMTKTPKAMATKPKIDKW 

DLIKLKSFCTAKETTIRAFDELD 

D V H PH EEI E ACR V WQN YGTH P 


6555 


36923 


A 


6605 


2202 


25)5 


KSLQCEHSSHIQDLPLACLGLR 
KHYMVAQYL*HSHS/ASGGGSR 
YDVLKISVSCSST1D!*LAFVSLG 
*DKRTS**TNLAESSPNFFHWV 
W I FL ASKKFCS VP A R 


6556 


36924 


A 


6606 


1934 


2077 


AIPFRIQAWARTSCPKHKKQWQ 

QKPFCLTNGI*FN*RASAQQKKL 

PSE 


6557 


36925 


B 


6607 


1 


2325 
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sto in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


6558 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKJSLS**ATSAKS/LCYKI 

NVQKSQA FLYTNTN RQTESQI M S 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKVI 

YRJFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQCNRTEPSEIMPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWC^NWLAICRJCCKLDPFL 

TPYTKINSRWIKDLNVRPKTIKT 

LEENLGITIQDIGVGKDFMSKTP 

KAMATKDK1DKWDLIKLKSFC 

TAKETTIRVNRQPTTWEK1FAT 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKED1Y 

1 IvlKr ML 1 r V KM/VillvKMjNNK 

DMDEIGNHHSQ 


6559 


36927 


A 


6609 


1 


2226 




6560 


36928 


A 


6610 


1 


674 


MGKKQNRKTGNSfCTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

QIHQS 


6561 


36929 


B 


6611 


1 


5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 
YRSMEQNRALRNNATYLQLSD 
L*QT*EKQAMGKGFPI**MVLG 

1^1 A QLJKyf *I/ A PTH^I PVTI Ylc">J 
rvL./\orUV| NrtCluoLr I 1 L I MN 

QFKMD*RLKH*T*NHKNPRRKP 
RHYHSGHRHGQGLHV 


6563 


36931 


A 


6613 


1596 


2169 


AG EGN KGYS1 RKRG SQI V PVCR 

* H D/VYl*KTPLSQPKISLS* * ATS 

AKS/LGYKiNVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKN1PCSWVGRINIM 

kTMAll PK VIYRFNAIPIkTI PMTF 
FTELEKTKVHMEPKKCPHHQG 
NPKPKEQSWRHHTT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unknotvn, 
*=Stop codon, /=posstble nucleotide 
deletion, V=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQIVPVCR 

* H D/V Y 1 * KTPLSQPKISLS* * ATS 

AKS/LGYKINVQKSQAFLYTNN 

RQTERQIMSELPFT1ASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

1KEDTSKWKNVPCSWVGRINIV 

KMA1LPKVIYRFNAIPIKLPMPF 

FTELEKTILKFIWDQKRARJAKS 

ILRQKNKAGGITLPDFKLYYKA 

TVTKTAWYWYQNRDIDQCNR 

TEPSEITPHIYNYLIFDKPEKNK 

QWGKDSLFNKWCWENWLA1C 

RKLKLDPFLTPYTKINSRW1KD 

LNIRPKTIKTLEENLG1TIQD1GM 

GKDFMSKTPKAMATNAK1DK 

WDLI KLKSFRTA KETTI R VNRQ 

PTKWQKIFATYSSDKGLMSRJY 

NELKQIYKKKTNMP1KKWAED 

M1MRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIKKSGNNRLTLLNNHNNPQ 

PLISIKEPREKEELMLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 


2 


1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 


A 


6621 


1 


558 




6572 


36940 


A 


6622 


1 


3885 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTTvJRAAHGLCASLGPDFM 

TFKVPSSWRHSDSICREWFTLA 

GAPSRDVLLVSAIITVSLSVTVV 

LCG LC H WCQRKLG KR Y KN S L E 

TVGTPDSGRGRSEKKAIKVSRP 

CPPPAKASATHPTCKSPRSQEK 

VESPGDLDRDFWNNNESTVQQ 

KWSSYPPKEF1LNISPYAPYGDP 

RLSLNGTLLSGAKVAAAAGLA 

VEREGRLGEKPAPVPPPGEDAL 

RSGrGAAPSEPGSGGKAGRGRW 

RTVQSHLAAGKLNLSNFEDSTL 

STATTLESIPSSTGEPKCQRPRT 

LM RQQS LQQPLSQHQRG RQPS 

QPTTSQSLGQLQAHMASAPGP 

NPRAYGRGQARQGTSAGSKYR 

AAGGRSRSNPGSWDHVVGQIR 

NRGLDMKSFLTTSSRAAKWNF 

TNSETVPALDLDSAVVLIPWISS 

KEDTGDSHYGRVAIYHKGLSFS 

SDGLVYPGAKGREGRMVVLSL 

VLGLSEQDDFANIPDLQNPGTQ 

QNQNAQGDKRLPAGGKAVNT 

APVPGQTPHDESDRRTEPRSSV 

SDLVNSLTSEMLMEDWPPAVF 

SSGWAIATAHPASLHSPLIGYSF 

LAARGGLLLFEADFCWCKRSG 

STFPDCDGVANLAATEMALSQ 

LRFSKETAM R ESL V M LSPG SEE 

DEAHEGCSRENLGRIOFSVGYN 

FOESTLTLKIMKAOELPAKDF^ 

GTSDPFVKIYLLPDKKHKLKTK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRJ 

TSTVTPFSKPISSLLWLV*/GLHG 

DILL/RLLQS*RC*CRSHPEYHSG 

PPGRWQGPSPAPQKCSRTTSRS 

RSSR*HPPPPRPGGSAPSSPASYS 

PSWATOPSWTATLWSOPLWRL 
KWEDCLSPGRSRLQ 


6577 


36945 


A 


6627 


1 


588 





f 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


GPLLREPHQLCHFPVAGFVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

GRRAREEAGAQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RG G Y RRAAQG PA RGGRTPE WQ 

QSGGARRTPSVGHPRRARADVW 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

AQPRGRREGAGRQSGSRAAGP 

GGRRASAIRGGHARTDVGKRM 

GTRTRKELM PLHGKRKDA AEH 

DEPTSASRPAGERPELTLAAVQ 

TEYNCSFPS 


6579 


36947 


A 


6629 


128 


1103 




6580 


36948 


A 


6630 


1 


602 




6581 


36949 


A 


6631 


3 


1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 


3 


1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQI**LLH*SKKHNHYK 
GKQQDLR/CSSTVPRRPQGILPII 
SFSNVPVGSRRLKAPLVFIGPG 
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SEQID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hud 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 

i 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

VISALHEAGLID1YRTLHPKSTE 

YTFFSAPHHTYYKIDH1VGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRIKKLTQNYTTTWKLNNLLL 

SDYWVNNEMKAEIKMFFETNE 

NKDTMYQNLWDTFKAVCRGK 

FIAVNAYKRXQERSKIHTLTSQ 

LKEPEKQEQTHSICASRRQEITKI 

RAELKEIDTQKTLQKISVSRSW 

FSERJNKIDRLIARLMKKKREK 

NQIDAIKNDKGDITIDPTEMQTT 

1REYYKNLYANKLENLEEMDK 

FLDTYJLPRLNQEEVELPNRPIT 

GSENEAIINSLP/TK1CSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENPIVSAQNLLKLINNFSKVSGY 

KINVQKSQAFLHTNNRQTESQl 

MSECPLTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNKIKEDTVN 

KWKNIPRSWLGRNNIV1CMTILP 

KVI/YICKTTLNFIWNQERARIAK 

TILSKKNKAGGITLPDFKLYYK 

A I VTK. I ARYWTLTIKKGSVWPI 

SLKSEKRGHRTRPLWKLCHND 

VQGELLKTIQFLFGSPLGHSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPS F V IQ A PKAKM DTFDG R 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSFALAVYRKDSPLVACQ 

VQALGNLEPSSVEAHVSSHGIAI 

D RKG WH VSLFS 1 Q PG DC FPKA L 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAAIVVKS 

KKYESPSFGVCFESLLNPPRLTS 

D D CI/TICCCI/ Dr^D/^^LJ A CCTT\/ 

vr W AiCbbQ 1 UbQ 1 URuAGvRR 
M O M 1 IC rvAL bM L r A b 


Ojoo 


J07JO 


D 
D 


OUJO 


JUL 






6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs I 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possibte nucleotide 
deletion. \= possible nucleotide insertion) 


6591 


36959 


A 


6641 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 

FRPEFWRLNMKLPARVFFTLGS 

RLPCGLAPRRFFSYGTKILYQN 

TEALQSKFFSPLQKAMLPPNSF 

QGKVAFITGGGTGLGKGMTTL 

LSSLGAQCVIASRKMDVLKAT 

AEQ1SSQTGNKVHAIQCNVKYP 

DM VQNTVSEL IKVQGH PSTV IT 

N*STERSSISFLLPTiYA*DWFRF 

CSTQVLLPKQVWKPMSKSLAA 

EWGKIWNAIQC 


6592 


36960 


A 


6642 


1 


2902 


MVKGSLQQEELTILNIYAPNTE 

APRFIKQVLRDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQK IN KD 

TQELNSALYQADLIDIYGTLHP 

KST\E YTFRSA PH HTYSQN WTT 

IVGSKALLSEHKRTEIIT\NYLSD 

\HSA\IKLELRIKKLTQN\RSATW 

KLNNLLLNDYWVFfNDMKAEI 

KMFFETK\ENK\DTTYQNLW\DT 

FKAVCRGKFIAK\NAHNRKQE\ 

RSK1DTLTSQLKELEKKEQTYL 

KASRRQEIT 


6593 


36961 


A 


6643 


, 


5127 




6594 


36962 


B 


6644 


I 


3570 




6595 


36963 


A 


6645 


I 


3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 
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SEOID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO. 
in USSN 
09/540.217 


Nucleotide 
location or First 
codon for peptide 
sequence 


Nucleotide location of hist 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6600 


36968 


A 


6650 


1 


2563 

i > 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKILANR1 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINV1QHINRAKDKNH 

MI1S1DAEKAFDKIQQPFMLKTL 

N1CLGIDGTYFKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFTIASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGR1NIVKMAILPK 

V1YRFNA1PIKLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYN YLIFDKPEKN KQ WG KDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGLISRJYNELKQIYKK 

\C TMN P I K K WF K D MlsJ R H F ^ K F H 
rv 1 in i> r irvrv w U/ rv l/ivi in rvn i o fVL/L/ 

lYAAKKHMKKC^^I A1RFMOI 
rv i i ivi rv i riL ir v rv i vi /a i i rvrvovj in in 


ooOI 




A 

A 


OtO 1 


J 


1 a An 




ooUz 


Joy /u 


A 

A 


OOjZ 





J>Z66 




OOUj 


J07 / 1 . 


A 
f\ 


oo_> J 




J 1 Oo 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 
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SEQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cuuun lur pcpnuc 
sequence 


Nucleotide location or last 
codon for last amino acid 
nf rw»nt ■ st^ c^nnrnpf* 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon. /^possible nucleotide 
ucicuun, \ — pussioic nucnuiiuc insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT* LSQ* MQKRPLTK F 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKG1QLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLXLISNFS 

KVSGYK1NVQKSQAFLYTNNR 

QTESQ1MSELPFTIASKRIKYLG! 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRJN1VK 

MAILPKVIYRFNA1PIKLPMTFF 

TELGKTALKFIWNQKRAR1TKSI 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAV/FPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAG1PAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLG H LSL VDVCFTTVT VPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALG1TESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVITPTLNPFFNSLR 

NKEVKGALKRGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQE1 

QRTPQR YSLRRATPRH 1 1 VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLID1YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEHTNYL 

SDH S A I KLELRIKN LTKS RSTTW 

K.LNNLLLNDYW 


6608 


36976 


A 


6658 




3316 




6609 


36977 


A 


6659 


1 


4794 




6610 


36978 


A 


6660 


1 


3570 




6611 


36979 


B 


6661 


1 


3384 




6612 


36980 


A 


6662 


1 


3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 
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SKQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur Inst amino acid 
of peptide sequence 


Amino acid sequence < X=Un known, 
*=Stop codon, /=possiblc nucleotide 
deletion. \= possible nucleotide insertion) 


6615 


36983 


A 

■7- ' 


6665 


1 

t 


.# * 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCKRTEIITNYLSDHS 

AlrCLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN K DTT YQN L WD A FKA VC 

Dni^ CI A 1 MX/VfOtTkCDCV IHTl 

KOKrlALN V YrJsJ^l^cKoMlJ 1 L 

TTC/^T LTTl CI/r^CT^TUCI/ A CDDfiC 

1 M^LrvcLfcr\.yfct s J 1 rtoisJVoKKA^b 

FTVIDACI VCICTA — - * 

I 1 KIKAfcLrvtl 1 1 V 


66 lo 


joys4 


D 
D 


OOOO 


1 






6617 


36985 


A 


6667 


1 


4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 


1 


3934 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRJTNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

G KFREK RI KRN EQS LQE I WDY V 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

ACIADKilDADVCCDD A TDt> LI 1 1\ /D 

ybl(^KMr(^KYoi>KKA 1 rKHIIVR 
r 1 NVblvlKbKMLKAAK^K.Arn 
H 1 YorvlUril VUoNAL 


6620 


36905 


D 

D 


OO/U 


i 


<o 1 ^ 
jZij 




oozl 




A 

A 


OOf 1 




/ 1 / 1 




oozz 


"5/CGAA 

3oyyo 


A 

A 


oof J. 








OOZJ 




A 

A 


ool5 


1 






6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


KSSWLEEDDDPVVARVNRRMQ 

HITGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTEG 

NRLATFLNYMSDVEAGGATWF 

PDLGAAIWPKKGTAVFWYNLL 

RTOFGDYRVTRHAACPVI VGCK 

WVSNKW\FHES\GQEFLRPCGST 

EVD 
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SEO »> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U5SN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihlc nucleotide 
deletion, \— possible nucleotide insertion) 


6627 


36995 


A 


6677 


-» 


717 


RHRLRNRJLKDVGGEAFYPLLE 

DDQSNLPHSNSNNELSAAATLP 

LIIREKDTEYQLNRIILFDRLLICA 

YPYKKNQ1WREARVD1PPLIRG 

LTWAALLGVEGA1HAKYDAID 

KDTP1PTDRT/QLKWDIPRCHSV 

R*TVIHAPEGHAKFRRVLK\AW 

VVSHPDLVYWQGLDSLCAPFL 

YLNFNMEALVYACMSAFIPKYL 

YNFFLKDNSHVIQEYLTVFSQM 

1AFHDPELSNHLNEIGFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKKfCAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


3700! 


B 


6683 


1 


1626 




6634 


37002 


A 


6684 


1 


1971 


MAQVWANDNPPGLAVNQAPV 

LIDVKPGAQP1RQKQYPVPREA 

LKGIQPGTKDYQPVQDLRLVN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWFTCLDLKDAFFS1RLAPES 

QKLFAFQWEDPQSDLGCILLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAH1CRQ 

QVRYLGFTIRKGERS\WEREKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

VVTLMTTEGHHWLTNARLTKY 

QSLPCENPHITIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSFINSQGERCAGYAVVTLDA 

VIKAKLWLQGTSAQKAELIALT 

RAVELSEGQESLEELLGRYFYV 

SHLPAFAKAVAQLC1TCRQHNA 

RQSPTVSPHIQAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

HWKKGERVTLGIDRARLDPRV 

NILVRGGEVYERSPEPVFQTFY 

DELNVPVPEIPGKTRNLFLQLA 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPS1TGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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SKQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






6637 


37005 


A 

A 


6687 


1 


1 1A 

174 




66->8 


j7006 


A 

A 


6688 


519 


coo 
588 




6639 


37007 


A 

A 


//•Oft 

6689 


*■> 
z 


4527 


GRAGLGWSSGGRGSRACSEGP 














A E? A r» /*"* r> f /~" P\l/ /*"* OA At onm m t» 

AEARGREGDKGSAALSPPLPLT 














LUbbMAAbKGAKKLLSTPSr WL 














\J f*~* fill /~" r> r> A A/"* A A a a r» r> > o * r\ 

YCLLLLGRRAPGAAAARSGSAP 














nc?Dr ACID TCTDCVCI \ / n n\ A r\Tl 

V^orUAolK 1 r 1 rr YrLVbrVD I L 














oVKuoov ILNLoA YibrbrKJbW 














KKDG I rLNLVbUDRRQLLPDGS 














Lrli>NVVhlbKnNKrDbGYYQCV 












• / * * "j 


A 1 VtoLG I UoK 1 AK-LlyAGLrK 














r 1 M^rfcrbov Y AUINNAILNCbv 














\i aai \/dc\/D xi/c/^xio/^di i i r\r\ 
INAUL V rr V K W tv^NR^rLLLUD 














K. V 1 K L r o G fvl L V 1 


6640 


T7AAO 

J /oos 


A 

A 


ooyo 


i 
I 


o/y 




664 1 


•>*7AAQ 

j /ouy 


A 

A 


ooy 1 


A AT 
4U / 






A*^ 

6642 


~**7A 1 A 


A 

A 


6692 


1 


3621 




6643 


3701 1 


r> 
D 


669j 


l 
1 


609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 


1 


354 




£.£ AC 

6646 


.>70I4 


A 

A 


6696 


1 O 1 

181 


AO'S 

683 


CDVCII 1 DI/DTCDA HjI A 1 I T1\ / 1 Pi 

i>RYr ILLKKrl r PAMALLPVLFL 














\/X\/I 1 DCI D A C/^ V I™\D A CT A 1 1 T 

V 1 VLLroLrAttjNlJrAr 1 ALL 1 














TVM r\\/i~\D CI\/Xfl/U\ICI ni/ a \ /c r> 

i vLy V^Kbl VNKHNbLKKAVbP 














rAoNMLKIVlbWbKbV 1 INAQK 














W ANK7C 1 Lyrl^UrbUKK 1 b 1 KG 














r*cxn vxjiconDTcu/cc a iacwa/ 
GbNLYMbbUrl SWbbAK^bWY 














UbILUr V YuVGrK5>/r(^YGPAG 














NNMNKKN 1 PYQQG 1 PCPG 


6647 


•2*7 A 1 C 

->70l 5 


A 

A 


669/ 


1 AO 

199 


969 




£LC A O 

6648 


37016 


A 

A 




I 


5o4 




6649 


37017 


A 

A 


//An 

6699 


153 


427 




6650 


3/015 


A 

A 


O/00 


1 


0*70 

y /o 




665 1 


1 *7A 1 C\ 

3 /o »y 


A 

A 


o/Ol 




/I 1 A 

4iy 




6552 


IT AO A 

j /OzO 


A 

A 


0/OZ 


Q 


ZJJ 


V KAr Av<|GrlJLAGGKrvKLGbGA 














CPTDCDDrDACU/CDCA AA\/DDC 

oL 1 rorKvjrAaW3K5AAyVrKI) 














CD \1/D ATCA CC*K?//^D/"\D a ddtc c\ 
oKWKAuoAw N/UK^rArr 1 J>V^ 














DDD A ADC A ADDHDWDI C 

rrKA^rrA^rrurWrLo 


oo5J 


•2*7 A*> 1 

3 /Oz 1 


p 

ts 


O/OJ 


yo 


Z6J 




Oo54 


j /Ozz 


A 

A 


0 /U4 


1 *7T 
1 12. 


1 AC 
J 05 


r 1 YnLirLnrW Y^rlKI KJxJrKK 














otKLrrl rrryLbWKu I WU Y 1 














L L LC C in U o CO K U r L V L K V L N. 


6655 


3 /OzJ 


A 

A 


D/05 


•> 


i n i 
1 1 / 1 




6656 


Tin*)/! 

3 /0z4 


A 

A 


o/Oo 


*> 

z 


/40 




6657 


37025 


A 


6707 


256 


461 




6658 


J /Ozo 


A 

A 


O/0o 


i 
1 


A 1 /I 

4 14 




OOJ7 




A 




1 HO. 


1 JoO 


I ILyOIL-rrv iNrlL-J 1 L<V^O I l^IN. T IVI\rl 














SRQRAAS*PLSTGKLQQCLGLD 














LVLC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkuown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


6660 


37028 

- 


A 


6710 


207 


1173 


GGDRDRMTANHESYLLMASTQ 

NDMEDWVKS1RRVIVGDLSGGG 

1FGQKLEDTVRYEKRYCNRLAP 

MLVEQCVDFIRQRGLKEEGLFR 

LPGQANLVKVELQDAFDCGEKP 

SFDSNTDVHTVASLLKLYLREL 

PEPVIPYA K YEDFLSC A KLLSKE 

EEAGVKELAKQVKSLPVVNYN 

LLKYICRFLDEVQSYSGVNKMS 

VQNLATVFGPNILRPKVEDPLTl 

MEGTVVVQQLMSVMISKHDCL 

FPKD A E LQSKPQ DG VSNNN E 1 Q 

KKATMGQLQNKJENNNTKDSPS 

RQCSWDKSESP/TEKQHEQWIP 

HSSIRQQNQQPKEQWSQAI 


6661 


37029 


A 


6711 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 




462 




6665 


37033 


A 


6715 


j 


2607 




6666 


37034 


A 


6716 


j 


918 




6667 


37035 


A 


6717 


j 


549 




6668 


37036 


A 


6718 




687 




6669 


37037 


A 


6719 




258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMNRSRQVTCVAWV 

RCGVAKETPDKVELSKGGVKR 

LIAEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPED\DRTLDDDELAEYDLD 

KYDEEGDPDAETLGXESLLGLT 

VYGSNDQDPYVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYNQEEDSFYVHHDILL 

SAYPLSVEWLNFDPSPDDSTGN 

YIAVGNMTPVIEVWDLD1VDSL 

EPVFTLGSKLSKKKKKKOKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVALYDCRSPDESH 

RM WRFSGQ1 ER VTWN H FSPCH 

FLASTDDGFVYNLDARSDKPIF 

TLNAHNDEISGLDLSSQIKGCL 

VTA SADK YVKI WDI LGDRPSLV 

HSRDMKMGVLFCSSCCPDLPF1 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES 


6671 


37039 


A 


6721 


1 


549 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6672 


37040 


A 


6722 


I 


131$ 

i 


akqqlnlrthmadenkneya 

aqlqnfngeqhichfyvvipqiy 

kqlqemderrtiklsecyrgfa 

dserkvipiiskclegm1laaks 

vderrdsqmvvdsfksgfeppg 

dfpfedysqhiyrt1sdgtisas 

kqesgkmdakttvgkakgkl 

wlfgkkpkpqsppltptslftss 

tpngsqfltfsiepvhycmne1k 

tgkpripsfrslkrgwsvkmg/ 

aaledfshlppeqrrkj^lqqrj 

d eln relqkesdqkdaln km k 

dvyeknpqmgdpgslqpk.lae 

tmnnidrlrmeihkneawlse 

vegktggrgdrrhssdinhlvt 

qgrespegsytddanqevrgpp 

qqhghhnefddefedddplpai 

OHCKTUYrrlJuHNbU I LAMKE 

c\/i viiccni/r , nr , \irrD a r>r>/~\ 
ObVLYIIbhUNULMj W i KARKQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFY1SDLS1CGDRILRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

NNSSRLVSCNMGALIS1WGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCG LQ ASASDL RA R A LQ R LCQ 

QLPWVGSQPHTRSPSPQRGGKT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVSISDSIPGNLKALPA 

ETRAQLHHAEASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKQIRAVVKEHSVRSQ 

ERIWHYPGITTANMPGHLGQNT 

toUKUNLr Mr U V W r rut Kr WU 
1 U/A/U/D 1 D*l VI A ADPDDCDC1 D 

oorioivivnij i i i\v_-L( l v ovjv^r r\r\r 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


6677 


37045 


A 


6727 


1 


996 


MVCKAKWKPIELPLLRKIVNQ 

KQYHIPGGVAK1SATIKDLKDV 

GVVIPTTSPFNSPIWPVQKTDGS 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNLIRRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQ VTMQPELTI MN WALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

A R AGTTCK WT A A A LQPLS RTS 

LKDSGERKSSQWAELRAVHLI 

MHFAWKEKWPDVQLYTDSWA 

VANGSAGWSGTWKNHDWXIA 

TTVfAQWAHEQSSHGSRNGGY 

T WAQQHGLPLTKA DVATATDE 

CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CLAGLFGFWSPCIPHLGVLLQSJ 

YLVTQKAA/SSEWGPEQEKALQ 

EVQAAVQAALILEPYDPAGPVV 

LEVSLADRDAVWSLWQAPIGE 

SQQRPLGFWSKALPSSA/DHKA 

CHAQQHSIIKWKWYIHDRARA 

GPEGTNSSARYAATM*KW\TAS 

ALQPLSRKSLKDSSEGKSSQWA 

ELRAVHLAVHVAWKEKWPDV 

RLDTDSWAVANGLARWSGTW 

KEHDRKIG DKEVWG RGTRJ ELS 

EWSKTVTIFVSH/VLLPRLPSIRG 

LTECLIHQHGIPHS1ASDQGTHF 

TAKELQQWAHAHGIHWSYHVP 

HHPG\WGKVLQKAVYALNQRP 

IYEWKEESCLHTGVADALRGN 

WAEG H REH K A L WLG L WSTWS 

QHPLRSLKTTRHHPGLGVLSED 

ICEAGGATEELSRASGFATGYG 

KRKEDTKKHKQHSVSDIIEQQH 

SLGLTEKTVKGTPTQGISMRPG 

LYHKATEFQE 


6679 


37047 


A 


6729 


1 


2229 




6680 


37048 


A 


6730 


J 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLAVHPL 

IWLVQKTDGS/WRMTVDYCKL 

NQV VI PI AAA VSDV VSLLEQINT 

SPGTWYAAIDLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYFNSPALCHNLIRRDLDCFS 

LPLDITLVHYIDDIMLIGSSEQE 

VANTLDLFVRHLRARGWEINPT 

K1QGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 
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SKQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6681 


37049 


A 


6731 


1 


553 


MTVDYCKLNQVV1PIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCrfNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGVPRQLLACY/WALVETEHL 

TKHOVTMRPPI PIK/TMWVI pnp 

Q^ni^vnrArinuQiiK'\yk r uA/\/u 
oonKVuLA^noUN-WNW Y VH 

r\\\I ADA P.DP/^T 


OOoZ 


J f\JDU 


A 


O 131. 




zoo 




OOCO 


J f\JD 1 




O/JJ 








6684 


37052 ' 


A 


6734 




403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 

ALQEVQAAVQAAL1LEPYDPA 

GPVVLEVSLADRDAVWSLWQ 

APIGESQQRPLGFWSKALPSSA/ 

DHKACHAQQHSIIKWKWYIHD 

R A RAGPEGTNSS A RYA ATM * K 

W\TASALQPLSRKSLKDSSEGK 

SSQWAELRAVHLAVHVAWKE 

vu/pnvoi nThCU/ a \//A\ir,i ad 
KWrUVKLU I UoWA V/AtNOLrAK 

WSGTWKEHDRKIGDKEVWGR 
GTRI 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

GYI1MFPALCHNLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

VjUiKc i r rlNAr VLL 1 1 AoLyvjl^ 
DNTSQLQLTWKAPEDIKMSKT 
DADADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DL WPFTRVTLH RG K RN DQTFQ 

GLLDTGSELMLIPEDTKHHCGP 

PVKVEAYGGQVINGVLAQ1QLT 

VGPVGSGTHPVVIYPVPECIIGI 

GILSSWQNPHIGSLTSRKTDGS 

WRMTVHYHKLNQMVTPIAAAI 

PDVVSLLEQVNTSPGSWYAAID 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWYINSPALCH 

NLIRRDLDCFSLPLDITLVHYID 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWEINPTK1QGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

LVPPTTKKEAQCL\QLLACY/W 

Al VFTFHI TKHOVTMRPFI PI 

MNWVLFDPSSHKVGCAQQHSII 
KWKWYVHDWARAGPEGT 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGHINSLVLC 

HDVVRRDLGHFFLPQDITLVHY 

IDDIML1GSTPPITKKKAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QAAVQAALPLGPYDPADPMVL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERUQWV 

TPAEEDFNNQVDRMTHSVDTT 

QPLSPATHVITQWAHEQSGHG 

GRDGGYTRVQQHGLPLTKADL 

ATAGKVFQKAV*ALN*HSIYGT 

LSL1ARIHRSRNQGVEVEVAPLT 

ISPSDPPAKFLLPVPPTLRSAGLE 

FLVPEEGMLPSGDTTVPLNWKL 

RLPPG H FG LLFPLHQQAN KG VT 

VLVGVTDLDYQDE1SLLPHNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

VVALNRQRQGDLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

!PGDPKHHCGPPVKVGAFGG\Q 

VINGALARVQLIVGPVGPWAHP 

VVISPVPECIIDIDILSSWQNPHIS 

SLTGRVRA1MVGKAKWKSLEL 

PLPRK1VNQKQYHIPGGIVE1SA 

TIKDLKDAGEVIPIPTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QVVTPTAATVPDVVSLLEQINT 

SPGTWYADIDLANAVFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEYINSLGLCHNLIQRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQEIA 

NTLDLLFMAKEVWQWAHAHG 

IHWSYHVSHHPEAAGLIEWWK 

G LL KLQLQCQLG DNTLEG WG K 

VLQKTVYALNQHPIYGTVSPIA 

RIHRSRNKGVEVAPFTITPSDPL 

PQFLLPVPATLCSAGLEVLAPE 

GGTLPPGDRTTIPLNWKLRLPP 

EDFGLLPSLSQQAKKGVTVLAG 

ViHPDYQDEISLLLHNGCKEDL 


6692 


37060 


A 


6742 




350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


6695 


37063 


A 


6745 


3 


1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPENLKLED 

LVYLKKNHEELSMA1KRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDIILQLTLEDREGK 

GLSFSFACVDKDVSVKMDTVP 

GVNLSCILNEMRDQDKJCLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TE VC Y RTQLAQLQGLI RSM EQQ 

LCELCCDA EHQDH EHQVLLDV 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KFIWNQNRAQ1AKTILSKKSKA 

RG 1 MLPSFKI Y YKTTVTKTA WC 

WYKNRHIDQWNRIENPEIRPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLA1CSKLTLDPFL 

NPYTKVNSRW1KDLNLQPKTIK 

ILKENLGNAIQDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


t 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\SIKGSSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGGVSSYSSCYSF 

GSGGGYGSSFGGVDGLLA\GGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKI\RDLVTRGR 

APGPARDYSQYYRTIEELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQIENL 

KEELAYLKKNHEEEMNALRGQ 

VGGEINVEMDAAPGVDLSRILN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLAETENRYCVQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYKILLDVKTRLEQEIATY 

RRLLEGEDAHLTQYKKEPVTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTIT1VPGP 

DFNLASHIIPDTTPDPHDCISMIH 

LTFTPFPHJSFFPVPHPDHA*FID 

GSSTRPNRHTPAICAGYAIAQAT 

IPPLRTSHFLSIVE1YPQGNNFSV 

c i_i \ / 1 cwccr'iiA a net nv/Ti r>r> 
rn VLr Y Y^bOIIQArbLPY 1 LRR 

DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 
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SEO H> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A 


6751 


2 


528 


TLTVESKS11CAYKLSLQFPHFTC 

PKTGHALQVSSGFVESPTVTIVP 

GLDINLASHTIPDNTPEPHDCIS 

LIHLTFTPFPHVSFFPVPHPDHT 

WF1DGSSTRPNCHSPAKTGYA1 

VSSTL1IDATALPPSTTSQQAELI 

ALTRALTLAKGLP1NIHTDSKY 

AFHILHHHAV!*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 

YLDLKRKGTEIKRRERLICCGTK 

1ERRKRLRDSERLEKRIKRGCLP 

DLKLSTEIQ1NRLRGLYTLLRKE 

RRFGLQETINYAEVTGIYVKELI 

EDREHLNSGKY1FNIFDIKVPRV 

VFG1IDPYMLWEKKEGTKEG1FC 

EGMKRESQKRIKWERSFITFIAL 

NTADRTLMSSAGCYRKQVKIHI 

DALPPPNSQTLKKRGGASL11SF 

RRQSGPSAAGLWEFARGPFQTL 

FAWLSPAEAAEQQRJLLPASSAE 

SF1AEGDPPDAGQSSPPSSLHAA 

AATALMLLEALKITNYAQLTLY 

SSPNFQNLFSSSHLTHILSADWL 

LQLYSLFVESPTITIVPGPDFNPA 

FHFIPDTTPDPHDC1SLIHLTFTP 

FPH I SFFPV PH PDHT WFIDG SST 

RPNRHTPAKAGYA/DGRNTSYC 

VLSPVGNSPLVPNPGSARCTEG 

GLLYARA 


6704 


37072 


B 


6754 


400 


820 




6705 


37073 


B 


6755 




1 190 




6706 


37074 


A 


6756 


! 


1002 




6707 


37075 


B 


6757 


! 


3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


SSYLMHILSAPNLLQLYSLFVES 

PTITIVPGPDFNLASH1ILDTTPD 

PHDYLSDPPD1HS/TFP/DISFFPV 

PHPGHTWFNDGSSTRPNRHSPA 

KAGHA1VFSTSHEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


1 


834 




6714 


37082 


A 


6764 


470 


479 


PRN PSSFLQVQVQH RFLQLF VP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLKIASSSGE 
YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 


1 


158 
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SKQID 


SEQ ID NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


iNO: 


of peptide 


hod 


in VSSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










sequence 






Of 1 / 


T7AOC 




O/O / 


/o 


Af\ 1 




an i o 


37086 


A 


ana o 




OV4 




6719 


37087 


C 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




oil I 


37089 


A 

A 


ann i 
o/7 1 


i f\a 
306 


48/ 


VGFLGILF/CFEAIVNVSSLMIW 














LSVCLLSVYKNACDFCTLILYP 














ETLLKLLISSSSLYLW 


6722 


i mem 
37090 


A 

A 


ann^ 

6772 


714 


1096 


FFLPMSMECSSICLYPL/CISLRS 














GL*FSLKRSFTSLVSWIPRYFILC 














KSQGMRWLGLGSEA*YSCLLIL 










■ i 




lRiKl 1 QNSVE\/LGRRKFLGGGM 














fcRbWVMFLKAAbSGiRGSVGT 














NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 














VCSSP*RGPSHPL*VGFLGILF/C 














FEAIGNGSSLMIWLSVCLLLVY 














KNACDFCTLILYPETLLKLLISL 














RJlPWAETMGFSRYiIMSSANRD 














NLTSSFPN 


6725 


37093 


A 


6775 


* 
1 


C CA 

550 




6726 


37094 


A 


6776 


578 


865 


MCPRDYGMLCLCSHXCFKEHLY 














FCLHFVMYPVVIQEQVVQFPCS 














*AVLSEFLNPEF*FDCTVV*ETV 














C YM F* SFTFAEKSFTSNS V VNFG 














IGVVWC 


6727 


37095 


A 


anm 

6777 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




£T">A 

0729 


3 /09 / 


b 


of/y 


I 


C f\A 

504 




anif\ 


3/oys 


A 

A 


anon 
o/oO 


"7A 
/U 


5 1 1 


NHAbPOJKNLrLHrKGLKAI I IA 














VrCKQNTYJRLEPFKINVLEQIT 














KHIEKLQCGGVVKQLSRRGNN 














au iccTvnrviD a rxT'/^vx / r> r> a \/xixr 
C^Hlbb 1 YU1NRAUI (jVRKAVNN 














YDII\A*A I VSMASRSIRCGSVGS 














LPSSNLPINSVSIRCRARQEGJM 
















ATI 1 

0/3 1 


3 /U99 


A 

A 


0/51 


3 


i fx a. 




olol 


in i a a 


A 

A 


o/oz 


t 
1 


OJO 1 


MHIVVbl ALoAbWQNKAKrPA 














r> \ / 1 i /^v \ /\ /nxi\ /li/r^i \t a w\/iur*i 

RVLLQVVPNVWFLVAVVWEL 




























W 1 cNDYDKLRbbGrRRSNYSE 














■ APAlATl/r'lTW/CXIC'CI/XIl CC/"» 

LC^bUlQ I KOKUVbNrbKNLbbC 














1 1 Kl 1 N 1 yKCLKbLMbLfv 1 K.AK 














CI D C C/T> C" 1 DC O /~*P\/^M CCD l/CW 

bLKbbCRSLKoRCDi^LbbRVbv 














k ji rr\r» >rx.ic a is acp i/ cdci/dii/d 

MbUbMNbMKv^bOKhRbKKJKR 














XICAOI ACTll/rv\/\/f DDXII r> I t \ / 

NbQiLQblWDY VKRrNLRJLIGV 














PESDGENGTKLKNTLQDIIQENF 














PNLARQAKVQ1QEIQRMPQRYS 














1 TO ATDDUII\/DCTI/\/C 

L 1 KA 1 rKMII VKr 1 Kvb 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 


594 
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SHQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6735 


37103 


A 


6785 


1 


1324 


MGKKQSRKTGNSKRQSASPPP 

KERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDEC1TRITNTEKCL 

KELMELKAKARELREECRSLRS 

RCDQLEERHHTTPIPKLTTYLE 

VKLSPANVKEQVITNCLSDHSA 

1 KLEL R 1 K KPTQN PSTT WKLNN 

LLLNDYWVNKEMKSEIKMFFE 

TNENKNTTYQNLWDAFKAVCR 

GKFIALNAHKGKQERSKIDTLT 

SQLRELEKQEQTHSK VSRRQE 1 

TKIRAEPKEIETQKTLQKINESR 

SWFFERINKIDRRLARLIKJCKRE 

KNQRDAIKNDEGDITTDPTE1QT 

TIREYYKHLYANKLENLKEMD 

KFLNTYTLPRLNQEEAESLNRPI 

AGSEIVAIFNSLPTKKSPGPDGFT 

AEF YOR YKEKL V FG AG Y FG M 

WALAALPSNLLKLSOLCOEAA 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


Q 


6786 


1 


1719 




6737 


37105 


B 


6787 


1 


1098 




67^X 

\J 1 JO 


"57106 

•J 1 \ V\J 


Q 


6788 


J 


1782 




U / J7 


37107 




6789 


3095 


3217 


CRCLOMAM*WS*AIALSMKI<5 
MSPRKPEV*IKVLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




6741 


37109 


C 


6791 


1 


2505 




6742 


371 10 


A 


6792 


37 


1214 


KLLQDLPFSINSSAVEK1SMSTT 

GQVIRCKAAILWKPGAPFSIEEV 

EVAPPKAKEVRJKVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AGIVESiGEGVSTVKPGDKVlTL 

FLPQCGECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTVIKEISVAKID 

AVAPLEKVCLISCGFSTGFGAAI 

NTAKVTPGSTCAVFGLGVGVGL 

SVVMGCKAAGAARD/IIGVDVQ 

QGRKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTDAGIDFC 

FEA1GNLDVLAAALASCNESYG 

VCVVVGVLPASVQLK1SGQLFF 

SGRSLKGSVFGGWKSRQHIPKL 

VADYMAEKLNLDPLITHTLNL 

DKINEAVELMKTGKW 


6743 


37111 


B 


6793 


1 


2280. 




6744 


37H2 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQIHQS*N 
EGFCNVKGSQRERSGYPQRGRPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \- possible nucleotide insertion) 


674 S 


*7 1 1 *i 


A 


67QS 

U / / J 


-5 
j 


640 




6746 


37114 


A 


6796 


1 


996 




6747 


37115 


A 


6797 


1 


933 




6748 


37116 


A 


6798 


74 


1128 

■j .■ 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVYISRNL 

♦NRVKAIM/VGKAEWKTIELPL 

PRKT VNQKQ Y Rl PG G I A E I STTI 

KELNNAGMVIPTTSPFNSP1WP 

VQKIDGSWRMTVDYCKLNQV 

VTP1AATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDAVWILWQAPISESQWRPP 

^C\X/Ck r AI DCC A nMVCDCCDAT 1 
Ur WoKALrooAUIN i orrLKyLL 

AC i WILVtl bKL 1 IV1 i jMv < J V 1 Irr 

ELPINfNWVFSDLSSPKMCHPQQ 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


1011 


mvstpatlpslpkpalmaswg 

vpydqltkeektrvwftdgsa 

ryagttqkwtavalqplsrts 

lkdssegkssqwaelqavylv 

vhfawkjekwpdvglytdswa 

vanglagwsetwekqdwkig 

dkeiwgrgmwmdlsewskav 

kifvshvsAhqrvtsaeeefnn 

qvdrpl/pvftqwaheqsghsg 

rdggyswaqqtvglpftkadl 

amataecpicqqqrptlsplys 

ti pqg dqpat w wqi dy ig plps 

wkgqkfvltvidtysryrfay 

rAriiNAoArv 1 I JiiVjLlc.CLlriU YU 

1PHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK*Y1CDW 

ARAGPKGTTVAPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQA VHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWK1GDKEI 

WGRGMWMDLSEWPKPVKJFG 

SHVSAHQWVISAEEDFNNQVD 

V NylTPCX/niTriDI CPATD\/ITn\l/ 

AnNV^unUUKJJUU Y 1 WAy^n 
G! PI TKTGI AMATAFPPI 

\J 1— < 1 Lj I IN. 1 \JLAlvm 1 rtCvi 1 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 




592 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihtc nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALO*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FH LSGSDR WRRTYRCL 


6755 


37123 


A 


6805 


1 


636 


MEFNDSMHMTFDH1WRTKEYD 

EAGWLLLSSLDKAMKENDELR 

DSNSQIQKQILSLQSSKIILNLTE 

GTVVTQLQNLNSVGUGSQGGR 

GQ V A A LSLQRQG ASFEWSPEQ 

EKA LQQVQTA VQ A A LPLG P YD 

PSDPMVFEVSVADGNAVWSLW 

QAPIGELQWRTLEFWSKALPSS 

ADNYSPFGRQLLACYWALVET 

EHLTVDHQVT/M*PELPIM 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 - 


37126 


A 


6808 


I 


1908 




6759 


37127 


A 


6809 


1 


1218 


MG11GSRGGRGQVAALKRQRQ 

VTKKAASFEWGPEEEKALQQV 

QAAVQAALPLGPYDPADP1VLE 

VSVADRGAVWSLWQVP1GESQ 

QRPLGFWSKALPSSADNDSPFE 

RQLLACYCALVETERLDMGHQ 

VTMRPEVLIINCVLSDPSSH/Q\G 

WRLCMDSATWTSTYQ/A*PGY 

G HC * VPN LPAAETNTDPSI WH H 

S/YG*LASYLVIG*LHWTSSIME 

GAEVCPHWNRHLLR1*VCLSCT 

QCFCED/SHPWIHE/ASYLPSWH 

ST*HCL*SRHSPYS*RSVAVGSC 

SWNSLVLPCSPSS*SSWINRMV 

EWPFEVTITMPTR*QYSAGLGK 

SSSEGCVCSESASNIWYCFSRSQ 

DSWVQESRGGSGSGT1HHHF** 

PTSKIFASCFLD1MFCWT*GCS/S 

* WRN A ATRRHNNN FI 


6760 


37128 


A 


6810 


901 


1142 


GPEDLQGLFILSFQDPLL/SHPV 
CLEALAPFPSPPVVPISSFPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


676! 


37129 


B 


6811 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


MTHVTALRTSSNLMRN*RKVG 
EAKSQQEH*S*QACHLKSRMSS 
SRLW1N 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LTI WQDSNPGSCL*GCSVCAH A 
/CVGGQHMVCF*PSYSLYLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6166 


37134 


A 


6816 


1 


583 
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SEQ 10 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


Amino acid sequence ( X=IJnknotvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible uucleoiide insertion) 


O/O / 


.> / 1 jj 


A 

A 


£C 1 *7 
Do 1 / 


i 






O/OO 


"J "7 1 


A 

A 


05 1 O 


I 


IUU 1 




o/ov 


0*7 1 "iT 
J / l-> / 


A 

A 


/CO 1 o 


i 
1 


Z3U / 




Of f\) 


J / 1 JO 


A 

A 


oolv 


3 


*2Q*2 




Of ft 


1*7 1 lO 

J / 1 39 


A 

A 




I 


1 "7*7 A 
1 / /O 




6772 


37140 


A 


6822 


1 


1140 




6773 


37141 


A 


6823 


1 


558 




6774 


37142 


A 


6824 


2 


798 


PRVRJFFSITWYSLRVLTEISLW 

GGLILVVJITIQYDMTRTRNKYL 

HTNSLVALANMSAQFR\SLHQY 

AA\QRIIRLFSLLSKKHNKVLEQ 

ATQSLRGSLSSNDVPLPDYAQD 

LNVIEEVIRMML\EIINSCL\TNS 

LHHNPNLGITPWLLQVRRSLWN 

NFR\THPSFQG1NGKILIWVIF/LS 

/SRLQGLAGKLGAELSVERVLEI 

I s~\r^ \/nvci ni/ r\r> I i/'i^mr?! is x?is 

IKyuVK\c>LrK.lJKLKKrPbLKrK 
YVEEEQPEEFFIPYVWSLVYNF 
SSRPVLGIPQDIPAVSPWVSD 


6775 


37143 


A 


6825 


3 


206 


PSASRPAWHAPALHPSPVPARG 

\UADDTr 1 I UDI DfT/^D/* , l ^ /*\IJ X X * 

Wl^rP 1 ULHPLKbQ KULGQHM* 
QSSGQQPQGGVGPGSHFPGAL 
WAQL 


6776 


37144 


A 


6826 


200 


601 


EMGSCDQWQRPCVPWEAVVM 
PRDP/LKMALAVVWPKMKAPR 
VTK.RTP* LTSTHQL AG LTSS 1 SE 
SLA*MRHSPGKTKMKQAARPP 
M 1 bl 1 LPMbGMKS/VQQQGEQE 

r»r\/~vr> t ah ennni nr>i_i\/i ■ i i r> 

PDQRLyHi>PPPLPPHVLLH WHP 
LVAQPQA 


6777 


37145 


B 


6827 


25 


1407 




6778 


37146 


A 


6828 


1786 


1795 


HC* LN ALPSG ET WGQKRG LPG 

TQLPLPL/VPLRAPKGRSPKGSK 

G PTH HTWALSSFSLTPSQVTVG 

TEDQATSASGRPWLRIGTGPGG 

GRVWAGRDS\RGVPALTVLHV 

LSSLGRETP*RPCLRGPTAPAGP 

KRAPGKWLPWSQAPPCGCCPR 

*LSHVL*DRNRCAW*KGGGRG 

L/LRA PTP VPEL A PH PCG PA PTL 

SKPLSSPN M PAQGLTQE* PGS V 

ANLPPYGPALLCLGRREWDER 

UyVu'Vr 1 bbbMb'KK 1 brLK 1 

rUULoAAAoivIrorrbiVIK 1 rrrrL 
/^dtji/xii^ l ism* 


j£ Tin 
6779 


3 / 147 


A 

A 


Odz9 


t 


lit 
3 1 1 




o / ou 


J / 1 Ho 


A 
r\ 


OOJU 


i 






678? 


37149 


A 


683! 


1 


750 




6782 


37150 


C 


6832 


130 


450 





784 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( \= tin known, 
*-Stop codon, /^possible nucleotide 
deletion, \=pussible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 

NNSWRYLSNRLLAPSDSPEWLS 

FDVTGVVRQW/VWSRGGEIEGF 

RLSAXHCSCDSRDNTLQVDINGF 

TTGRRGDLATIHGMNRPFLLFM 

ATPLERAQHLQSSRHRRALDTK 

YCFS\STEKNCCVRQLYIDFRKD 

LGWK\WIHE\PKGYHANFCLGP 

CPYIWSLDTQYSKVLALYNQH 

NPGASAAPCCVPQALEPLPIVY 

YVGRKPKVEQLSNMIVRSCKC 

NLGPAPPRPAPAGPAPPRPAPV 

ALPMGAVFKDTRAPSPPGAPLK 

MERGKKKKKK 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

HWGKGNDQTFQDLLDTGSELT 

LIPGDPKRHCGPPVKIGAYGGQI 

INGVLAQVQLTVDAVGPWTHP 

VVIFPVPECMGIDMLSSRQNPHT 

GSLTGRVWTIMVRKAKWKPLE 

LPLPRKIVNQKQYHIPEGIVEIS 

ATIKDLKDAGVVIPTTSPFNSPI 

WPVOKTDGSWTtMTVGYCKLN 

OVVTPIAAAVPDVVSLLEOrNT 

PPGTWY A A 1 DL ANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 


LFLFLLSSHPRRSSASWYRHRH 

PHHPSAARLPVADSASSSSSPSS 

SSPSPSSSSSSSSPPSSSSFVYPHC 

QPPAPHFPH*HSR*QGRLFHFLP 

LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6798 


37166 


A 

r,. 


6848 


1 

i 


192 


CALNAGL/IGENEAKKRRSKVT 

QEADFPGSMDGASNFVRGDAI 

AGILIMVIN1VGGLLVGVLQHG 

MSMGHAAESYALLTIGDGLVA 

QIPALVISTAAGVIVTRVSTDQD 

VGEQMVNQLFSNPSVMLLSAA 

VLGLLGLVPGMPSLVFLLFTAG 

LLGLAWWIRGREQKAPAEPKP 

VKMAENNTVVEATWNDVQLE 

n^l fiMATni 1 T*P1FR AOWTfin 

VTI FAAMP^Pr.WWQI Tl QAP. 
V 1 Lr A Am r OruOiJO W I LoAU 

rW^APPNIMA ' 

W o/Av^^.[N IV! A\ 


6799 


37167 


B 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPSITVVSIDSQASKP 

LKTPQLWCQLRQYSFKHSFLV 

VPTCPVPLLG*DTLTKLSASLTI 

PP.I HPHT lATWI >JPOVrnTQIPQ 
rULyrnLirt 1 rlLfNrV^ V LU 1 olro 

1 ATVMAPI TI^II kTPKH-IPVPQnr 1 

nvPipnwAi ic*fii kpvithi i hh 

yTrl r v<f MM LrvVj Lrvr VII rlLLV^rl 


ARfi7 


17 1 7fi 


c 










OoUJ 


17171 


c 


OoJJ 








6804 


37172 


A 


6854 


I 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSLISDCCASN 

ERSSMGIGPSEPCAGYNLLVCR 

LTKKKRJRSTNKVWDYVKRPN 

LRIIGVPEEEENSKSCENILGEIIE 

ENFPSLATDLDIQIQEAQRTPQK 

F1TERSLPRYIVIRLSKVKTKERI 

LRAVRQKHQIFLTQRLKTNTAQ 

SPQKLPGPSQTLLVTLTREITIVP 

GLDFNPASH1IADTTPDPHDCIS 

LIHLTFIQFPHISFFPVPHPDHTW 

FINGSSTRPNRHSPAKAGYA1VS 

^TSIIFATTI P<s<sTT<\OOAFFIAI 

j I Jl 1 DAi i j Lr jj 1 1 jyynL,i 1 r\ 

THAI II AKfil riMlYAH^KY/AF 
Hll HHHA VIWAFRDTFTf; 

11 1 LM 11 1 I /A VIWnLI\L/l r 1 \J 


6807 


37175 


A 


6857 


I 


1269 




6808 


37176 


A 


6858 


1 


741 




6809 


37177 


B 


6859 


411 


1257 
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SEO >l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibte nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPHSTPISHPAACFKKIKACY 

HLPATAWPFKAYICLSLQFPHFT 

CPKTRQGLQHNSHKNTRALPD 

YRLRLISQTPIPSTKQQLLSFLG 

M VSK V RI LTQELG PRPIA FLSKQ 

LDLTVLTQPSCLHAAAAAALIL 

LKALKITKYAQLTLYSSHNFQN 

LFSSSYLMHILSAPWLLQLYSLF 

VESPT1T1 VPGTDFN PASH 1 1 L DT 

TPDPHDCISLIHLTFTPFPR1SFFP 

VPHPNHI WFIDGSSTRPKCHSPA 

KAGY 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 


3 


879 


SGDLPWE1NPPSSYTLLCEKDPP 

TTSGPQTNQPKKHXLTNFKSETK 

ETRFIRGPTTPAPVTDWEGSLPL 

VFNHSRDTSLUHPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELG PNSSS AS A PPPYH PF1 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKVAGAKGIVKDLINLT 

FKVYNNRKKLQFLASTVRQTP 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

PR1PPKPHPICVGPHWKSDCPTH 

LAATPRAPGTLAQGSLTPSQIFL 


6814 


37182 


A 


6864 


143 


33) 


DTSTPSLVTDHASLTISLKPNHF 
YPD*CQYP1PQHALKGLKPVITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPVITRLLQHGLL 

RPINSPYNSPFLLVLEPDKPYRK 

RK*ISPPNRHILASVEVLKNQVN 

SHEFERSAL1HTLTSGLAPCSLH 

KMCSKLPRSFLSVGSGTGKEAR 

SKILTFRTASRHLVL 
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SEO II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


6817 


37185 


A 

. * 


6867 


1 

i 


1374 

i 


MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRJNIVKMAILPK 

VI Y RFNAI PI KLPMTFFTELEKTT 

LKF1WNQKRARJAKSILSQKNK 

AGGITLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSEITPH 

TYNYL1FDKPEKNKQWGKDSL 

FN K WC WEN WL A ICRK LKLDPF 

FTPYTKINSRWIKDLNVRPETIK 

TLEENLGITIQDIGVGKDFMSKT 

PKAMATKDKTGKWDLIKLKSF 

CTAKETTIRVNRQRVAALLNSA 

VFQNAVEVVVWPSSEVHVKFL 

FCK11SCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKR1KACY 

RSPVTA WTFKAYKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKPINSPYNSLILPVQK 

PDKPYRKLESFTSfCAIKWHQIPS 

\PGKHLC**GS*RSPVTAWTFKA 

YKLSLQFPHFTCPKTGQALQEA 

GVIHFKGHQMASDPITQGNTYA 

INIS.VAK.tAA3VL 1 oVr*rlLiV^rrar 
obv Irl Yrr 1 fclUr 1 YMr^VKKL 

1/ Ul KA\f 

KHLMV 


6818 


37186 


A 


6868 


122 


281 




6819 


37187 


A 


6869 


2 


2144 




£Q7a 


771 fift 


A 


05 /U 




A 1 ft 
H 1 5 


I Cr\\\/UL1AI 1/ f~\ \ V C\/JTD I 1 *Lir 
1 1 If DllSJC DVX1CDIV/D\/ 1 l/DHf TV 

KIs.Vtor 1 AN 1 llvKCV^IrLL 


Aft7 1 


77 1 80 


A 

A 


Do / 1 


D 






£877 


77 1 on 


A 
A 


Oo // 









Aft77 


17 1 Q1 


c 


AR77 









05Z4 


77 1 07 


r> 
D 


05/4 




1 A 




£R7^ 


771 01 


A 
A 


Oo / J 


1 


ZUO / 




OoZO 


771 Q4 


A 
r\ 


UO /O 





1 1 ^9 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRJFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

LWRFLYLRDFRGDFRNDIYSWT 

TKDFEYY1NLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSP1LPVLKPDKPY 

HTLFCPQYLPPQLTIPVPDLKDA 
FFTl PLQPSSQ\PLFA FT*TDPDT 



4 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQII> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)n known. 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide iusertion) 

/ 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRNISP!SNRIFSD*R 

CPIASEASWTITDALG/RLLQWR 

HGLLNPINSPYNSPILPVQKPDK 

PYRLVQALLSLPQLPLFLAWTSI 

WPPTLFRJTLLNPMTVSL*ST*H 

SLHFPM FPSFLFLTLITLG LLM A 

VPLGL1ATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSP1LP 

VLKPDKPYK\*VQDLRLINQIVL 

P1HPVV\PNPYTLLSSIPPSTTHY 

SVLDLKLAFFTIPLHPSSQPFFAF 

TWTDPDTHQAQQ1T*AVLPQSF 

SDSPHE 


6832 


37200 


A 


6882 


2 


196 


1HGCKFIQCKRILSNFTEVADHV 
HDQIRJL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRP1TGSEIEA1INS 

LPTKKSPGPDGITAEFYQRYKE 

ELVPFLVKLFQSTEKEGILPNSF 

YEASHLIPKPG RDTTKKEN FRPI 

SLMMIDAKILNK1LANR1QQHIK 

KLIHNGQHINRTNDKSHIIIS1DA 

EKTFGKIQQPFMLKTLNKLGID 

GTYLKI1RAIYDKPTANIILTGQ 

KLEAFPMKTGTREGCPLSPLLF 

N1VLEVLARA1RQEKEIKG1QLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLRJLISTFSKVSGYKINVQ 

KSQ A FL YTNM RQTESQI LSELPF 

T1ASKR1KYLGIQLTRDVKDLFK 

ENYKALLNEIKEDINKWKNIPC 

SWVGRJNIVKMAILPKVIYRFN 

A I PI K LPMTFFTELEKTTLKFI W 

NQKSAR1AKSILSQKNKAGGIM 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNTTEPSEfMLHIYN 

Y/LI FN KPEKNKK WGKDSLFNK 

WCWENWL 



It 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in I JSSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X»Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6834 


37202 


A 


6884 


69 


2415 


DKTSRGTI RQQRLRFTNI RCSA A 

TAADIQANRVWRGPPANSNRP 

AAXRVLTVRRKTNKQKGHPHQ 

KPICTSPSSNTKEIQTTIREYYKH 

LYANKLENAEERDKFLN1YTLP 

RLNQKEVESLNRPITGSEIEAI1K 

SLPTKK.SPGPDGFTAKFYQRYIC 

EELVPFLLKLFQSIEKEGILPNSF 

YEASnLlPKPGRDTTKKENFRPl 

SLMNIDARILN1CILANLIQQHIK 

KL1HHDQVGF1PGMQGWFN1CK 

SINIiQHMNRTKDKNHMIISIDA 

EKPFDfCIQQPFMLKTLNKLDID 

GTYLKIVRAKYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARE1RQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSKVSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FTIASKRJKYLG1QLTRDVKDRF 

KENYKSLLSE1KEDTNKWKNIP 

CSWVGRINIVKMAILPKV1YRF 

NAIPIKLPMTFFTELEKTTLKFIR 

NQKRARIAKSILSQKNKAGGIT 

LLDFKLYYKATVTKTAWYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINKQWGKDSLFNK 

WC WEN WLA ICRKLKLDPFLTS 

YTKfNSRWIKDLNVRPKTIKTLE 

C1N LVj IN 1 ll^LMVjlVIlJIS.L/rlVIoI^ 1 llv 

AMATlfAkTl n^Wni IKJ k'QPPT 
/\ivi/\ i iwArvL/L/is. w L/LirvL>rworv^. 1 

AKETT1RVNROPTGWEKIFATY 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 
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SEQID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence • ^ 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVL1LQEIRS 

MRQKENKDIQDLNSALHQADL 

1 D1 Y RTL HPKSTE YTF FS A PHC 1/ 

RTYSKIDHTLGSKALLSKCKITE 

JITDSQTTVLSELRIKKLTQ\NRS 

ATWKLN/MLLNDYWVHNEMK 

AEIICMFFETNENKDTTYQNLW 

DTFICAVCRGKFIALNAHKRKQ 

ERSKIDTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEAS1ILI 

PKPGRDTTEKENFRPISLMNIDA 

KILNKILANRIQQHIKICLLHHDQ 

VGFIPGMQGWFNICKS1NVIQHI 

NRTSDKNHTIISIDAEKAFNKIQ 

QLFMLKTLNKLGTNGMYLKIV 

R A 1 Y D KPTAN 1 1 LNGQKLE A FPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RAIRQEKEIQGIQLGKEEVKLSL 

FADDMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINLQKSQAFLYT 

NNRQTESQIMSELPFTTASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEJKEDTNKWRNIPCSWVGRIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKTILKFRWNQICRAHF 

AKTILSQKNKAGGIRLPDFKLF 

YKATVTKTARYWYENRD1DQ 

WNRTEPLEIMPHIYMHLIFDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTSYTKINSRWI 


6838 


37206 


A 


6888 


1 


1677 
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SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first < 


codon for lust amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


6839 


37207 


A 


6889 


2 


2400 


SMRQKENKD1QDLNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

EIITDSQTTVLSELRIKKLTQVNR 

SATWKLN/MLLNDYWVHNEM 

KAE1KM FFETNENKDTTYQNL 

WDTFKAVCRGKF1ALNAHKRK 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAI1NSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTErCENFRPISLMN! 

DAKILNKILANRJQQHIKKLLHH 

DQVGFIPGMQGWFNICKSINV1 

QHINRTSDKNHT1ISIDAEKAFN 

KIQQLFMLKTLNKLGTNGMYL 

KJ VKAI YUKrl AN lILNvjv^rxLbA 
FPLKTGTRQGCPLSPLLFN 1 V L E 
VLARAIRQEKEIQGIQLGKEEV 


» 












KLSLFADDMIVYLENPIVSAQN 

LLKL1SNFSKVSGYKINLQKSQA 

FLYTNNRQTESQIMSELPFTTAS 

KRJKYLG1QLTRDVKDLFKENY 

KPLLN EI KEDTN K WRNIPCS WV 

GRINIVKMAILPKVTYRFNA1P1 

KLPMTFFTELEKTILKFRWNQK 

RAHIAKTILSQKNKAGGIRLPDF 

KLFYKATVTKTARYWYENRDI 

DQWNRTEPLEIMPHIYNHLIFD 

rvr L/rvJN rvV^ WVjrvL/oLir IN fx WCWt 

SRWIEDLNVRPKTIETLEENLG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 


1 


1428 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK\LSSQFSQLEERVSGM 

EDQTNETKDTHRLKIKGWRKIY 

QA1MGKQKKAEAA1LVLDKTDF 

KPTKIKGDKQGHYIMVKGSJQQ 

GQLTILNIYAPNTGASRLIKQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDLIDIYRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTE1ITNRLSDHSAIKLELRJKEL 

TQNRSTTWKLNNLLLNDYWNL 

WDTFKAVCRGKFIALNIQKRK 

QERSKIDTLTSQFKELEKQEQT 

HSKASRRQEITKIRAELKERETQ 

K SLQ K I S ESRS WF FEKINN I DTP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMNKFLDTYTLPRLN 

WEEAESLNRPITGSEFEAilNSLP 

IKKSPGPDGFTAKFYQSYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASnLFPrCPGRDTTKKDNFRPISL 

MN1DAKILNKILANKIQQHSKK 

LIHHNOVGFIPGMOGWFNTCKS 

INIIQH1NRTKDKNHMIISIDAEK 

AFDKIQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


6844 


37212 


A 


6894 


2 


1880 


APNTGAPRF1KQVLSDLQRDLD 

SHTIIMGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKl 

DHIVGSICALLSKCKRTEIITNCL 

SDHSAIKLELRJKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

MVFETNDTLPRLNQEEVESLNR 

PKTGSEIEAIINSLPTKKSPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

SIEKERILPNSFYEASIILIPKPGR 

DTTKK7EENFRPISLMNIDAKIL 

NKILANRIQQHIKKLIHHDQLGF 

1PGMQGWFNICKSMNV1QHINS 

PKDKNHMIISVDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYLKIIRAI 

YDKPTAS1ILNGQKLEAFTLKTG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKE1KGIQLGKEEVKLSLFA 

DDMIVYLENPI1SAQNLLKLIGN 

FSKVSGYTINVQKSQAFLYTNM 

RQTESQ 1 M S ELPFTI A S KRJ K YL 

G I Q LTRD V K DFFK EN YKPLLN E 

IKEDKNKWKNJPCSWVGRIMIV 

KMAIPPKVIYRFNAIPIKLPMTF 

rOMirLoQKYOHV ILLrRLLQw 

LLNVAKNNNKVr YKIYKVGHK 

LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


372)4 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEM EG I 

VIVKVEEEDEEDHFQKERNKVE 

S SPQ VLS RSTTMN ERALLSS YL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRTIFDDKSADKLRTIP 

LSDNT1SRRICTIAKHLEAMLIT 

RLQSGIDFA1QLDESTDJASCPTL 

LVYVRYIPLKLRJLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

A A \\n VTA \//~\/^ r> c A D/^ 1/ /~\DCU f\ 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn, 
*=Stop codon, /=possihlc nucleotide 
deletion, \= possible nucleotide insertion) 


6848 


37216 

... 


A 


6898 


I 


2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEKFREK 

RRKRNEQSLQEIWDYVKRPNL 

HLIGVPESDRENGPKLENTLQDI 

IQENFPNLARQGN1QIQEIQRMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKEIQTT1REYYK 

HFYANELENLEEMDKFFETYTL 

PRLNQEEVESLNRPITGSA1EAI1 

NSLPTKKSPGPDGFTAEFYORY 

KEELVPFLLKLFOSIEKEGILPNS 

FHEASIIL1P 


6849 


37217 


B 


6899 


| 


3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 


1 


545 




6852 


37220 


A 


6902 


71 


370 


RRCKVRPSARGVLRYAVCVCV 

CVCVYPCVHVCTCVRMCLCVC 

VCVCE/CSVEIHCGGOGCARCiC 

LOPOEGGCTEOAVALHCAAOL 

WRNRLKLMKOPVARV 


6853 


37221 


A 


6904 


I 


738 




6854 


37222 


A 


6905 


1 


567 




6855 


37223 


A 


6906 


1 


1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 


1 


552 


NALPGRKSRVFSGCVSADTWK 

PPSSAKVTETKGASPAFLRAGQ 

PRLVPGETLEKSLGPGKDPQVE 

PQHPVHLPGISSEGFPWDGFNE 

QTPKD\LPNRDGGAWVLGYRA 

G PACPFLLHEEREKSN RS EL YL 

DLHPDHSLTEODDRTPGRLOA 

VWPPPKTKDTEEKVGLKYTEA 

EYQAAILHLKRE 


6858 


37226 


A 


6909 


1 


561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLGMRERSELVNV 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

FI EDPTP AGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRL1 

LHIGDPDEEIGCEALDGIIILYTI 

LELQKRARDKEETNKKELYES 

NKHFLGPYNPVSPCQN1LRV1EE 

FGDFLGPQQIKDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQGI 

YMQLSHIQEPRARQVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 
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SEQID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6860 


37228 


A 


6911 


3 


730 




6861 


37229 


A 


6912 


2 

* 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQKCPGICAPRGLRWVTADGKL 

TA\EQG HN VTLM V QL EEG D VQ 

RTLIQVDFGDG1AVSYVNLSSM 

EDGIKHVYQNVGIFRVTVQALV 

RLPPHISQCDEVFRFFEARPEDV 

N PPKDQALLLGELG PA V ELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTKISSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTEKFPELCDMLGTRME 

QEGSRALTSEARLCYVCSGSVE 

RLVECWAKCHQALSPMALQD 

MHVISTDENQVFAAVQEWNQN 

DTYNLYISDTRGVYFTLALENV 

QSSRGPEGNIMIDLYEVTI 


6862 


37230 


A 


6913 


1 


1659 




6863 


37231 


A 


6914 


540 


824 


KPRLENYVKNAEASGADAINW 

KKGY/LVMEDEMNEMKREGKF 

REKRIKRNEQSLQEIWDYVKDQ 

1YVRLVYLKVTGRMEPSWKTL 

CR1LSRRTSPI 


6864 


37232 


A 


6915 


1 


939 




6865 


37233 


A 


6916 


285 


458 


QVFSQLEGR1ALGKFQRPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866 


37234 


A 


6917 


32 


171 




6867 


37235 


A 


6918 


294 


461 




6868 


37236 


A 


6919 


2 


255 


LI PCPATVMN VSDIMGMYMKE 
CSASLITREMQIRTTIMRHHLTS 
IGTEMIRK/SKNNECwSGRECQ 
TVGAGQCVRAPCASRSRARH 


6869 


37237 


A 


6920 


2 


393 




6870 


37238 


B 


6921 


87 


633 




05/! 


1 T>T1 


A 

A 


6922 


78 


Z60 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLEI 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKfCAPT*TKHVVW*LES*M 

WEEPRWPN\GKAPVYSSQREQR 

RRRV1SAFPSEGVLPSTFKNKKF 

TVKQPQVGRSVGIPEEGIV1IGD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 


3 


201 


LICEMQ1NTTMRYHS\TPSRTS*\1 
KK1 DNNKP WMRM 1 EKLETSY 
CWWECETMQPRWKVSLQYLL 
PLI 
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SKQ ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in VSSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


6874 


37242 


A 


6925 


1 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


RAKSPANIIMTGSNSHITILTLN 

VNGLNSPIKRHRLASW1KSQDP 

SVCCIQETHLMCRDTHRLK1KG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELTILNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLID1YRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTEIITNYLSDHSA1KL 

ELRIKNLTQSR 


6877 


37245 


A 


6928 


3 


331 




6878 


37246 


A 


6929 


364 


853 




6879 


37247 


A 


6930 


2 


531 


RPRVRELVGGSAIQALKEWNTT 

GKLRINH*KRCGSTQHHGSKYA 

TDKEERPD\ACPLQPQPPQIQNG 

PMNGCEKDSSSTDSANEKPALI 

PREKKISILEEPSKALRGVTGPNI 

EKSAKDLORCTVSLTRYRVM1K 

EEVDSSVKK1TAAFAELHNCIID 

KEASLMAEMGTVNEQAMRC 


6880 


37248 


A 


6931 


1 


456 


ISILEEPSKALRGWTEGNRLLQ 

QKLSLDGNPKPIHGTTERSDGL 

QWSAEQPCNPSKPKAKTSPVKS 

NTPAAHLEIKPDELAKKRGPNI 

EKSVKDLQRCTVSLTRYRVMIK 

GEVDSSVKNIKAACAEFPICIID 

KEVSLMAEM\DKVKGRKPW 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 


1 


2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESVLSRKLNPF*KATGTSR 

SESAVWAIIDAVSSPQKRLLDSE 

FIDPLMMKKARISHLTNRVPPTL 

NG H LNPTSEKS A AG LPLPPA A A 

AIPTPPPLPSTYLPISHPPQIADS 

HSPAAPVQGIQPFLTADQYWLE 

NRYPSQHLSRVTASRARHQT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


I 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 


A 


6939 


103 


298 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEKI 
FLGHRVGI 


6889 


37257 


A 


6940 


117 


257 
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StQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6890 


37258 


A 


694 i 


46 


219 


LKECNC1VCNSKNKCLKG*KKK 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEGRRGRGRGRRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 

YGPGEAALLLWLCIEAAAAAA 

A A RSTTTPI ITN HQSNTI AEQN P 

PRHENGDPKTYI1HVLAEQVLE 

RLPHGVALRHDPLAPVVSRAG 

GVGHQRCAADDALQPLLQGRP 

EPGLAERHGVQDNLILKVSHTH 

TQKSAEKRAVSDPSSTVHRPQP 

LPPSTVHQSTIPSNPDSSSAYCL 

PSTRHGFSSYTDSFVPPSGPSNP 

MNPTIGNGLSPQRVHYQHLPTH 

AGGKRNAALEYGVPRKYYHM 

LKITASDYEKTKPFQVGDKVM 

GSGWRKVGMQT*FL*LKKEEE 

EEREEEEVEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


MWLARELEESLAVSLQGEPGL 

LAGAGRLQGSPFSHPMEPGRQS 

ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 

DQLDTM\FGTHQQTSPTQRSAR 

RRPCSVQGPRS*SPFSHPMEPGR 

QSETLSQKKKKKEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEEGEEEEGEE 

EEDQLDTMLMDSSTNLTNTAL 

SKEKTMFSSRAKIVKPNGEKPD 

EFESGISQALLELEMNLDLKAQ 

LWELNITAAKEIEVGGGRKAIII 

FVPVPQLKSFQKTQVQLRR1LP 

KPTQKSCTNNKQKLPRSCTLTA 

VHDAILEDLVFPSEIVGKRIHVK 

LDGSHLIKIHLDEAQQNNVEHK 

VEPFSGVYKKLMGKDVNFEFP 


6895 


37263 


A 


6946 


1 


1365 




6896 


37264 


A 


6947. 


416 


610 


EFKrCPVLEGGA*RGEGGSPCV 
WSFFDPVHFNYQAGLFRVALP 
GEQCRTGRLVARVYTGISGASF 


6897 


37265 


A 


6948 


1 


846 
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NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
t)9/54<UI7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, Y=pnssible nucleotide insertion) 


6898 


37266 


A 


6949 


3 


620 


H VTLL 1 VVTQSH L V I H N LFEG M 1 

WFIVPISCVICNDIMAYMFGFFF 

GRTPLIKLSPKKWEGF1CGFFA 

TVGFGLLLSYVMSGYRCFVCP 

VEYNNDTNSFTVDCEPSDLFRL 

QEYNIPGV1QSA\IGW\KTVRMY 

P\FQI H S 1 A\LSTF A SLIG PFGG FF 

ASGFICRAFKIKDFANTIPGHGG1 

MDRFDCOYLMATFVNVYIACV 

LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 


I 


1305 


MVKGSIPQEELTILNIYALNTGA 

PRFIKQVLRDLQRDLDSHT1IMG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQAD1IDIYRTLHPKST 

EYTFFSAPHHTYSK1DHIVGSKA 

LLSKCQRJEIITNCLSDYSAIKLE 

LRJQKLTQNCSTIWKLNMLLLN 

DYWVHKEMKAEIKMFFETNEN 

ICDTTYHHLWDTFKAVCRGKFI 

ALNAHKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITKI 

RAERKEIETQKTLQKINESGSW 

FVEKINKIDRPLARLIKJCKREKN 

Q! DA IKNDKG VITTDPTEIQTTI R 

EYYKHLYANKLENLEEMDKFL 

DTYN LRRLNQG E V ESLNRP1TG 

SEIEA1INSLP/TKKSPGPNGFTA 

KF*QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKDIQELN 

SALHQADI I DI Y RTLHPKSTE YT 

FFSAPHHTYSKIDHIVGSKALLS 

KCQRI EHTNCLSDYS A I KLELRI 

QKLTQNCSTIWKLNNLLLNDY 

WVHKEMKAE1KMFFETNENKD 

TTYHHLWDTFKAVCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQE1TKIRA 

ERKEIETQKTLQKITMESGSWFV 

EKINKIDRPLARLIKKKJIEKNQ1 

DAIKNDKGVITTDPTEIQTTIRE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


1 


1926 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possibte nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1YQANGK*KNK/QKKAGV 

VILVSDKTDFKPTK1KRDKEGH 

Y1MVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

NKDIQELNSALHQADLFNIYRIL 

HPKSTEYTFISAPHRTYSKIDH1 

VGRKLALLRKYKRTEIITDCLSD 

HSAIKLELRIKKLTQNSSTTWTC 

LNNLLLNDYWIHNKTKAE1KM 

CFETSEN KDTTYQN LWDTCKA 

VCRJEKFIALNAHKRJCQERSKID 

TLTSQLKE/LEKQEQTHSKASRR 

\NLEEMDKYLDTYTLPRLNQEE 

FESLNRP1TGSEI EA 1 INSLPTKKS 

SG PDG FTAKFYQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRKIYQANGK/HKKAGVAIRV 

SDKTDFKPTKIKRDKEGHYLM 

VKGSIQQEELTILNIYATNTGAP 

GFIKQVLSDLQRDLDSHTIIMED 

FNTPLSTLDISMRQKVNKDTQE 

LNSALHQEDLID1YRTLHPKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRI KN LTQSRSTT WKLNNLLLN 

DYWVHKEMKADIKMFFETNES 

KDTTYQNLWDAFKAEELESLN 

RPITASEIVAIINSLPSKKSPGPD 

GFTAKFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFDEASIILIPKLG 

RDTTKKENFRPISLMNIDAK1LN 

KILANQIQQHIKKLIHHDQVGFI 

PGMQGWFMIHKSINVIQHINRT 

KDKNHMIIS1DAEKAFDKIQQSF 

MLKTRNKLGIDGTYLKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

cKtlKOiyLOKbUVKLSLrADD 

1V/IIVVI PKIPIVQAPMPI \C\ IQWPC: 
IV11.V T btrNrl VoArINrLN.LIoINro 

KVSGYKfNVQKSQAFLYTNNR 


6909 


37277 


A 


6960 


1 


2169 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6910 


37278 


A 


6961 


2 


1255 


EGKFRENR1KRNEQSLQEIWDY 

VKRTNLRLIGVPESDWENGTKL 

ENTLQDUQENFPNLAR*AKIQRI 

RSQDPSTH LTSRDTHRLK 1 KG W 

RK1YQANGKQKKAAVTILVSD 

KTNFKPTKIKRDNEGHYIMVKG 

SNQQEELTILNIYAPNTGAPRFI 

KQVLRDLQRDLDSHTI1TGDIN1 

PLSTLDRSTKQKVNKDTQELNS 

ALHQVDLIDIYRTLHPKS1EYTF 

FSAPHHTYSKVDHILGSKALLS 

KCERIEUTNCLSDHSAIKLELRI 

KNLTQNHS1TWKLNNLFLNDY 

WVHNEMKAEIKMFFETSENKD 

TTYQNLWDAFKAVCRGKFIAL 

NAHKRKQERSKIYTLTSQLKEL 

EKQEQTHSKASRRQE1IKIRAEL 

KEIETQKTLQKLNES1SHQLEW 

QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


I 


1122 




6912 


37280 


A 


6963 


551 


1536 


EILSPPGLPYKSS*KKH*TWKGT 

TGTSCC/INHAKIVTHRLKIKGW 

RKIYQANGKQKKAGVANLVSD 

KTDF K PTK 1 KRDKEGH YIM V KG 

SIQQEELTTLNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLLTLDRSTRQKVNKDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHIYSKTDH1LGSKALLS 

KCKRTEIITNYLSDHSAIKLELR1 

KN LTKN RSTTWKLNNLLLN D Y 

WVHNEMKAEMKMFFETNENK 

DTTYQNLWDTFKAMCRGKFIA 

VNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQE1TKI 


6913 


3728! 


B 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


B 


6966 


1 


1056 




6916 


37284 


B 


6967 


124 


963 




6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




6919 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGSIQQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEI1TNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNFMK AFIKMFFFTM 

ENKDTTYHNLWDTFKAVCRGK 
FIPLNAHKRKQERSKIDTLTSQL 














KELEKQEQTHSKASRRQEITKIR 

AEL'KEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQI 

DAIKNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KR1QQHIKKLIHHDQVGF1PGM 

QGWFNIRKSrNVIQHINRAKDK 

NHMI1S1DAEKAFDKIQQPFMLK 

TLNKL\GIICYLGIHLTRDVKDLF 

KENYKPLLKE1KEDTNKWKN1P 

CSWVGRINIVKMA1LPKMCL*R 

RWTPI PI 1 TAAA^I >JRF*FPI V 

OPLLWROMYCGPRHCROVPOH 
RRLNWSPSLRLS 














6922 


37290 


A 


6973 


I 


2673 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown. 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLT1VAEGEGGAGMSLG 

ESGNKIKRDKEGHYiMVNGSIQ 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTI 1 M RDFNTPLS 

ALERSTREKVNKDIQELNSALH 

QADLVDIYRTLHPKSTEYTFFS 

APHRTYSNIDHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELR1KK 

LTQNRSTTWKLNNLLLNDYWV 

HNEMKAEIKMFFETIENKDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKFNESRSWFFERTNKI 

DRPLARLI KKKREKN LI DAI KN 

DKGDITTDPTE1QTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAIIN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLKRVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTAIAKLNHKLCEIK 

SMGVFINTEPLYDSCLEQKHAL 

FASPPATTHSTTM1SKAKVIPML 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLINLCCPKLPSPSPA 

H LGGLPGGSQERPSRQYLYES A 

RTTVLLGLGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKKREKIQIN 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


cod on for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possibte nucleotide insertion) 


6924 


37292 


A 


6975 


1 


1687 


MLKGSIQQEELTVLNIYAPNTG 

APRCIKQVLSDVQRDLDSNTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNSLSDHS 

A1KLELR1KNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

FTKFNKDTTYOlsIl WDAFKAVP 

RGKFIALNAYKRKQERSKIDTL 
TSQLKELEKQEQTHSKEIQTTIR 






i 








EYYKHLYTNKLENLEEMDICFL 

DTYTLPRLNQEEVESLNRP1TGS 

EIVAHNSLPTKKSPGPDGFTAEF 

YQRYKEEMHINRAKDKNHM1IS 

IDAEKAFDKIQQPFMLKTLNKL 

GIDGTYFKJ1RAIYDKPTVNHLN 

GQKLEAFPLKTGTRQGCPLSPL 

LFNIVLEVLARAIRQEKEIKGIQ 

LGKEEVKLS\LFADDM1VYVEN 

PLPSQPQNLL*GWLSNFSK/MSS 

GYKINVQKSQAFLYTNNRQTES 

OIMSFI PFT?A<iKRIK Y1 filOFTR 

D V ICDLFKEN Y K PL LN E i K E DTN 

KWKNIPCSWVGRFNIVKVMAILP 


6925 


37293 


B 


6976 


1 


2431 
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SKQ ID 


SEQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMM1QV 

AVAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

V1QNVFGHRSKKENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQE1PVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRF1NQVLSDIERDLDSH 

KI1MG DFNTPLSTLDRSTRQKV 














NKDTQELNSALHQADLTD1YRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSKWKRTEIITNCLSD 

PRAI KLELRI KKLTQNRSSI WKL 

NNVLLNDYWVHNEMKAEIKJF 

FETNENKDTSCQNLWDTFKAV 

CRGKF1ALNAHRRKQERSKIDT 

LTSQLKELEKQERTHSKASRRQ 

EITKIRAEMKE1ETQK\TLQKIME 

SRSWFFEKFNKIDRPLARLIKKK 

REKNQIDAIKNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEVVAI1NSLPTKKSPGPDG 

FTAEFHQRYKEKLISELLPMPN 

HTALKKQTQDLSDCKAMFLYY 

QSVSVQTAIINYHRLRGLNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknowu, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6927 


37295 


A 


6978 


1 


1848 


MSLTKMLICAALLGLFCMLLGL 

RWQVAELIGMTLALSSTAIAM 

QAMNERNLMVTQMGRSAFAV 

LLFQDIAAIPLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMA MG A FLAG VLLASSEYRH A 

LESDIEPFKG LLLG A VFTPRV V V 

N I Y SSELRTA KN YQ ANG KQKK 

PGVA1LVSDKTAF/KPTE1KRDK 

EG H Y\ 1 M V KG &QQEE LTI LN 1 Y 

APNTGAPRFIKQVLSDLQRDLD 

SHTLMMGDFNTPLSTLDVRSTR 

QKVNKDTQELNSALHQADLIDI 

Y RJ LHPKSTE YTFFS A PH HTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLTQSRSTT 

WKLNNLLLNDYWVHNEMICAE 

1 KM FFETNENKDMTYQNL WDT 

FKAVCRGKF1ALNAHKRJCQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKAIQ 

KINESRSWGPPGNCQQNYRNSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFI WrikTFkrFPP^YI I TPI^^M 
rirjL/T V VJMlivr r r O T LLf 1 rvfvOotl 

GNKADOWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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si:q id 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


6930 


37298 


A 


6981 


3 


2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFKPTKI 

KRDKEGHYIMVKGSIQQEELTI 

VN1YAPNTGAPRFIKKVLSDLQ 

RALDSHTIIMGDFNTPLSTLDRS 

TRQKVNKDIQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHYTY 

PKIDHIVGSKALLSKCKRTEI1T 

NCLS\DHSA1KLELKIKKLTQNL 

STTW K LNN LLLKD Y WVH KEM 

KA EIKMFFETNKN KDTTYQNF 

WDTFKAVCRGKFIALNAHKRK 

QEGFKIDTLTLQLKELEKQEQT 

HSKASRRINKIDRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TT1 R£Y YKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGAEIVA11NSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASI1LIPKPGR 

D1TKKENFRP1SLN1NIDAEILNKJ 

LASQMQQH1KKL1YHNQVGFIH 

GMQGWFNIHKSMNVIQHINRTK 

DKNHTIISLDAEKAFDKIQQPF 

ML1CLKTLNKLGIDGMYLKIIRA 

IYDKPTANIJLHWQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AVRKEKEIKRTQIGREEIKLSLF 

ADDMIVYLENP1VSAQNLLKLIS 

NFTKVSGYKINVKKSQAFLYN 


6931 


37299 


A 


6982 


3721 


8717 


MLPIKRHRLANWIK\SQDP\SVC 
C I EETVH LTCRD A H R H K 1 KG WR 
K I YQ AN G KQNKTKQQ K KQG LQ 
1 L VS DK RD FKPTKI KRDK EG H Y 1 
MVKGPIQQ\EELTILNIYAP\NTG 
APRFIKQVLSDLQRDLDSHTLIX 
MG D\FNTPLSTLDRSM RQKVNK 
DTQELN S A LHQA DL I DI Y RTLH 
PKSTE YTFFS AP\H HTYSKIDH 1 L 
GSKALLSKCKRTEI1T\NYLSD\H 
SAMKLKLRJKNLTQNHSTTVWK 
LNNL 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codun Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 

VVHLQKSTHEALNNKNIKPLLS 

TFSQVPG/SINHSSCENVLAIISL 

A IGG VTEG ICTASTPF VLLG D V L 

DCLPLDQCDTIFTFVEKNVATW 

KSGTASLPAAFMAGVEHLWLF 

QVNGANCQWIYPSGVwRWAL 

FSQLH 


6933 


37301 


A 


6984 


1 


312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 

PGSLGLPSCISAITVQSSPGLRLC 

SCGQGPRVNTPGTKLPQPNR.PV 

SLSFSQMKLLTSSHWTCSFHCPA 

*INPAQSSPGPWP*PQLSGCPAF 

QrLSrG*KSLLSMjN 1 ASSSPLW 

FLCWCFLNLVLQAKLPDGFRPA 

HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPITVRYNADDSTVSL 

SFSQMKLLTSSHWKSFHCPA*! 

NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTICSTREALN1SIK 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEIINHSSCENVLA1 

MSLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDTIFTFVEKN 

VATWKSNTFYSAGKNYLLRMC 

NDLLRRLSKSQNTVFCGRJQLF 

LARLFPLSEKSGLNLQSQFNLE 

NVTVFNTNEQESTLGQKHTED 

REEGMDVEEGEMGDEEAPTTC 

SIPIDYNLYRKFWSLQDYFRNP 

VQCYEKISWKTFLKYSEEVLAV 

FKSYKLDDTQASRKKMEELKT 

GGEHVYFAKFLTSEKLMDLQL 

SDSNFRRHILLQYLILFQYLKGQ 

VKFKSSNYVLTDEQSLWIEDTT 

KSVYQLLSENPPDGERFSKMVE 

HILNTEENWNSWKNEGCPSFV 

KERTSDTKPTRIIRKRTAPEDFL 

GKGPTKKILTGNEELTRLWNLC 

PDNMEACKSETREHMPTLEEFF 

EEAIEQADPENMAENEYKAMN 

NSNYGWRALKLLARRSPHFFQP 

TNQQFKSLQEYLENMVIKLAKE 

LPPPSEEIKTGEDEDEEDNDALL 

KENESPDVRRDKPVTGEQIEVF 

ANKLGEQWKILAPYLEMKDSEI 

D/"\ic/r\cirrMi>ii(' r kad a i/ai i \/a\i/ 
KKi l buL>o bU M K M KAK^L L V A W 

QDQEGVHATPENLINALNKSGL 

SDLA ESLTNDNETNS 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=UnLnown. 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


811 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKAPRAPKAPVVPLGSPALR 

AP VGTQ A PRA H Q A K R DS P A L R 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MAAKJL 1 UK 1 1 N A 1 lry LRJsJC 

rLKMv^broVK. 1 bLmLri>* 1 LbK 

NSNG 


6938 


37306 


A 


6989 


91 


918 




6939 


373U7 


A 

A 






^ on 


1 boK 1 Y*IrbKCrbKAj HWRH 

T"\AMCXIC/""'DI\.yl/* ,, W DCUDTTCO A LI II 

1 VNbNrUrlvlLiNriHr 1 I obAHH 


6940 


37308 


A 


6991 


1 


483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 

RCL*RHGPRFSSCRLSCRRPFDK 

TCRLMCHQRLSGFPQEQTQRDS 

RCIQLLFRQRFAAASCPTHQVH 

VHK WKIvrMVrLILbbDLKYTV 

LSLPEECHTGAHEQSSHCLLLSL 

ASVDVHCSQRP 


6943 


37311 


A 


6995 


2 


348 


KKKRKKK1EEEEEEEEEEEEEE\ 
REEEGDEEQEEEEE\EEEEEEEE 
bbbbbbbbbbDDDDDNOLLQTL 

r\f~* I LICK4D \/XI I TDCnPI IC\/ll/l IP 

PFWHFSFLMPYEEGALLRLHLP 


6944 


37312 


A 


6996 


1 


192 




6945 


37313 


A 


6997 


1 


507 


MEKNEKEQEEEEKKEKNSKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEE\EEEEKVVE 

ttUcrlWrLUINoLYrrbronrA 

WSQIPSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 


6946 


37314 


A 


6998 


1 


257 


MGPIHKISHYVYAN1SKSEKVL 

KSEHFRSQAFQPGQQSETVSEK/ 

bbbUbbbbbbbbbbbbbbbbbbb 

bbbbbbbbbbbbbbbbbbbbbbb 

tcbcbttcbbbbbbtl 




1TX 1 S 
j / jI J 


A 




i 
i 






6948 


37316 


B 


7000 


1 


757 




6949 


37317 


A 


700! 


1 


279 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 


1 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KMINKELTAATFMEVIAEDNRF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHETIYTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNKIRKSEAMVKEKKK 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKJCDRQNVQQNE/GC 

H PIRRVHS DQTHSG KL* RGKGS 

W/DCMREKASQPFKAVVPIV*V 

/VPFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVNGMR 

NGFGMFKCSTQPVSYIGHWCN 

GKRHGKVGEVATWRAEKKKK 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEEEEKIRP 


6951 


37319 


A 


7003 


3 


123 




6952 


37320 


A 


7004 


2 


458 




6953 


37321 


A 


7005 


239 


432 


CLWLFQEEEEEEEEEEEED* EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLGHRVGI 


6954 


37322 


C 


7006 


7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


1 


639 




6957 


37325 


A 


7009 


1 


651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 
ALGYTRGHFSALVAMENDGYG 
NRGAGANLNTDDDVTITFLPLV 
DSERKLLHVHFLSAQELGNEEQ 
QEKLLREWLDCCVTEGGVLVA 

\ a i/ccn DDxiuni wtv^x m \ to/ \\t 
MQKSbKJsXNHrLV IQMVbKW 

LDRYRQIRPCTSLF 


6960 


37328 


A 


7012 


2 


800 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codun,/=possible nucleotide 
deletion, \= possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 

EVGFRRWVITNFSKLKEHVLTQ 

CKEAKKLEKRLEELLTRJTSLEK 

N1NDLMELKNTSQELREAYTTE 

ERISEIEDQLNEIKHEDRIREK/R/ 

V KRNEQSLQEI WDY VKRPN LH 

LT/GVPESDGENGTKLENTLQDI 

IQENFPNLARQANIQIQEIQRTP 

QRYSSRRATPRHIIIRFTKVEMK 

EKMLRAAREKGQVTHKGKPIR 

LTADPLAETLQARREWGPIFNIL 

KEKNFQHRMSYPAKLSFISVGE 

IKYFTDKOMLRDFVTTRPALOE 

LLKDALNMFRNNONOSI OKHA 

l!jI\l/aljii iTiijivi^ii^iv^'" v^OL>vyivri/\ 

KL 


6962 


37330 




7014 


] 


870 




6963 


37331 




7015 


J 


585 




6964 


37332 


A 


7016 




1032 




5955 


37333 




7017 


2 


770 




6966 

U7VU 


37334 




7018 


1 


2910 




6967 

U7U / 


3733s 


3 


7019 


239 


462 




6968 


37336 




7020 


3 


694 




6969 

U7U7 




A 


7021 


\ 


1212 




6970 


37338 

J / JJO 




7022 


\ 


1 140 




6971 


37339 


A 


7023 


1 


570 




6972 


37340 


A 


7024 


1 


486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLMIGGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

MSVTLLSG1IQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

AIFTTMSDEQASFRFGFVAIYLT 

EPLVRGFTTAAAVHVFTSML1C 

YLFGVKTKRYSG1FSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEH1 

LTQCKEAKNLEKRLEELLTRJTS 

LEKNINDLMELKNTAQEFHEA 

YTS1NS/RNQTEERVSEIEDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDIIQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KGRVTHKGNPIRLIADLSADTL 

QARRQWEPIFNILKENFQTRJSH 


6974 


37342 


A 


7026 


1 


1080 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unltnown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


6975 


37343 


A 


7027 


1 


3501 


MIVYLENP1VSAQNLLKL1SNFS 

KVSGYKIYKIDVQKSQAFLYTN 

NRQTESQJMSELPFTIASKRIKY 

PGIQLTRNVKDLFKENYKPLLN 

EIKEDTNKWKNIPCSWIGRITMIV 

KMAILPKVIYRFNA1PIKLPMTS 

FTELEKTTLKFIWNQKGARIAK 

TILSICKNKVGGITLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

dtcaccitddivmui ii?r\i/ F r»r\t/ vi 
K 1 bAI>bl 1 rrl YNHLirUKPDKN 

kkwgkdslfnkwcwenwlai 
cfQTlkldpflts 


6976 


37344 


A 


7028 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 

QIFQRKEQAAIFA1LQPLLVISRQ 

TGSGVDPQQTPADLQK/SGSDS 

REQNKTENEFDELTE1GCRRWV 

ITNSSELKEHVVTQCKEAKNLE 

KM LQE L LTRITSLEKN INDLM E 

f l/\tT A ACI D C A V/TirklOATnA A 

LKN 1 AQbLRbA Y 1 1INSQTDQA 

ccDiccicnAi Kicii//^crv\rir)ri/x 

bbKJbblEL)yLNhlKGbDNlRciCT 
VKKNb 


6977 


37345 


B 


7029 




579 




6978 


37346 


A 


7030 


1 


927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHL1QESTG 

WH LAG A PLG WSFQRKEQTA I F 

AVLQPLLV1PRQTGYGVDLQQ 

MPADLQQRFLTVRRKTNKQKG 

IVSTSTKRTSSEGHQHQRRXVD 

KFTEMGRNQHKKAENSKNQN 

ASSP\PKDHNSLPAREQNWTEN 

EFDELTEIDFRRWV1TNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

RITSLEKNrNDPMELKNTAREL 

REAN(CSINS*IDQGRKERV\SEIE 

DQLNEIKREDKIREKRMQRNK 

QTLQEIWDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDI1\QENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AARXKGQVTHKGKSIRLSADFS 

AETLQARREWGPIFNILKEKNF 

V^rKlbY rArxLi>r lofcbbl J br 1 UK. 

1 LKUr V 1 1 KrALV^bLLrvbAVN 
MbKrvlNv^YV^rLV^KJI 1 Km 


6980 


37348 


A 


7032 


I 


598 




6981 


37349 


A 


7033 


3 


787 




6982 


37350 


A 


7034 


61 


284 


RLLEPQGPLRAGSSPAGK/JGGT 

i r?r» r> /""* & a t\\\ irtr^ n n ipcaa i pni i 

LERRGMPWPGP/HbbGGLSPLL 
LuAoLAAArnUclVlro V K V nr V 

RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 





812 



WO 01/075067 



PCT/US01/08631 

« n 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


6984 


37352 


A 


7036 


( 


1 137 




6985 


37353 


A 


7037 


! 


663 




6986 


37354 


A 


7038 


! 


197 




6987 


37355 


A 


7039 


1 


291 




6988 


37356 


A 


7040 




342 




6989 


37357 


A 


7041 


! 


439 




6990 


37358 


A 


7042 




253 




6991 


37359 


c 


7043 


! 


210 




6992 


37360 


A 


7044 




165 




6993 


37361 


A 


7045 




346 




6994 


37362 


A 


7046 


j 


389 




6995 


37363 


c 


7047 


! 


464 




6996 


37364 


A 


7048 




1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


188 


383 




6999 


37367 


A 


7052 




759 




7000 


37368 


A 


7053 




1683 




7001 


37369 


A 


7054 




972 




7002 


37370 


A 


7055 




429 




7003 


37371 


A 


7056 


3 


753 


DQTF WG L L ETG/S/E L M LI PG DP 

KCHCGPPVKVGAYGGQEIKGV 

LAQVQITVGPVGTRTHPVVISP 

VPECIIGIDILSSWQNPHTGSLTG 

RVRV1MVEKAKWKPLELPLPR 

K1VNQKQYCIPGGIAEISATIKD 

LKDTGVMIPTTSPFNSPIWPVQ 

KTDGSWRJTVDYQVVTPIAAA 

VPDVVSLLEQINTSPGTWQHIT 

HLDVLLWR1YOVTOKAASFEW 

GPEOEK A LOO VOA A VO A\LCH 

LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 


1 


1515 





813 
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SKQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7006 


37374 


A 

■A 


7059 


1 


1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSALIKICVQQIKDSLPGKM 

S KG L LQQQQK PKHLLHDLYKA 

MSTRWGVQKARLNCTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

G KN EE A LQDPRL V DPLTSCTV H 

FEKP.QMLNARLWKHAGR£AV 

ACicVRGSELPKTMGT YPLHQH 

DLDVRHGVKGDHFGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLRJ 

IDTRLHPESRLKQQSNFALNAR 

EK A LQQVQA A VQA ALPLG PY D 

PADPMVLEVSLADRDAVWSL 

WQAPIGESQQRPLGFWGKALPS 

SADNNSPLERQLLARYWALVE 

TEYLTMGHQVTM*P/ELPIMNW 

VLSDPSSHKVVYAWQHSHKW 

K\DRA*AGLAGTSKLHEEVAQ 

MPIVSTPATLPSCRIL 


7007 


37375 


A 


7060 


1 


2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 

RRHAPSAGRGFTRSYVSAGSW 

TETQQGLWGSLTKLGADGLLL 

GIS1CHLVEFLQIFQISGCWGHYC 

YLQILFFALNSISPSYHVLLFNV 

QFGFIFNFMVLCVP*AGTHIAPC 

KSSSRTRGMSSCENWKGCSKA 

RH LQ Y WSTKTPQS LSFFCCG I H 

FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


I 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VEMFEKNLEECITRITNKRNFKP 

TKIKRDKEGHYIMVKGSIQQEE 

LTILNIYAPTGAPRFIKQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DL1DIYRTLHSKSTEYRFFSAPH 

HTYSK1DHLLGSKAFLSKCKRT 

EMTNYLSDHSAIKLELRJKNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1 141 


MVTWNFIQERNGSGMDQCDD 

GGGKILDPVYILTVELTGFAKG 

WKMFSVKDQSVNVLGFAGYPL 

1TQTARKGAGKIPTWASLRQYQ 

KGLGSKYQLRRALRPDCALGN 

GQGVRYCNSLDEEEKRELKLFS 

SQRKRENLGRGNVRPFPVTMT 

GAICEQCGGQINGGDIAVFASR 

AGHGVCWHPPCFVCTVCNELL 

VDLIYFYQDGKIYCGRHHAECL 

KPRCAACDEIIFADECTEAEGR 

HWHMKHFCCFECETVLGGQRY 

1 M K EGRPYCCHCFESL Y A EYCD 

TCA QH 1 G H AG SFI KEC/SRRLLP 

GEAE1/SRRATVICLVRVSVRPE 

A A^K'^PNMRRI^ RK RKfl APP1 <I 
rVrtoivor in ivi rvrvrv rvrv i\ rvVJ /AV-'j Lnj 

SVGPVIPSVP*NTQRT*RPQSRP 
LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LRIKQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGAICEQCGG 

QINGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EI IFADECTE A EGRHWHM KHFC 

CFECETVLGGQRYIMKEGRPYC 

CHCFESLYAEYCDTCAQHIG1D 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNGSDSSDSAFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

APVRQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHP1SSL 

KYTEDMTPTEQTPRGSMESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRSAESVRSLLSAQQY 

QEMEGNLHQLSNPIGYRDLQSH 

GRMHQSFDFDGGMAGSKLPGQ 

EGVRIQPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREA1SRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 


1 


807 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couun tor pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-ljnknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVGIFPAPSRAWPVDL 

DPESRLCCFPSLGSLANPTAVG 

LEEDREQDVGTSSRGGAWDTRI 

KRELEKMSEKCGGQINGGDIAV 

FASRAGHGVCWHPPCFVCTVC 

NELLVDLIYFYQDGK1YCGRHH 

AECLKPRCAACDEIIFADECTEA 

EGRHWHMKHFCCFECETVLGG 

QRYIMKEGRPYCCHCFESLYAE 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVGIAAAALDAVLIR 

AHQRTQGCHrtELSAELAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELSATEDKGHISPFFWEAVYH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKKSLLCDCLSKSPALEKAMR 

GIDQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

HLEEPGRALPLWEQDGAEPDPE 

PSAAPVRQCNIRTSYSPGGQGAG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGSIQVPK 

YEEEEEEEGGLSTQQCRTRHPIS 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 


1 


2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 

SLTEQDPYNNVIRTT1EALAATL 

GGTQSLHTNVFDEALGLPTDFS 

ARJARNTQIIIQEESELCRTVDPL 

AGSYGGAIIQQIDVAGGLAKR1 

EAGLSKRMIEEASAREQALIDQ 

GKRVIVGVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540^17 


Nucleotide 
location oT first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Siop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


7022 


37390 


A 


7076 


1 


1561 


MVTLILYFRFYRLNGDTLRR1QI 

HLLDKYRKVPPEPVHADIPVGA 

RRFSRPCSWFLRITKRGYRRTV 

HAMAGQKEKLLGAGMSDYLA 

KPIEEERLHNLLLRYKPGSGISS 

RVVTPEVNEIVVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVEEQLVGENPEG 

LVDLIHKLHGSCGYSGVPRMK 

NLCQLIEQQLRSGTKEEDLEPEL 

LELLDEMDNVAREASKJLGPDK 

THLRRIRRDVLATDPRPARDRR 

KACLH ACVLRTPPLG A ARA HQ 

QIDEAGGMAKAIEAGLPKRMIE 

EASAREQSLIDQGKRVIVGVNK 

YKLDHEDETDVLEIDNVMVRN 

EQ1ASLER1RATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

VPSQCVTGV1AQSYHQSEKSAS 

EFDAIVAQTEQFLADNGRRPRJ 

L1AKMGQDGHDRGAKVIASAY 

SDLGFDVDLSPMFSTPEEIARLA 

VENDVHVVGAVSSLAAGRSR 


709 1 


17^0! 

J/ J7l 


A 
/A 


7077 





354 


— 


7074 




A 

A\ 


7078 


T 


1 116 




70? S 






7079 





450 




707 A 

(UZU 




A 
/\ 


70R0 


-j 


252 




7027 


37395 




7081 


"j 


242 




702 X 


37396 


A 


7082 


-j 


242 






37397 

J/J7/ 


A 


7083 


1 


9228 




7030 


37398 


A 


7084 




664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCAA 

SAKISWYRSKGSKHPLTPKEVE 

KTGWGLKIPG/MGQQQLPERV 

KEAAR1LELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQV E A MTLAQRV MVMN 

GGVAEQIGTPVEVDGDDTLEIL 

GADNLAHDAGRAEAGGDWTU 

RSARRSSTCAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possinle nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCGC 

IWRKISWYRSKGSKHPLTPKEV 

EKTGWGLKIPG/MGQQQLPERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVMM 

GGVAEQIGTPVE 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 . 


A 


7089 


3 


208 




7036* * 


37404 ■ 


A 


7090 


34 


125 ' 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVY1RDQYSALITNIGKGD 

HTTFVKPN1PATGEFKGVGFLE 

APRGMLSHWMVIKDGIISNYQ 

AVVPSTWNSGPRNFNDDVGPY 

EQSLVGTPVADPNKPLEVVRTI 

HSFDPCMAWVGNILLTDEA1GV 

RJVEALEQRYILPDYVEILDGGT 

AGMELLGDMANRDHLHADA1V 

SKKNAPGTMM1LRDEEVPALFT 

NKISPHQLGLADVLSDLRFT\GE 

FPKKLPWVQA 


7039 


37407 


A 


7093 


82 


224 




7040 


37408 


A 


7094 




239 




7041 


37409 


A 


7095 




1062 




7042 


37410 


A 


7096 




221 




7043 


37411 


A 


7097 


-j 


1067 




7044 


37412 


A 


7098 




1545 




7045 


37413 


A 


7099 


1 


2820 




7046 


37414 


A 


7100 




1223 




7047 


37415 


A 


7101 




3087 




7048 


37416 


A 


7102 




1182 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIVA1INSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRA 

KDKNHM11S1DAEKAFDKIQQPF 

M LKTLNK L AQN L L KL 1 SN FN K V 

SGYKINVQKSQAFLYTSNRQTE 

SQIMSELPFTIASKR1KYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

N K WKN IPCS WVG RIN IV KMA 1 L 

PKV1YRFNA1PIICLPMTFFTELE 

KTTLKFIWNQKRAHIAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYCYQNRKIDQWNR\PSEI 

TPH1YNYLIF 
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SEO H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ1D NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 


1 


3513 




7051 


37419 


A 


7105 




2546 


MSELPFT1ATKRIKYLGIQLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRINIMNMAILPK 

VIYGFNAIL1KLPLTFFTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CTIHNSKDLEPTEMPSNDTLDK 

ENVAY1HHGILCSHSKGRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHHISGPVRTNNKNHMI1SIG 

AEKAFDKIQQPFMLKTLNQLGI 

DGTYLKIIRDIFDRPIAN1LLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLEILARA1RQEKEIKGIQLG 

KEEVKLSLFADDMIIYLENPIVS 

AQNLLKLISNFSKVSGYKJNVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

LSIGKINIMKMAILPKVIYRFNAI 

PI KLPMTFFTELEKTTLKFI WNQ 

KRARJAKTILSQKNKDGGITLPD 

FKLYY1CATVTKTAWYQYQNR 

DIDQWNRTEPSEIIPHVYNHLIF 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLKLDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GNTIQDIGMGKDFMSKIPKAM 

ATKAKIDKWNLIELKSFCTAKE 

TTISVNRQPTEWEKIFAICLSDK 

GLISR1YKELKQRHKKKTNNPIK 


7052 


37420 


A 


7106 


1 


2575 




7053 


37421 


A 


7107 


1 


875 




7054 


37422 


B 


7108 


I 


3421 




7055 


37423 


A 


7109 


I 


3790 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

K1KRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

ORDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


7056 


37424 


A 


7110 


134 


307 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence . 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknowi», 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


"7AC7 
/U J I 


J /4Z J 


A 


7111 
/III 


*) 


1 / J 


KrrKbbVPUrLoPOKPPAAGLRG 
R* PAG VRGLREPRAFSGVRVER 
Kc> Lr 1 0 K DM r DI> 


7058 


37426 


A 


71 12 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


7059 


37427 


A 


71 13 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 

RIRRFDSR*NGLFYCRKTS*PFH 

*G*MCQ*YQTDPRSNAQCHPVL 

LRLWWPGDEYDFLCRSGSVGS 

VKybOKAbGL 


7060 ;- 


37428 •■• 


A : 


7114 


1 


654 




7061 


37429 


A' " 


7115 


71 


2776 




7062 


37430 


A 


7116 


31 


1016 


TVLPERPYNRKSSRRNRCGNGP 
PARSFCPSSGRSRRRSSSPATGP/ 

1 IT A I A C* A T FID I A 1/ IP r\POTA I 1 

H 1 AIAbALPRlAFGKlSDSSTQH 

TGPQDMAKAAT*NSLRGSMRY 

SFKPMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 


SVLLMCAADYLPRPPDVQTCN 

AVRVWLRYHRSNHGTPPDFSP 

GPVSAWYYAH/QPKIPIWSQ/QR 

GFTD/R*TRHKCPQRFAVPDK*I 

SSPD*AMNYYRKIHRPAPRHTA 

PTQKARLMADKSSLRHRHNSA 

NKRRSASPLSSAGYP/GKR1RAQ 

NLIPASTTNGQLRIRQRRISQAR 

♦♦TKRMARKGSISPISAVSNSLN 

SS*ASIIVSSCIRCSALSPLSNIHK 

S*TAGPWGASSRKTNIGLSRQRI 

FPAWQSPCSRRTVKSSRQCAVT 

AAlSSSVArRNAAFNPEGlSVAS 

bNbLKGSMRYSFKPMVGRWIKS 

CLRPV WCIRPK 


/Uo4 


J /4JZ 


D 


/ 1 1 O 


l 


726 




/U03 


3 /43j 


A 

A 


71 in 

/My 


1 


1 "JO 

138 




70oo 


*3 "7/1 "3 

3 /434 


A 

A 


7 1 7 A 

/IzU 


JO 


133 




/Uo/ 


1*7/1 1 < 

3 /43D 


D 
D 


7 1 7 1 

/ Iz J 


1 

1 


1 OA 

i SZ4 




/UOo 




D 
D 


719? 

/ IZZ 


1 

1 


1 ^71 
I JZ 1 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 


1698 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowr», 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7071 


37439 


A 


7125 


1 


1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLAKQVN 

VQIQEIQRTPQRYSLRRATPRHII 

VRFTKVEMKEKMLRAAREKGR 

VTLKGKPIRLTADLSAETLQAR 

REWGPIFNILKEKNFQPRJSYPA 

KLSFISEGEIKSFTD1CQMLRDFV 

TTRPALQELLKEA LN MERNN RS 

WFFEKINKIDRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTl 

IREYY1CHLYPNKLEMLEEMDTF 

LDTYTFPRLNQEEVESLNTSITG 

SEIVAIISIAYQPKKVQDQMDPQ 

PN STR VLE VL A RA I RQEKE I ICG 1 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

N VQKSQAFL YTNNRQTESQI MS 

ELPFTIASKRJKCLGIQLTRDVK 

DLFJCENYKPLLKE1KEDTNKW 

KNIPCSWVGRJNIVKMAILPKVI 

YRFNAIPIKLPMTFFTDLEKTTL 

NFIWNQJCRAR1TKSILSQKNICA 

GG ITLPDFKLY YTATVTKTA W 

YWYQNXRWYWYQNRDIDQWN 

RTEPSEITPHVYNYLIF 


7072 


37440 


A 


7126 


1 


2478 
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SEQ»> 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,2 17 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






inn 


ii a a i 


A 


7 177 


i 
i 


\1AC\ 


METOKTLOKiNFSRSWFFFK IN 














KIDRP1 ARI IKKKRFK>dnirvritf' 














NDKdDlTTDPTFIOTTIRFVYK'H 














LYANKLENLEEMDKF1 HTYTI 














PRI NOFFAF91 NKPITP.PFIFAII 














NKI PTlCKIPriPDHFTAFFVOR V 














KFFI OHIKKI IHHDOVnFIPr.M 














l^O WrrNlnrvLIIN VIVj; I JINK 1 rvLlrv 














NHMllSlDAFICA^nKinnPFMI kT 














Tl NK1 TiinPiTYl KIIRAIYHKPT 














AMI II Mf.D^I FAFPI kfTflTRfV; 






.•<.«t: 






-f • - 


CI I SPI 1 FNIVI FVI ARAIROFK 














FKKriRI CiKFFVKI 91 FAHDMI 














VYI FMPIV9AONI 1 Kl ISNF^SKV 














ovj I N.1IN Vv^lxOv/Ar U Y llNlNKv^lb 














xtAIMQPI PPTIAQIfPlfWI CACil T 














RnVkfni PI^PXIVI^PI 1 WPII^PHT 
txLr V rxLJL,riSj3rN T Fvr LLlNDl fvtlLJ I 














NIK WK Nl 1 PP9 WinR T>J I M K M A M 

IN IX W IX IN 1 1 V^O W IVJIVllN HVI lx> IVI /A 1 VI 














I PWI VP PHAIPIl^l PMTPPTPI P 
Lrls. V 1 Y KrL'AlrlN.Lr IVI I rr 1 CLE, 














k"TTI 1^ FIWNOKR ARI Al^^ll 

IX I 1 Uilxr 1 W INV^IxI\^IxJ/\IxOIL*OV^ 














(^tsJk* AHHITI PDFI^I YYI^ AIVTK" 
rxiN rx/AVjvj 1 1 L»rL/riVL« I I ivr\ i v i rv 














IAWTW T l^MxL/ VLA^ WrNrxltro 














PTiPwifixTvii iFrwpnkfWvrkwr; 

Dl 1 r rl 1 I^In 11 LI r L/rvr L'fxJNIx.v < / W \J 














KDSLFNKWCWEIWLAIGRKRK 

fXl_/OL^I IN rV VT W LJi VV L-*r\ 1 VJ 1VTVIXXV 














1 DPF1 TPYTKIN^RWIKIjFNJIRP 
lltil i r i i ixi inoix w iixL/riNiivr 














KTIKTI FF9I GMODISMGKKFTS 




\1 AA') 
J / HHA 


A 
r\ 


719ft 


1 


IQftR 








A 


7190 


1 


1404 

If 7*T 




l\J to 


XI AAA 


A 
A\ 


71^0 


9 


1S69 




7fl77 




R 


/ J j l 


I 
1 


1 JO~ 




7078 


37446 


A 


7132 


1 


1593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


SIAYQPKRVQDQMDSQPNSTR 

ANIILNGQKLEAFPLK\TGTRQF 

SKENFBPLSPLLFNIVLEVLARA 

IRQEKEIKGIQLGKEEIKLSLFA 

DDMIVYLENP1VSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFT1ASKRJKYL 

GIQLTRDVKDLFKQNYKPRJLKE 

IKEDTNKWKNIPCSWVERIYIV 

KMAILPKVIYRFSA1PIKLPMTFF 

TELEKTTLKF1WNQKRARJAKS! 

LSQKNKAGGITLPDFKLYYKDT 

VTKTA WY WYQNRD1DQ WNRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLALCR 

KLKLNPFLTPYTK1NSRWIKDL 

NVRPQTIKTLEENLGITIQD1GM 

CKDFRSKTPKAMATKAKSDK 

WDLIKLKSFCTAKETTIRMNRQ 

PTKWEKIFATYSSDKGLISRIYN 

ELKQIYKKKTONPIKKWAKDIN 

RHFSKED1YAAKRHMKKCSSSL 

AIRQMQIKTTMRYHLTPVRMA1 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 

NNASC*KLSIN/IVLEVLARAIRQ 

EKEI KG VQLG KEE V KLSLF A DD 

MIVYLENPIVSAQNLLNLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNER 

KEDTNKWKNIPCSWVERINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKLF1WNQKRARJAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WYSYQNRDIDQWNRTE 

PSE1LPRJYNYL1FDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLKPYTKIKSGW1KDLNV 

RPKTIKTLEENLGITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCTAKETTIRVNRQPTER 

EKIFATYSSDKGLISRIYKELKQI 

YKKRTNNLIKKWVKDMNRHFS 

KEDVYAAKKHMKKCSSSLAIR 

EMQIKTTMRYHLTPVRMAIIKK 

SGNNR1TIVLLPGSLIVRSFHVTL 

NAJLLHPGLTLFSPSAGRRDIPR 

VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 


2348 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 

j in / • .an 

U9o4U,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence < \=Unknown. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 


1 


2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKKSMNPGAGFFERINK 

IDRPLARLTKRKREKNQIHAIK 

NDKGDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGAEIVAII 

NSLPTKJCSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

FYEAS1NLIPKPGRDTTKJCENFR 

PISLMNIDAKILSKILANRJQQHI 

KKLIHHDQVGFIPGMQGWFNIC 

KSfNVIQHINRTKDKNHMIISID 


7088 


37456 


A 


7142 


1 


327 




7089 


37457 


A 


7143 


1 


446 




7090 


37458 


A 


7144 


382 


1485 




7091 


37459 


A 


7145 


1 


378 




7092 


37460 


A 


7146 


2 


217 




7093 


37461 


A 


7147 


1 


483 




7094 


37462 


A 


7148 


I 


1260 




7095 


37463 


A 


7149 


1 


891 




7096 


37464 


A 


7150 


5 


182 


RQGLLVSPRLVQKGEIRTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


7098 


37466 


A 


7152 


1 


2200 


MKLTTHRENMALTNGFCHHIA 

AQQN LYTNTLLA A R IKQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKGSQAAVNPFSERDIDDARQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQIVSLKAQLAEAKYNLEQTIV 

RAPSNGYVTQVLIRPGTYAASL 

PLRPVMVFIPDQKRQIVAQFRQ 

NSLLRLAPGDDAEVVFNALPG 

KVFSGKLAAJSPAVPGGAYQST 

GTLQTLNTAPGSDGVIATIELDE 

HTDLSALPDGIYAQNPKNLK1V 

ELKAPQLPRSLDDAQIALAVIN 

TTY ASQIGLTPAKDG 1 F VEDKES 

PYVNLIVTRED1MKDAENVKKF 

VQAYQSDEIPCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

RJRSANRSAISVKGWRTPCIPDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRD YTWN DNG E L 1 R I SS PRQTR 

SYSYSTTGRLTGVHTTAANLD1 

RJPYATDPAGNRLPDPELHPDST 

LSMWPDNRIARDDNYLYRYDR 

HGRLTEKTDLIPEGVIRTDDERT 

HRYHYDSQHRLVHYTRTQYEE 

PLVESRYLYDPLGVRRVAKRVW 

RRERDLTGWMSLSRKPQVTWY 

GWDGDRLTTIQNDRTR1QT1YQ 

PGSFTPLIRVETATGELAKTQRR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


I 


735 


FNDDSPEARKITRRWRIGEAAD 

LVGVSSQA1RDAEKAGR\LP\HP 

D\ME1RGRVEQRVGYTIEQFNH 

MRDVFGTRLRRAEDVFPPVIGV 

AAHKELNNDYTSKKVMKPLIT 

SNTVTDEIERANVLKMNCKWY 

LFTDSRGSKMT1DGFNSNDIYM 

LGYVSNSLTGPYKPLNKTGLVL 

QMALDPNDVTFTYSHFAVPQT 

KGKNVVITSYMTNRGFFEDKJC 

ATFAPSFLMN1KGNKTSVVKNS 

ILEOGOLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 


1 


1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 


I 


743 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=tJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7106 


37474 


A 


7160 


3 


1743 

t 


DSPEVARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRIPHPDME 

1RGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLHIH 

AEDTLLPFYLGEKDDVTYAIKP 

TCWPGLDIIPSCLALHRJETELM 

GKFDEAQPNLG1GTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQ1RDAW 

GSrVlVLKNVVREtDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFHHTRCINTAK 

LPKS VV ALFSHPGELS ARSG D A 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

^A^RTSl ^RHOFAPHATVI Y 
KTiDKN/fVI Ml DR^RVPTFriFKJ 

EAILKELEKPAP 


7J07 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCrNAGHEMTKAl 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDME1RGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRL/VKRAPTC 

WPGI DIIPSCVLAI PRIFTFl MfiK 

FDEGKLPTDPHLMLRLAIETVA 

HDYDVIV1DSAPNLG 


7109 


37477 


A 


7163 


1 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

09/540 yl 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


71 10 


37478 


A 


7164 




2027 


MRGHREKAAACKPRTRASEGT 

TP A STFI LDFQPPN CN YTSG DN H 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALG1IELNNDYTLKKVM 

KPLITSNTVTDE1ERANVFKMN 

GKWYLFTDSRGSKMTIDG1NSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

V PQ A KG I LCEEDN YT AG DNH M 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKJCRDCINA 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSE EG PL A LQ V LQS N LM 

DFADFGTT1KQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVEIFGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*IFSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 


| 


723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 


_. _ 


529 


MKLMETLNQCrNAGHEMTKAI 
AIAQFNDDSPEARKITRRWR1G 
EAADLVGVSSQA 1 RDA EKAGR 
LPH PDM EI RG R VEQR VG YT1 EQ1 
NHMRDVFVAGDEKGYESFPWF 
IKTCA\HPSRGLYSVHrNPYLIPS 
LSG YRTGLRSFGL VKQKKSPI R 
MPCVYTNPCVSIVSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkm>wn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


71 18 


37486 

■ ■ -..**.* 


A 


7172 

, , - 


1 


838 

- i 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

1PSCLALHRJETELMGKFDEGSL 

PTDPHI MYYYOAPrM^^lMMAl 
r l urnijivi i i i v^a\ r \^ivi r\.o in in a\ l, 

I V 1 L.VJ I V 1 L»L/AY V VJ1VJL/ V JVll V XvvlV 
nOv/VJljjl i 1 nOr V 1 iviAYV^v^ 


7110 

/ 1 17 


17487 

J/40/ 


n 

L> 


71 71 


i 
i 


1919 

1 z IZ. 




7120 


37488 


A 


7174 


I 


738 




7121 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 

NHMRHVPriTRI RR A FHVFPPVI 
IN niVlrvL/ VrOJ l\jL«rvivr\IjL/ V rrr V 1 

<1VA AHkAAflNII QPOI H**lf10P 

AdRnni r inRnnnp^Fi-in 

r\ vj i\ vj vj i^ivivj rvv^vj vJ r or rly 


7 1 91 


17401 
j> my i 


D 


71 77 
/ i / / 


-j 


7S1 




719 4 


17409 


A 
AY 


7 I7R 

/l/O 


-j 




14S 




719^ 


17401 


A 
/V 


71 70 
/ j iy 




J JU 




7196 


17404 


A 

r\ 


71 Rft 
/ I ou 


1 


I0R0 
1 yo" 




7 197 


1740S 


VI 
D 


71R1 

/ 1 O 1 


■j 


1 101 




7I9R 


17406 

J /H7U 


A 


71 R9 

/ 1 OZ 


-j 


660 




7190 


17407 

.> /M7 / 


A 


71 R1 

/ 1 OJ 


T 




S74 
j /*+ 




71 1ft 


174QR 


A 


71 R4 




014 




7111 


17400 


A 
AY 


71 RS 

/ 1 O J 


■j 


19R1 




71 "59 




A 
a\ 


71R6 
/ 1 ou 


1 


194 




71 11 


17^fl1 


A 
AY 


71 R7 

/ IO/ 





R 17 
o 1 / 




71 14 


17S09 


A 
AY 


71 RR 
/ i oo 





SR7 

JO / 






17S01 




71 R0 

/ 1 07 




610 




71 16 


17S04 


A 

r\ 


7100 


T 




RR9 




7H7 




A 


7191 




1077 




7138 


37506 


A 


7192 




418 




7139 


37507 


A 


7193 




840 




7140 


37508 


A 


7194 


■ 


337 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRJG 
EAADLVGVSSQAIRDAEKAGR 
i pMpnypiRnR vFORvn ytifoi 

Li nr L/iVlCrJiVVJIV V CyJ\ V \J I 1 llJV^fi 

NHMRNW/FH^fil RRPTAFI \CCA 
IN n 1V1 i\JN \ V r vJOvJL<rvIxr I ACLI\L-n 

or\T 


/ 1 *t 1 


17^ft0 

J / JU7 


A 
r\ 


71 


T 


1 149 




7 149 


17^10 


A 

A. 


71 OA 
/ 1 yo 


_ 


1 ftRft 




7141 


3751 1 




7197 





1 170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1 179 
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seo in 

NO: 


SfcQ II) NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/5*40,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknn\vn, 
*=Stop codon. /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7146 


37514 


A 


7200 


, 


507 




7147 


37515 


A 


7201 




411 




7148 


37516 


A 


7202 




793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 




1107 




7151 


37519 


A 


7205 


1 


2388 




7152 


37520 


B 


7206 




2260 




7153 


37521 


A 


7207 




1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 


! 


1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 




1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFAXHFGNHHQNRJFALLGQ 

TSVDRLLQLSQGQAVKGNQLL 

PVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTI EQIN HMRDVFGTRLRR 

AEDVFPPVIGVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

EAPKGKKGKTEPGHERKGNWT 

GKGPQ1REGTSPNPPREHGGEC 

APPPPSAKRKQPKAQKRKANSN 

AHPRQPKPKKKRPKRQTNSRTN 

TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 
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SEQ M> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unkitown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possib!c nucleotide insertion) 


7162 


37530 


A 


7216 


1 


2387 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWR1G 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKAKGLTALSPQTDWNR 

KRNSSKPLAQVQEEDSAWHPE 

CLQKTRQAWCDNLKTCHTSHG 

SVMAETAVINHKKRKNSPRJVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQ1RKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKD1RQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWFIKRAHSPSRGLYSV 

HINPYLIPFFIGLQNPLTQFRLSE 

TKEITNPYAMRLYESLCQYRKP 

DGSGIVSLKIDWIIERYQLPQSY 

QRMPDFRRRFLQCINAGHEMT 

KAIAIAQFNDDSPEARKITRRW 

RJGEA ADL VG VSSQA 1 RDAEKA 

GRLPHPDMEIRGRVEQRVGYTI 

EQ1NHMRDVFGTRLRRAEDVFP 

PV1GVAAHKGGVYK\TLISVHL 

AQDLALKGLPGLLR\EGNDPQG 

\TTSM YHG WVPDLH I H A EDTLL 

PFYLGEKDDVPWAIKPTCWAG 

AWHFFLPCRALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDV 1 V I DS A PNLG1GTIN V VC A 

ADV1 IVPTPAFI FHYT^AI OFFH 

MLRDLLKNVDLKGFEPDVF1RD 
KLMERRNRRTGRTEKARIWEV 


7163 


37531 


A 


7217 


1 


917 





830 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


7164 


37532 


A 


7218 


1 


1862 


MKLMETLNHCINAGHEMTICAV 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRJETELWGK/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

H ATLRL I K EQRP Y V P Y A H LQQ A 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQAIDQRSS 

TGAWRNALSIWEPVCNEIFYRL 

I KPRWEIRWG KRA P V 1 PK HTLN 

TQPVEDTSLSTPAAPMVDSL1A 

RVGVMARGNA1TLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRKIITRC1NTAKLPKSVVALFS 

HPGEAICPVRMFRMICLMETLN 

QC1NAGHEMTKA1AIAQFNDDS 

PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


I 


3252 


FNDDSPEARKITRRWRJGEAAD 

L VG VSSQ A I RD A EKAG RL PH PD 

MEIRGRVEQRVGYT1EQINHMR 

DVFGTRLRRAEDVFPPFNDDSP 

EARKITRRWR1GEAADLVGVSS 

QAIRDAEKAGRSTATRILEIRGR 

VEQR VG YTI EQ1N H M RD V FGTR 

LRRAEDVFPPVIGVAAHKGGV 

Y KTSVSVH LAQDLALKG LRVL 

LVEGRSFPQTEACLLQYSSWDV 

SSEKPAALNKNKSEMRGDFAD 

FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7169 


37537 


A 


7223 


I 


1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPHIEQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNR1YLGDTGFNLYLH 

AYGTYGSANRVNFHDDMXFLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYT\GDNGYV\AGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGN LE YDT YSQPE WKHN L FDH 

YLAVLYRFKDESGKEQFSGAV 

VKTRE A TPG KE 1 E A 1TRRMLDFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYID 

VDVPMLHL1QHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMST1 

RFAYDGDEEIAMKYTDFLKGE 

LSMNIRPLHDRVIVKRKEVETK 

SAGGiVLTGSASAKSTRGEVLA 

VGNGRJLENGEV1CPLDVK1GD1 

VFFNDGYRGE1 


7170 


37538 


A 


7224 


678 


1588 


RTQHKASLHGRASAFCPPRLFA 

PQ APRLFDH RGFLTFA S AN F A A 

VAFCPPRLFPPTGAAAVCPLPLF 

APRRFLPPPPPRLFRCHGFFPPC 

LGFLTSAAFFLPPPRLFALRRRG 

FLPFAAAAAFFPTRLFAPPPTQL 

FAPSPPWLFAAAAFCPPWLSAP 

TPPRLFVPAAAAFCCRDFLPPSP 

PLFRHRDFLPPPPRIFVPAAAAL 

RAGAADSAAGSTGVLGQDLWS 

RCVVGTGMEAPGSRGGGGGLR 

PEGEMTCQEPLLS/CSWIP*VKE 
FETNPDNIVRPH 



832 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7171 


37539 


A 


7225 


1 


1627 


MTKQLELPQSPGEVPGSDYPLL 

IACAYIGFLTWGGGFSGSMPLL 

AATPGNPVEHIAGLIPVGDTLFS 

GFN1FITVALIVVMPFITRMMMP 

1CPSDVVSIDPKLLMEEADFQKQ 

LPKDAPPSERLEESR1LTLIIGAL 

GIAYLAMYFSEHGFN1T1NTVNL 

MFMIAGLLLHKTPMAYMRAJS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VWASLLGDGQQRSEVEMLGY 

LFFVGNRJCATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRFPQARJTLDPN 

GA\WSLNEA1KIGKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATGLPTATNMIATNWREMGH 

AVIAQ\SVDIPLADPHFWTMQG 

SVRVAQMCHEFGLTWGSHSNN 

HFDISLAMFTHVGAAAPGNPTA 

IDTHWIWQEGDCRLTQNPLEIK 

KGKIAVPDAPGLGVELDWEQV 

QKAHEAYKRLPGGARNDAGP 

MQYLIPGWTFDRfCRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


I 


633 




7174 


37542 


A 


7228 


I 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

VVLSRNLPQLALPICVFVINCW 

KLAVSNWHLPISTGCAVTKDG 

RWSPEFTITGQAAVDLPVVGYR 

NGVAQPLRLWQATHAHPFDLT 

KFNDG DFLR A EQQG IN A EKLTK 

VLYPNDNHTAGKKLRLMQQYF 

QCACSVADILRRHHLAGRKJLH 

ELADYEVIQLNDTHPTIAIPELL 

RVLIDEHQMSWDDAWAITSKT 

FAYTNHTLMPEALERWDVKLV 

KGPLPRHMQIINE1NTRFKTLDL 

QD A EH RPLKM RGCLLCQCHTL 

FQGKHRFFTGAGGNRQNNVIE 

HLVAASRYRFTTASRRPLFTAG 

FTLLTAFLFHSNFAEGVNSLMF 

MKNLT1SGGFLLLAITGPGAYS1 

DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ !l> NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7177 


37545 


A 


7231 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 

GYFL\RRQTTRGINAEK\LAKIFF 

\PICANHFAGKKLRLMQQYFQC 

ACSVADILRVRHHLAGRKLHEL 

ADYEVIQLNDTHPTIAIPELLRV 

LIDEHQMSWDDAWAITSKTFA 

YTNHTLMPEALERWDVKLVKG 

LLPRHMQ1INEINTRFKTLVEKT 

WPGDEKVWAKLAVVHDKQVH 

MANLCVVGGFAVNGVAALHS 

DLVVKDLFPEYHQLWPNKFHN 

VTNGITPRRW^IKQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMF1TGLSERL*EJ 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


I 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLRICSIRHSKSLILTSI/HVLH 

SDQGWQYRMRRYQNILKEHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 


1 


7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRJLCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTV1AWIEHRGGHEAPS 

GPG EDG M DAPAI A AGTFSPREA 

STLPVQ VS* VCRLNCCSRDVPK 

ATRVPL/EICLAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

NPRMATAVGNDQVWFQSGNG 

FQARLRARSDGLPRFQVRTHFG 

QDAFCIVIVGNTDRDDVHGGQ 

RIGEREFQHHNPLWRFFEC 


7184 


37552 


A 


7238 


690 


868 
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SKQID 


SEQIDNO: 


Met 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


•^Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=pnsMble nucleotide insertion) 










sequence 






7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTSI/HVLH 














SDQGWQYRMRRYQNILKEHGI 














KQSMSRKGNCLDNAVVECFFG 














TLKSECFYLDEFSNISELKDAVT 














EYIEYYNSRRJSLKLKGLTPIEY 














RNQTYMPRVNCPLFDTLRIPDI 














GGVVRARAIAKLLNDTDMA1ID 














KRRPRANVSQVMHIIGDVAGR 














DCVLVDDMIDTGGTLCKAAEA 














LKERGAKRVFAYATHPIFSGNA 














ANNLRNSVIDEVVVCDT1PLSD 










- 




EIKSLPNVRTLTLSEKYTAARFT 














RDL1AGITVGIIAIPLAMALAIGS 














GVAPQYGLYTAAVAG1VIALTG 














GSRFSVSGPTAAFVV1LYPVSQ 














QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 


3930 


NVLRGISAAFFVG*AKAPRNGT 
Q 


7187 


37555 


A 


7241 


3 


195 


RVDDFVGGAGAPASPGL*QCG 














QLQKLIGISIGSLRGLGTKCAVS 














NDLTEQEIRTLEHCPNSFF 


7188 


37556 


B 


7242 


75 


402 




7189 


37557 


A 


7243 


1 


309 




7190 


37558 


A 


7244 


3 


187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKL1RLQHENKMLKLNQEGS 














DNEKIALLQSLLDDANLRKNEL 














ETE/Q*VLVP1NFPLTTAFAVSH 














RFRLVNQRLLEVQSQVEELQKS 














LQDQGSKAEDSVLLKKKLEEH 














LEKLHEANNELQKKRAIIEDLE 














PRFNNSSLKIEELQEALR 


7193 


37561 


B 


7247 


80 


1042 




7194 


37562 


A 


7248 


I 


192 




7195 


37563 


A 


7249 


^ 
j 


62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 


1 


316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDA LEQEKKELQIQVEHYEFQT 














RQLELKAKNYADQISRLEERES 














EMKKEYNALHQRHTEMIQTYV 














EHIERSKMQQVGGNSQTESSLP 














GRSRKERPTSLNVFPLADGT/CT 














CTDRGQARACGGPLAPE*PRPA 














AVQLQLPGFVAVPWSERLLPV 














AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


I 


749 




7203 


37571 


A 


7257 


I 


691 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, ~" 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRNSLYSDCII 

EEKTVVLQKKDNEGFGFVLRG 

AKADTP1EEFTPTPAFPALQYL\ 

ESVDEGGVAWQAGLRTGDFLI 

EVNNENVVKVGHRQVVNMIR 

QGGNH\LFLKVVTVTRNLDPDD 

TARKKAPPPPKRAPTTALTLRS 

KSMTSELEELVDKASVRKKKD 

KPEEIVPASKPSRAAENMAVEP 

RVATIKQRPSSRCFPAGSDMNS 

VYERQGIAVMTPTVPGSPKAPF 

LGlPRGTMRRQKSIGKkcGTPP 

QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1 142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTW1CSVTRESTSK 

PLSSALLSAKLLHRARSRTGLS 

GRNPKTISQDLQFAAIGSPLTES 

LNLHSRQALRDCCWTHTIPPNP 

*ICTHARR/WRDCCWTHT!PPNP 

DTVWRFPLSSPVSAAPKQERAS 

SEPCS WSH WCRCSLS WLSS 1 PTE 

GCTPVCSSICLLMATFPMFSLIK 

IVR 


7211 


37579 


A 


7265 


1 


1725 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 
TRENCLRPIKGYAIYEKAPRSIL 
KDVHLTRNQCVPIPDRYKWWS 
WOVCRRPKOWGWTOGPVAPK 
RSAEFFAAHA*KRRRVMLNLR 
GLDVDSLVIEHIOVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


| 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 

RSARLSAKPAPPKPEPKPKKAP 

AKKGEKVPKGKKRKADAG1CE 

REGYWRSQVKCIHFL*LYFW*L 

YSLKYYFI 


7218 


37586 


A 


7272 


1 


1 188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7221 


37589 


A 


7275 


I 


441 


RQPAHPGTSSAAAAPRKRSAAA 

HAGVAVAASARLPPCAGCGLR 

AAPPLLASSARLRALRRP\GGL 

WAAGCAPAAGQLCTAAGSAAP 

GALQRCGGRHG1TRPWCAEIAS 

AG*GSGGSRWGCWPCPCLLRT 

CTSHPLSSPLPFTHGSLQASFSL 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


1 


678 




7224 


37592 


A 


7278 


1 


720 




7225 


37593 


A 


7279 


190 


2947 


QALQRGLLSR/DRAPCSSKLSW 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQPVIRVKLPRJCLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGAIQIIYSUL 

YQIHYLKHLLSSYWGASQWKH 

TRHTHYFESLW*EHLPS*KYQK 

REKWADLTRSLENP\GQQPRDS 

WEPSGFWALPQAGDSCQTSQSP 

RJCPTGPPK PSPPPEEG RLLR/CPT 

MPVMRKSLTE 


7226 


37594 


A 


7280 


3 


439 




7227 


37595 


A 


7281 


1 


273 




7228 


37596 


A 


7282 


2 


1664 




7229 


37597 


A 


7283 


1 


751 1 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 

FLQNPDTEAVLVAMSCFCHLCE 

EADTQCGVDEVSVHNLLPNSN 

TFMEFACQQCDVNSPPVGPVSE 

HKGSMISVMSSEGNADTPVSK 

YMDQLLSLMVCNLEKVGLQIP 

TNDKDLVLLTDTNTQFVEQTL 

DIMKNLLDNHTEGSPEHLEQAS 

(ETMMLNLVRNKMVEYLTDW 

VMGTSNQAADDDVKCLTSRI/D 

HPGGTLL*GQPRPELPAGLPRQ 

PASPGPRHPGASCGWPRAPPDS 

APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 





837 
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SEQ II> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-IInknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

GRRERGGEGEGRGRRVRVADH 

RSALPRTGPQGSEEELANMQGL 

\VERLERAVSRLESL\SAESHRPP 

GN\CGEVNGVIA\GVAPSRGKPL 

HKLMDSMVAEBLKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEKU 

KEIQTFQRE/RTRGSNMFNHLSA 

VSKIPALGWVIAVSPICPGPVVK 

EMNDAATFYTNRVLKDYKHSD 

LRHVDWVKSYLNIWSELQAY1 

JCEHHTTGLTWSKTGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPGPP 

PLFENEGKKEESSPSRS A LFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TS PKSY PSQKHAPV LELEGKKW 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQ1KGKVNSII1DNC 

KKLGLVFDNVVGIVEVfNSQDI 

niovMni?\/pTiQiKik r TPnr , i4ivi 

V^Il^VlVlOtv Vr 1 lOliNN. I JDUl^ril y l, 

CCHAI rW^PIVC A I^CQPNjfMII I Df~\ 

ocUALULtl VoAl^ootlVliNILlrV^ 

DGDYREFPIPEQFKTAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


I 


3623 


SEKEKEELERLQKEEEERKKRL 

QLYVFVMRCIAYPFNAKQPTD 

MARRQQKISKQQLQTVKDRFQ 

AFLNGETQIMADEAFMNAVQS 

YYEVFLKSDRVARMVQSGGCS 

ANDSREVFKKHIEKRVRSLPEID 

GLSKETVLSSWMAKFDAIYRG 

EEDPRKQQARMTASAASEL1LS 

KEQLYEMFQNILGIKKFEHQLL 

YMAfni nisjpnPOA aoirrfi n 

HP I OMAnniARFRKFPK FV^k^F 
MFMMYIFFI K'^^VNI 1 MA 




J /OUo 


D 


7704 


i 
i 


1 




lid 1 


ll&CiQ 
j to\jy 


A 
r\ 


770S 


1 


1 UjD 




7242 


37610 


B 


7296 


54 


£• 1 1 J 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7245 


37613 


A 


7299 


1 


2569 


MDGAKAFFSAVAAGFVIILTCO 

LQWQWQHGGVHAHQLWQLA 

SGYRDACFCVSTYSSGPSEFPGP 

TLGTLNELAIDLEERXHRRKAK 

VWKGEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGPIPPVQRWGL 

PQ1NQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSINRSYFNAHPLLQISE 

AVTFKDVAVVFTEEELGLLDPA 

QRKLYRDVMLENFRNLLSVGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGKIQIEMETVPEA 

GPHEEWSCQQIWEQIASDLTRS 

QNSIRNSSQFFKEGDVPCQIEAR 

LSISHVQQKPYRCNECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALH1HQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KA F1HDSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVHIEEKPYKCEQCGKGF 

ICRRDFCKHQMVHTGEKPYNC 

KECGKTFRWSSCLLNHQQVHS 

GQKSFKCEECGKGFYTNSRRSS 

HQRSHNGEKPYNCEECGKDYK 

RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 





839 
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SEQ ir> 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,2l7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


7248 


37616 


A 


7302 


1 

;._L — 


2692 


M DPGTLQS A SQG PTA 1 N PCD Y V 

LKRRNIQTSWQRLTPIIKWHVYI 

LM1GPGEKEAGRNLGIFGKWTP 

FPK1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVESICSVESWELWLRQA 

DSGDSGKCSPDACGIIDTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCKFPKVGGKMTTFKEA 

VTFKDVAVVFTEEELGLLDPAQ 

RfCL Y RDVMLEN F RNLLSVG HQ 

PFHQDTCHFLREVEKFWMMGT 

ATQREGNSGGKIQTEMETVVPE 

AGTHEEFSCKQIWEQIASDLTR 

SQDTT1SNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GKSFCYSSALRIHQRVHMGEKL 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRJHTGEKPFKC 

DICCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKJ4QIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

JVL.L-/ L.LT nv<fl\ V n I\VJ C-IS. 1 T INV^ rv d 

CGKSFGWASCLLNHQRIHSGEK 
PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


1 


585 


K RTA I SPKDA FETRQDLNEEE A 

AQVHGVKDPAP/ASTQSVLADG 

TDSAGN*ARQEPHKAAL*PIQN 

YQANL VNTFPYSNNSGG RG/RL 

MKTV/TQGSQQPSLADPASHLP 

VGDHLTYSNETEPVRALLPDEK 

KEVKPPALSMSNLHEATMPVL 

I f"MJ 1 D CTD A HI/ V V> I T> f A 1 D CCC 

YY 


7250 


37618 


A 


7304 


1 


366 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


If 


SEQ ID NO: 
inUSSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7251 


37619 


A 


7305 




1265 


RYRPGIPGSTISSLVEEHAPPSW 

EPQHQNVEATVLVDSVLRPSM 

GN FKSRK PKS 1 FK7V ESG RSHGES 

QETEH V VSSQSECQV RAGTPA H 

ESPQNNAFKCQETVVRLAQPRJD 

QRTATSPKDAFETR\QDLNEEE 

AAQVHGVKDPAPASTQSVLAND 

GTDSADPSPVHKDGQNEADSA 

PEDLHSVGTSRLLL/YHITDG DN 

PLL\SPRLFPLSGQSQRFNLDPES 

APSPPSTQQFMMPRSSSRCSCG 

DGKEPQTITQLTKHIQSLKRKIR 

KFEEKFEQEKKYRPSHGDKTSN 

PEVLKWMNDLAKGRKQLKEL 

KLKLSEEQGSAPKGPPRN LLCE 

QPTVPRENGKPEAAGPEPSSSG 

EETPDAALTCLKERREQLPPQE 

DSKVTKQDKNL1KPLYDRYRII 

KQ I LSTPSL 1 PTI VSQDTC M LLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 
PPARP ATPTACG SS AH RAPS PA 
RSRRSPCTPR A A PA A PGPKAAR 
QWAGTATRSSRPQRSARRSPRD 
SSRCWAISSRSKRAATACTPGA 
KRRVATKARGALWSKPKSKA 
MRL WPWCLSGRLGS* KAQEV A 
QDPGSDEGRGRLVESGLQDEG 
WV PQGG EGG V AGQDAS H RG SF 
RGALK 


7253 


37621 


A 


7307 


605 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 

A 


7310 


394 


485 




7257 


37625 


A 
A 


7311 


21 


674 




7258 


37626 


A 
r\ 


7312 


277 


396 


GLLPGWKI*CSRVFVTSAIHVE 

VAELEANLPCTCKVHFPDPNKL 

HCFQLTVTPDEGYYQGGKFQF 

ETEVPDAYNMVPPKVKCLTK1 

WHPNITET 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


1 


2601 




7262 


37630 


A 
A 


7316 


1 


1365 




7263 


37631 


A 

A 


7317 


358 


760 


SIPLLFRKSSLSRK*CSAAS!FSG 
SSKFKRSVNKEFNPQTTSFNVL 
VGAQPVPSIECSLNKLRH1SPVS 
VIVGVPDSLVQAFHFGRHHVV 
R1RELQFQTEIFHPGSNPHLGLL 
LAENNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0y/54U»Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oMast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop endon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7266 


37634 


A 


7320 


2 

t 


1884 


PAGAGPGQEAGAGPGPGAVAY 

ATGAEEGEMKPVAAGAAVPPG 

EGISAAPTVEPSSGEAEGGEAN 

LVDVSGGLETESSNG\KDTLEG 

AGDTSEVMDTQAGSVDEENGR 

Q LG E VELQCG ICTK WFT A DTFG 

IDTSSCLPFMTNYSFHCNVCHH 

SGNTY FLRKQAN LKEMCLS A L 

ANLTWQFRTQEEHPKTMFSKD 

KDIIPFIDKYWECMTTRHRPGK 

TTWPNNIVKTMSKERDVFLVK 

EHPDPGSKDPEEDYPKFGLLDQ 

DLSNIGPAYDNQKQSSAVSTSG 

NLNGGIAAGSSGKGRGAKRKQ 

QDGGTTGTTKKARSDPLFSAQR 

LPPHGYPLEHPFNKDGYRY1LA 

EPDPQA PDPEKLEIDC WAGK PI S 

GDLYRACLYERVLLALHDRAP 

QLKISDDRLTVVGEKGYSMVR 

ASHG VRKG A W YFEITVDEM PP 

DTAARLGWSQPLGNLQAPLGY 

DKFSYSWRSKKGTKFHQSIGKH 

YSSGYGQGDVLGFYINLPEDTE 

TAKSLPDTYKDKALIKFKSYLY 

FEEKDFVDKAEKSLKQTPHSEI1 

FYKNGVNQGVAYKDIFEGVYF 

PA1SLYKSCTVSINFGPCFKYPP 

KDLTYRPMSDMGWGAVVEHT 

LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RGAALARTRLSVRPVGPAGTRR 

SHALGPRPGARSSFRLRCELRR 

CMCGNNMSTPLPAIVPAARKA 

TAAVIFLHGLGDTGHGWAEAF 

AGIRSSHIKYICPHAPVRPVTLN 

MNVAMPSWRDHGLSPDSQED 

ESG IKQ A A EN 1 KALI DQE VKNG I 

PSNRIILG\GFSQGGALSLYTALT 

TQQKLAGVTALSCWLPLRASFP 

QGPIGGANRDISILQCHGDCDPL 

VPLM FG S LTV E KLKTL VN PAN 

VTFKT YEG M M H SSCQQEM M D 

VKQF1DKLLPPID 


7269 


37637 


A 


7323 


1 


1182 
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SFQ »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQIDNO: 
in USSN 
09/54G\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-liuknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide inserliun) 


7270 


37638 


A 


7324 


1 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD*GRAERPELGEQATEAALL 

K A PA ES V RQEH RSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRGIRNG*KJLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

NDFLEITDEDKKKSTKDRYDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQLIVHLRTHTGEKPYECSECG 

ICAYRHSSHLIQHQRLHNGEKPY 

KCNECAKAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQRIHTGEKPYECS 

ECGKAFSRSSGLISHHRVHTGE 

KPYSC1ECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECG1CAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRIHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

VHQRVHTGEKPYECSECGKAF 

SQRSTFNHHQRTHTGEKSSGLA 

COEGNKEISKGPOfCPPGYRLCP 

LOAVGGGEFGPTRVHISFSLSD 

LKQIKVFFPGGPLMLEKQKKKS 


7271 


37639 


A 


7325 


I 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 

LSGARWGRSGSAGHEKLPVHV 

ED ALTY L DQ VKIRFG SDPATYN 

GFLEIMKEFKSQSIDTPGVIRRV 

SQLFHEHPDLIVGFNAFLPLGY 

RIDIPKNGKLNIQSPLTSQENSH 

NHGDGAEDFKQQVPYKEDKPQ 

VPLESDSVEFNNAISYVNKIKTR 

FLDHPEIYRSFLEILHTYQKEQL 

NTRnRPFRnN/KFFFVFTFVANI 

IN 1 tVVJIVr r r\\J lVloC.CC V r 1 LVrVINL 

FRHOPni I <5FFnOFl PFAKR^I F 

Tnixir; Pf^F m h cvn 


7771 


11 dA 1 
J /O 4 * 1 


A 
r\ 


7177 


1 


718 

(JO 




777/1 ' 




A 


717ft 




iqq 




777n 




A 
f\ 


717Q 




77"? 






17644 


A 

/A 


7110 


] 


1040 




7277 


37645 


A 


7331 


I 


465 




7278 


37646 


A 


7332 


1 


288 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la si 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7279 


37647 


A 


7333 


109 


4770 




7280 


37648 


A 


7334 


109 


4687 




7281 


37649 


A 


7335 


109 


4860 




7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


I 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 

1 -y 


FQKIGL* VFIDLKDGLFTIPLAE 

QDCEWFAFTIPVVNNLQPAKRF 

HCFTDGSNNGKASYSGSKNKV 

FQMSYTSAQKAELVAVIEL1EN 

AQLRFHTDEQLMTLFTQLQTA 

VRSRMHPFYITHIRAHTPLPGPL 

TEGNQMADRLVANAISSARHF 

QQHLL/THSHPPGDRSRSCHRW 

RKKLEESGTSSHE 


7287 


37655 


A 


7341 


I 


1410 




7288 


37656 


A 


7342 


1 


1740 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

A VQ VQTG VTDSDYNG EIQI VTS 

TSVPWKAKPGDHIAQLLIVPKK 

FVEGLKEPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIWI 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRJTKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

P1TKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSrCHLKPYHKPDA 

GEKIPGESRGPPVAAMSRLTLR 

RMPTVMSNTHRTQPPTWGQIK 

KLSQMAEENLRKAGQPVTMNN 

LMIAVITTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TK FK PI EG A EN V FTDGSSNG KA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMGIP 

ASTTT/DNAPGYTSQALATFFS 

MWNIKR1TGIPYNSQGQAIVER 

MNLSLKQQLQKQTEGDREYGT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSS1SDCCAR 

NERGSVGVAPSKPARSAAVDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

Ql HTG V 1 DSDYKVEIQI V VSTS V 

PWKAEPGER1AQLLVVPYVGT 

GKSEIKQTEGFGSTNKQGKAAY 

WVNQITDKHLTCE1T1QGKJCFK 

GLVDTGADVSUSLQHWPSMWP 

IQSTQFNIVGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

IIEVLTTFDMPINVISDSSYVVHS 

TQLIENAQLQFHTDEQLMTLFT 

QLQTAVRSRMHPFYITHIRAR\H 

TPLPGPLTEGNQMADCLVATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTCQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMGIPASIKTDNVPGY 

TSQALATFFSMLNIKRJTD1PYN 

SQDVEADANADVGVDVDADA 

DVDAEEEVFTDADADAEVDVD 

EDADAERLRCNADEDSDLDLD 

VDAEMDADVDTNLDVDAAVD 

VDVDADADVDADTDVDVDTG 

LNLEADLDLDVDADVDTDADV 

DRDADVEVAVDADATVNADV 

DYVDVDTDSD 


7294 


37662 


A 


7348 


2 


565 




7295 


37663 


A 


7349 


1 


996 




7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 


1 


594 




7298 


37666 


C 


7352 


232 


603 




7299 


37667 


A 


7353 


1 


1236 




7300 


37668 


A 


7354 


568 


1370 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X-llnknown, 


NO: 


of peptide 


hod 


in 1JSSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


or peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






7301 


37669 


A 


7355 


1 


1800 




7302 


37670 


A 


7356 


1 


498 




7303 


37671 


A 


7357 


1 


3400 


» 4r\/^pp|/ u/nr\ni i*\ a * / /--i \ / 1 f-v a T">i— 

MDCSbKWRDPLDA VCVLPATE 














bPVVyGSALYLVAHHDDYCV 














WYSLQRTSPEKNERVRQMRPV 














CDCQAHLLWNRPRFGEINDQD 














RTDRYVQALRTEIPLTLKGAKL 














QREEKEGDMPCRANILVTELFD 














TELIGEGALPSYEHAHRHLVET 














SLGEQVIVPPVDVESCPGAPSV 










i 




CDIQLNQVSPADFTVLSDVLPM 














FSIDFSKQVSSSAACHSRRFEPL 














TSGRAQVVLSWWDIEMDPEGK 














IKC I MAPFWAHSDPEEMQ 


7304 


37672 


A 


7358 


1 


687 




7305 


37673 


A 


7359 


1 


660 




7306 


37674 


A 


7360 


1 12 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 




7309 


37677 


A 


7363 


460 


612 




7310 


37678 


A 


7364 


251 


496 


LFVS!/WQVFH*GRRGFLLVRN 














DCVQIWCEMISHSGFDLHFSDG 














Q*/W]S/1SISSC/DFLAA*MSSFEK 














■ A O A 1 1 PI K A /"** ■ r»% / r"*I"*l 

CLFMSFAHFLMGLFVFFL 


7311 


37679 


B 


7365 


1 


729 




7312 


37680 


A 


7366 


1 


774 




7313 


37681 


B 


7367 


1 


516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 


1 


1206 




7317 


37685 


A 


7371 


677 


1 126 


a \ /ti TTi/\/oprrnr a cr'i'i'vin r»/~> 

AVTLTTKVCSFTPEASEl 1 NPPG 














GTNNSRRTALRAVALTAKVRS 














FTPRGSAASFLKSVRPRTHQFRT 














Q*HVHQ1EFSPGGLWESCPRAS 














I GL)PGKPPtIvKGAAARK/I VG 














VQGVGYSLPRKLCPLFSRTTYP 














HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


in r*i\/i ■ %/wi i ivypn^ iwhat a o 

HLNYLLVVLLWCPG WPQ 1 AG 














t i x r**" o o /"< i pi i p\ i ii rv i*./ n nni a a i 

LKGSSCLSLLSNWNYRPPL'AL 














LLG IQKLPRVWNrliMVRRlQUG 














np\/C 1 A t?D Pfc A 1/ OD I/" C A A CI I 














pADnurnTDDi/i/i dtudkiiddxi 
bQRL)HbP I KKKKLK 1 HrNIKKN 














KLQ l KHLKbCN I HGbGPWRHi) 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 


1 


933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVwSCSFLLVGSWS 














ACDcrDCcrk*\/i 11/ a\/ 
H WLt^bKoUKbol^ V L^LIrvA V 














WTQRTQEPSWLHLVDPAPGLQ 














VELPASPTRYAHTPQPLGG 
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SKQ ID 

NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7324 


37692 


B 


7378 


1 


3101 




7325 


37693 


A 


7379 


365 


625 


VAKIFSHVVGCLFTLMVVSFAV 
QKLFSLIRSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRFSSRVF 
MVLGL1CFKSL1HLELIFV 


7326 


37694 


A 


7380 


994 


1167 


NKGGHKQMEEHSMLMDRKNQ 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRJGKNKLASNM 


7327 


37695 


C 


7381 


143 


3529 




7328 


37696 


B 


7382 


54 


1158 




7329 


37697 


A 


7383 


S662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHLVL*ISLYTLL*MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHI*SSV*REIYSTKCPQEKA 

GK!*NSHPNITIKRTGEARANTF 

KS*QKARNN*DQSRTEGDRDT 

KN PS KNQ/CN PG AG FLKRSTKLI 

DR*QD**RRK*RR1K*T**KMIK 

GI/VTTDPTEIQTTIREFYKHFYA 

NRLKNLEEMDEFLETYTLPRLN 

QEEVESLNRPITGSEIEAIINSLP 

TKKSPGPDGFTAEIYQRTNDKN 

HMIISIDEEKAFDKIQQPFMLEM 

LNKLGIYGMY1KIIRTIYDKSTA 

NIILNVQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KGIRLRKEVFKMFLFADDMIVY 

LENPIISAPNLLKLISNFSKVSGY 

KrNVQKSQAFLYTNNRQTESQI 

MSELPFTIATKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPKV 

IYRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRALNAKTILSQKNK 

AGGIMLPDFKLPYKATWYWNQ 

NTEIDQWNKTEASEITPHIYNHL 

VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




7332 


37700 


A 


7386 


1 


1223 




7333 


37701 


A 


7387 


386 


553 


KM1KGJSPLIPQRYKLPSENTINT 
STQIN* KI*KKWIHSSTHTPSQD* 
TRKKLNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


1 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSYATKKEPALPSQSEAKKTKL 
ETSCYLTSNYTTRLQ*PKQHGT 
GTKTEI*ANGTEQSPQK*YHTA 
TTIWSLTNLTKTRNGERIPYLIN 
GVGKTG 


7337 


37705 


C 


7391 


1 


2334 
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StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7338 


37706 


A 


7392 


1 


1539 




7339 


37707 


B 


7393 


1 


2361 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRf RVSSFSVL 

FFPHLCGFIYFWSLMMVMYRC 

VFGVDVLSVC*FSF*QTGPSAA 

GLLEYPAV*GVSVPLLGGASQL 
r.rQr.\/Dr.nr,PT*r.r.ci d\/i dcd 

AAUWblNrlL/oLV^oCv^ 1 \j I rK.oA 
fcv 1 A VrLr VLALrrLVbr 1 bAO 


714 1 


177 AO 


A 




i 
i 


4*\0 

^jy 




7147 


177 1 A 


A 

A. 


7^ OA 


i ■ ; 


IOA1- - ' . 




7i4i 


177 1 1 


A ' 
A 




TO 


oyj 




tiaa 


177 1 7 


A 

A 


710R 


Z 


777 
Z / / 




714 


177 1 1 

J ft l J 


A 
A 


71Q0 


14 


R4^ 






1*7*7 i /4 


A 
A 


74 on 


t 
1 


11QO 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 




387 




7349 


37717 


A 


7403 


1 


3578 


RDLVVGCGGFVKSDVE1NYSLI 

EIKLYTKHGTLKYQTDCAPNN 

GYFMIPLYDKGDFILKIEPPLGW 

SFEPTTVELHVDGVSDICTKGG 

D1NFVFTGFSVNGKVLSKGQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

N Vor VrOrV^rv^UtoLV YLLY I V 

SREDGSFSFYSLPSG 


7350 


37718 


A 


7404 


34 


460 






177 1 O 


A 

A 


/*RPj 




7/1 < 


V/CCCl/'V/CI r.VDPDA AC A A A CPH 

V oocn Vi>LU VrtrAAoA A AbOIJ 
AoK fvlA 1 UKuuvjuuvjVAALrb 

CAD 
oAr 


71 <.7 
/J Dz 


1777ft 

J / /zu 


A 
A 


74 HA 


1 
1 


1 78Q 

i zoy 




7353 


37721 


A 


7407 


462 


5250 




7K.4 


17777 
j / /ZZ 


A 
A 


74AR 


714 

/ 1 H 


»87 




/ jjJ 


17771 
J / /ZJ 


A 


7400 


1 
1 


1 AO 


pi rhi i pvi^pnpr 1 *!-!!-!* MPf.rn 

QRI 1 1 UP! I PCTAT 


71^A 


17774 

J / / Zt 


A 
A 




1 
1 


1 O^J 




7^7 


J / /Z.> 


A 
A 


741 1 
/Hi l 


107 
i yz 








37726 


A 

Jx 


7412 


2 


688 




7359 


37727 


A 


7413 


1 


518 




7360 


37728 


A 


7414 


I 


276 
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SEQII) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQIDNO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


7361 


37729 


A 


7415 


984 


3112 


MWQETFFRMENLQLIIIL1LGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKJTC 

ANCKKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKLCV 

MCKXDITTMKGTI/VLAQVDSS 

ESFQEFCSYTSCL1SL/YEEQQNP 

TKG\ A L N KSRCTI CG KLTE 1 RH E 

VSFKNMTHKLCSDHCFNRYRM 

ANG LIMNCCEQCG EY LPSKG A 

GNNVLVIDGQQKRFCCQSCVSE 

YKQVGSHPSFLKEVRDHMQDS 

FLMQPEKYGKLTTCTGCRTQC 

RFFDMTQCIGPNGYMEPYCSTA 

CMNSHKTKYAKSQSLGNCHFC 

KRNSLPQYQATMPDGKLYNFC 

NSSCVAKFQALSMQSSPNGQFV 

APSDIQLKCNYCKNSFCSKPEIL 

EWENKVHQFCSKTCSDDYKKL 

HC I VT YCE YCQEEKTLH ET VN F 

SGVKRPFCSEGCKLLYKQDFAR 

RLGLRCVTCNYCSQLCKGGAT 

KELDGVVRDFCSEDCCKKFQD 

WYYKAARCDCCKSQGTLKERV 

QWRGEMKHFCDQHCLLRFYCQ 

QNEPNMTTQKGPENLHYDQGC 

QTSRTKMTG S A PPPS PT PN K EM 

KNKAVLCKPLTMTKATYCKPH 

MQTKSCQTDDTWRTEYVPVPIP 

VPVY1PVPMHMYSQNIPVPTTV 

PVPVPVPVFLPAPLDSSEKIPAAI 

EELKSKVSSDALDTELLTMTD 


7 




A 
t\ 


741 f\ 


1 
1 


Ift7 1 
1 \j / 1 






^77^1 


A 
t\ 


7417 


XX 

00 


7\ 1 X 




1 JOH 


-37719 


A 
t\ 


741 X 


9 






/ jOj 


J t / JJ 


A 
t\ 




1 
1 


1 £77 
10// 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 


A 


7422 


255 


933 


W1EAAPQAQEVQGDGLWLPCG 

A AG AGGLQS ARS YGTVG EAS V 

AEHPW/CAPGGCMAGCGSLAA 

AASPGLVPGHLP/QPTAAPSHPH 

RASLRVALLSGQWGLTCGQLL 

ASAPLLQSWAWDTRLLMCRRL 

SCSSEEGERIAQLLLLPYLKLGS 

STVKRTGGFGNTNPAGKAVYW 

vNinv^ni^ r piptv a ionic r>Fpn 

1 vhtfa nv<iii A 11\!n\A/PnH\A/PK 

LVU1 Lr\ VJ V k>l 1 rV 1 INV^ W ryn WrN 

OKASIGIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 
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SEO "> 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hud 


StQ It) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

SPWGFCRFRNHHQTGFSLAGA 

N Q RG PL A ATLSG PG G EG QS A V 

ARLMGEKKNHPGAQYATRLSP 

RVGRFrNAAGTTGFPTGKRAPT 

CWPGAD\1IPSCLALPRIETELM 

GKEDEGKLPTDPHLMLGLAIET 

VAHDYDV1VIDSAPNLGIGTINV 

VCAADVL1VPTPAELFDYTSAL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQIRMRTVFEQAIDQRSSTGA 

WRNALSIWEPVCNEIFDRL1KPR 


7376 


37744 


A 


7430 


1 


1113 




7377 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVR1LLTKYSN 

SNGSQSPW\MEEQIRDAARFPV 

GKPVVPAALMNRPTRRGEAVC 

VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 


1 


1428 




7380 


37748 


A 


7434 


1 


1125 




7381 


37749 


A 


7435 


1 


756 


SDRRYEWDRGPSL1IRPT1RVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PVIGVVFHKGGVYKTSVSVHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLH1HAEDTLL 

PFYXDPH LMLRL A I ETV A H D YD 

VIV1DSAPNLGIGTTNVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQ1SDALRJS 

QRRNISSKFILQSACITLTTFIST 

CWAI1VTQSG 


7382 


37750 


A 


7436 


! 


1329 




7383 


37751 


A 


7437 




1 185 




7384 


37752 


A 


7438 




1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 




1 192 




7387 


37755 


A 


7441 




1413 




7388 


37756 


A 


7442 




1 176 




7389 


37757 


A 


7443 


! 


1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=pussible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASSISTTRPCESTSNAPSCN 

SPIRSRSPLPIIRPRASITLILVSM 

MRMVRATISCAILVSRCQPAISP 

PLCTAFFRPICAAGVPVFTLFTT 

TP*SLPLLLISAPSMPLrCMELES 

T 


7393 


3776! 


A 


7447 


1558 


1748 


CSNASARFFAAVNPSGLGMILM 
* S RPI V FTK LS A I PL LSG L RT A V F 
FGSSPNIRANWRVSLAR 


7394 


37762 


A 


7448 


! 


595 


LKNSKPQVVMAAAGIFLIMCG 

VWLGFGGVLDPTKSSGYL1VDI 

YNEIICMLSNRJAGLGLSIMAVG 

GYARYMEGTPASRAMVSLLSR 

PLKLIRSP Y 1 1 LS AT* V IGQ I M P\Q 

FITSASGLGMLLMVPLFPTLVSL 

GVSRLSAVAVIATTMSIEWGIL 

ETNS1FAAQVAGMKIATFFCHA 

HNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


M 1 1 LI DA E K A FDK IQQPFM LKTL 

SKLGTDGTYLKIIRA1YDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRJNIVKMA1LP\R 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TTIRVNRQPTTWEK1FATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGE1GTL 



851 
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SKQ ID 


SEQIDNO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-lfnknnwn. 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,2 1 7 


co don for peptide 
sequence 


of peptide sequence 


deletion, \=posstblc nucleotide insertion) 


7399 


37767 


A 


7453 


3 

-■i ... . 


2272 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHLKSTEYTFFSAPH 

HTYSKIDHILGSKALLSKCKRTE 

1ITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLHNLLLNDYWVKN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQK1MESRSWFFERINKID 

RPLARLIKKKREKNLIDAIKND 

KGDITTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRJL 

NEEEVESLNRPITGAEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EAS11LIPKPGRDTTKKENFRPIS 

LMNIDAKILNKILAKR1QQHIKK 

LIHHDQVGFIPGMQGWFNIRXS 

INVIQHINRAKDKNHMI1SIDAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT* LQTILQG YSNQ 

NSMVLVPKQRYRSMEQNRALR 

NNAAYLQLSDL*QT*EKQAMG 

NGFPI**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

♦NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSKRNYHQSEQATY 

KMGENFHNLLI*QRANIQNLQ* 

TQTNLQEKNKQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGS1QQEELTILNIYAPNTG 

ALRFIKQV LRDLQRDLDSHTI 1 M 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TE YTFFS A PH HTYSKJDH1VGSK 

ALLSKCKRTEI1TNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFICAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKI R 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


1 


1954 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known. 
*=Stop codon, /^possible nucleotide 
deletion. \=possih!c nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 


MNIDAKILNKILANRIQQH1KKL 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHIMRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLGIDGTY 

FKIIRA1YDKPTAN11LNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKE1KG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLICL1SNFSKVSGYKINVQICSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJ K Y LG 1 QLTRD V K D L FK EN 

YKPLLK E 1 KEDAN K WKN I PCS W 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

1DQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

KDK1DKWDLIKLKSFCTAKETT 

1RVNRQPTKWEK1FTTYSSDKG 

LISRJYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GE1GTLLHCW\WINWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETH 


7405 


37773 


A 


7459 


1 


1713 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unknowtt, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQE1Q 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKE1QTN1REY 

YKHRYANKLENLEEMDKFLN1 

YTLRRLNQEEVESLNRPIRGSEI 

VAHNSLPTKJCSPGPDGFTAEYY 

QRYICEELVPFLLKLFQS1EKEG 1 

LPNSFYEASIILIPKPGRDTTKKE 

NFRTISLMN1DAKILNKILANR1 

QQHIKKLIHHDQVGFIPGMQG 

WTNIRKSINVIQHINRTKDKNH 

VIIS1DAEKAFDKIQQLFLLKTL 

NKLGIDGTYLK1KRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLA R A I RQEKEI 

KGIQLGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKL1SNFSKVSG 

YKINVQKSQAFLYTNNRQTETQ 

IMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKN1PCSWVGRJNIMKMAILHK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKFTWNQKRARIAKSILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKNKOWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFFTPYTKJNSRWIKDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 
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SEO I» 

NO: 


SKQII> NO: 
or peptide 
sequence 


Mel 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777 


A 


7463 


2 


2458 


SWFFEKINKIDRPQARLIKKKRE 

KNQIDTIKNDKGD1TTDPTEIQIT 

1REYYKHLYANKLENLEEMDK 

FLDTYTLPRLNQEEVESVNRPIT 

GSEIEAITNSLPTKKSPGPDGFT 

AEFYQRYKJEELVPFLLKLFQP1E 

KEGILPNSFYEASIILIPKPGRDT 

TKKGNFRP1SLMNIDAKILNK1L 

ANQIQQHIKKLIHHDQVGF1PG 

MQGVWLEVLARA/IRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PTVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWIGRINIVKMAILPKVI 

YTFNA1PIKLPMTFFTELEKTTL 

KFIWKQKRSHIAKSILSQKNKA 

GDITLPDFKLHYKATVTKTAW 

YWYQNRDIDQWNTTEPSE1ML 

HIYNHLIFDKPDKNKQWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLTSYTK1NSRW1KDLNVRPKTI 

KTLEENLGNT1QDIGMGKDFMS 

KTPKAVATKAK1DKWDVIKLK 

S FCTA KETTI R VNRQPTE WEKI F 

ATYSSDKGLISRIYNELKQIYKK 

KT7WPIKKWAKDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMQI 

KTTMRYH LTPI RM V 11 KKSGNN 

RAPGGRGGCGCSFGRLKRSCVP 

ALKRVADLPAQRSSSAKGETAS 


7410 


37778 


A 


7464 


2 


2101 




7411 


37779 


A 


7465 


196 


792 


GILSFAKDMNRHFSKEDIYAAK 
KH M K KCSSSL AIREMQI KTTM R 
YHLTPVRMAIIKKSGNNRCWR 
GCGEIGTLLHCWLDCKLVQPL 
WKSV WRFLRDLELEI PFDPA I PL 
LGIYPNEYKSCCYKDTCTRMFI 
A A L FTf A KT WEPPKCSN M I D WI 
K/KMWH/I YTRDTM RPKN DEVQ 
SLVG/TWVNWETTFSVT1AVQK 
PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X =11 n known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7414 


37782 


A 


7468 


965 


4421 

i 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLID1Y 

RTLHTKSTEYTFFSAPHHTYSK1 

DHILGSKALLSKCKRJEIITNYLS 

DHSAIKLELRIKNLTQSRSTTW 

KLNNLLLNDYWVHNEMKTE1K 

MFFETNENKDTTYQNLWDAFK 

AVCRGKFIALNAYKRKEERSK1 

DTLTSQLKELEKQEQRHSKPSR 

ROFITKMRAF1 tfFIFTfWri fWI 

NESSSWFFERINKIDRPLARLIK 
KKREKNQIDT* 


7415 


37783 


A 


7469 


1 


1674 


MGQLQRNARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIERI 

IDPLTHLVRNSLDHGIELPEKRL 

AAGKNSVGNLILSAEHQGGNIC 

IEVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTDVSGRGVGMDVVKR 

NIQKMGGHVEIQSKQVTGTTIRI 

LLPLTLAILDGMSSLLTHGIGQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

LDSLSKIADQLIVGGGIANTFIA 

AQGHDVGKSLYEADLVDEAKR 

L LTTCN I P VPSD VRV ATEFSETA 

PATLKSVNDVKADEQILDIGDA 

SAQELAEILKNAKTILWNGPVG 

VFEFPNFRKGTEIVANAIADSEA 

FSIAGGGDTLAAIDLFRIADKNS 

YISTGGGAFLEFVERLTTLTQLL 

HDQGYVTQA1GKWHMRETTEP 

QPQNVGFDDFRGFNSVSDMYT 

AWRDVHVNPEVALSPDRPAYI 

AHUTPk'VM AHI nORrTFVfiAn 


7416 


37784 


A 


7470 


1 


3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QAIAFDVQPGRGDYAGNQRHH 
NQYNQHQAH*SWQRCGIGDGL 
ARFARHNATKPANKPGETGDR 
FNHQKNHGGQQDPVLHQLIEV 
mi vn r fip. nn a vnn a ti ninTM 

J VI L, V \J IVVJVJ L/V^M V VJV^rV 1 L/VJ 1 U 1 IN 

VGLHAKV/LTDCLSWSDASPDR 
VAALCSWSSWVPQ 


HA 1 O 


-> -7-70-7 

J 1 /Of 


A 

A 


7/1 "71 






cddca*v/i^ai pr.pvuur.r.i i/pw 
brroA VNi\LrurMlnuuLKr V 

HPIPriA*sl VI ARR WSMFRRWH 

LIT 


7420 


37788 


A 


7474 


332 


538 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


i/to i 
/4z 1 


j / foy 


A 


IH 1 J 


i 
I 


1 VO-> 






j I fy\J 


A 


m to 








*7 /in 


*577G 1 
J / /V 1 


A 




1 
l 


I JO J 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGMSLNVSRMGTRSSYSCRR 
HSPAFLSWGKGRCHLCNKAHL 
LAGA*HYSFLSGSAPY*N*VNG 

yjl Iv 1 ArlKol rUAr lun NLL 

S*L*CHSY*QRA*PGYRHD*CR 
MCC 


7427 


37795 


A 


7481 


146 


402 


LGFLLRLSEMPRKQGDYRTR1/C 
tlrvvjK V fcv^K- Vu Y 1 1 fc-V^ » N n ivi KU 
Vr UtvK Y fc. WUnljrKLrll Kr 1 IK.VLJ 

PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARJCVVAVAARHKCPA/C1SFSA 

SHRLYRYWEEEMNPAPVEAMR 

TFQQFIDEGNYTSGDTHTLRDP 

HYVEDKAHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPL1TS 

NTVTDEIERANVFKMNGKWYL 

FTDS RG SKMTI DG INSN Dl Y M L 

VJ T VoINoL 1 Or T KrJLiNK 1 VJLVLy 
[VlULL'rJN 1 INIl^ 1 ULJ I ou 1 V Vv^ 1 
NlNV^ 1 AU1 oU 1 [VlVrU 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 


I 


1488 




7432 


37800 


A 


7486 


2 


1034 


YLISQRGLIRRSKISLQTGSQIER 
AFLQAPVEER*SMACSK/YSSHP 
DLTFTNFI RFTYN I F*N H ASPGIP 
NLLLHPRGLRA1TIAVFGKQNT 
YIRLEPFKINVLEQITKHIEKLQC 
G/ECSQTTQQA WEQSAHQQHIR 
H*SCRYPG*ARCQ*VHQARTL* 
DQRS*ADHEAYRKTAVRRCSQ 
TTQQ A WEQS A HQQH I RH * SCR 
Y PG *ARCQ* L* HH SH EQQFQ WP 
VG/CIRCGSVGSLPSSUCPLTQF 
QYGAEPDRKE*CQAPASKWAL 
LH K* H RPFPQDRKAG EC LLH EY 

PHI VPIRHTI Rl PPnHRVI PRA 

i/ux/A PQ P PHPTI R Vfi PWQHQ HV 
knV/\rOLrL'rl iR.VUrVvoyoL'T 

QTDDTSGT V V PD 


7433 


37801 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


R WRLQN LSFCSSC/SRI WL* RG Y 

v rw w r\.r IvLyOOyor L.r\\_o/Vr\v_^ 

LTLRTQSCLGTAGQTDDTSGT 
MVQY 



ft57 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


7435 


37803 


C 


7489 


1 


1290 




7436 


37804 


A 


7490 


48 


439 


HHHSGLDD/HRRKILNTAYRSR 
K LQ A SC * KS A E RA W KTK A S LT 
VNGWMKKIRCKTPMCRPTVR* 
bIKJLlll 1 PLPRVP5>RS*LKPPTS 
CT* C I FTQPTRC* KM1TC WRCS 
TSRKSSGHVCVSPGSVAVTI 


7437 


37805 


A 


7491 


1126 


1340 


KARWMLQTRKRAVRRSNWRK 
RNIWCAPAAICKRSTTLITSF*K 
P VKMACPFIC AM LRRSRL ARRC 
AGALPN . 


7438 


37806 


A 

A 


7492 


12 


960 




7439 


37807 


A 


7493 


1 


1806 




7440 


37808 


B 


7494 


1 


1318 




7441 


37809 


A 


7495 


I 


1385 


MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGE 

R KTYQN VQQF IDEGN YTSG DN 

HTLRDPHYQNTYIRLEPFK1NVL 

EQITKHIEKLQCGGVVKQLSRR 

GNNQH 1 SSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLSCCTYRKRYRVL 

VGELGDEQMAALSRLGNDYRP 

TSAYERGQRYASLLQNEFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGGVDTAGNNLT*NIFRJ 

SQRRNISSKF1LQ*ACITLTTFIST 

CWAIIVTQSG/LMQPSAHHPAR 

QPEHDIAFGKCSSSVSVHLA/LG 

SGSEGATCFARGR*RPPGNSLN 

\ / o r> fcjiPTOCCVprD ducda nunc 

VSRMUTRSSYbCKRHbPArAHKo 
I PUAPIOH NCC5> ¥ L*CHbY*yK 
A PGYRHD*CKJvlCC 


1 


119 1 n 

jfolV 


D 
D 


/H70 


l 
I 


jjy I 




7443 


37811 


A 


7497 


1 


666 




7444 


37812 


A 


7498 


1 


738 
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SEO "> 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino arid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7445 


37813 


A 


7499 


1 


727 


MKVLIVESEFLHQDTWVGNAV 

ERLADALSQQNVTVIKSTSFDD 

GFAILSSNEAIDCLMFSYQMEH 

PDEHQNVRQLIGKLHERQLNVP 

VFLLGDREKALAAMDRDLLEL 

VDEFAWILEDTADFYRRTAPVA 

RE*TRYPPGSCWPPLF/TAPLMK 

YS\DI H E Y\S W A A PG HQGG VG F 

TKTPAGRFYHDYYGENLFRTD 

MGIERTSTAVSLLDHSGAFGOS 

EfCYAARVFGADR^W^VVVGT^ 

GSNRTI 


7446 


37814 




7500 




744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 




850 




7449 


37817 


A 


7503 


1 


1085 


GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQIKEEDVLK 

FLAAGTHLGGTNLDFQMEQYI 

YKRKSDGIYIINLKRTWEEULR 

QPRA\MVPIENPAD\VSV1SSR\N 

TGQVCGTVRAV\LRFLAATGAT 

PIGG\RFTPGTRTN\QIQASLPGS 

PRAFLWVT* PPG A EPPA LSRSAS 

LC*PFLPLALVNPD/SPLRRYVII 

AIPCNNKGAH\SVGLMWW\ML 

AR£V\LRMRGTISREHPW\EVM 

PD L YF YRDPEE I EKEEQ A A A E K 

AVTJCEEFQGEWTAPAPEF/TLA 

TOPFVADWSFGVOGAPt VPMO 

OFPVTED WS AOPATF\D W^* A\P 

1 AOATFWVflATTDW^ 

LjfWJf\ 1 Ct VV V VJ l\ 1 I L/ VV O 


7450 


37818 


A 


7504 


1 


1053 




7451 


37819 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSIKYWQTESSSTSKSL 

STMIKWASSL*REIYSTKCPQEK 

AGKIQN*HPNITIKRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN**/MPGAGFLKGSTKLI 

DR*QD**RKKERRJK*/IAIJCNDK 

GDITTNPTE1QTTIREYYKHLYA 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SIAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*T1PINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGSIYANQ 



859 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence - 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ucid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7453 

.... * z j 


37821 


A 


7507 


1 


1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTE YTFFS A PH HTYSK1DH I LG 

S1CAPLSKYRRSEIK1NCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAE1KMFFE 

TNENKDTTYQNLWDTLfCAVCR 

GKFIALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKASRJIQE1 

SK1RGELKEIETQKTLQKFNESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTEI 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRIN1VKMAIL 

PKN WKKTTLKFI WNQKRARJ A 

KSILSQ/IEQSWRHHAT*LQTILQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 


7454 


37822 


A 


7508 


58 


330 


FTENDDFQFHPCPYKGHELIIFY 

GC1VFHGVYVPHFLNPVYHCW 

TFGLVPSLCYCE*CRNKHTCAC 

VFIAA*FIVIWVYTQ*WDGWVK 

WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 

irtiirNPCVAi a itAkirrm r\;crn 

HN1DSSYQ*AW\MFFHLFVSFFI 
SLSSGL*FSLKRSFTSLVSWIPR 
YFJ LFEAI VNGSS LM I WLS VCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCHIFL1QSIIVGHLGW 

FQVFAIVNNVT1NIRVHVSL*QH 

DL*SFGYIPSNWMAGSNGISSSR 

SLRN RHT V FHNG * TS LQS HQQC 

KSVPISPHPLQHLLFPDFLMIAIL 

TGVRWYL1VVLICISLMASDDE 

HFFMCFLAA 


7457 


37825 


A 


7511 


399 


677 


NQREQRHN 1 PESLGR1QSSV* RE 
I YSTKCPQEKAG K IQN* H PN ITI 
K RTRKA RANTFK S * QKA RNN * 
NQSRTEGNRDTKNPSKNQ*1QE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKLPWAVWPFS*Y*FFLPMS/G 
GVFFHLFVSSFMSLSSGL*FSLK 
RSFTSLVSCIPRYFILSEAIVNGS 

ci \a\\\i\ o\/r*i i i \/vt/xi a /t^et^t* 

L1LYPETLLKXSISLRRFWAETM 
GFSRCTIMSSANRDNLISSFRN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


74 






7513 


1 
1 


2982 










7514 


S202 


S430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGN1IIHFGYKGVEYHDQQ 

DVTSNFLGAMWL1SITFLS1GYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTALVVAVVARKLELTKAEK 

HVHNFMMDTQLT1CRHCPWAA 

TIQPKLSFLISLPGCDYRGESAR 

A RPLSHPPLQLGLG KDARYLRJ 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTE1AMSSCRY 

NGGVMRPLSNLSASRRNLHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 





RR1 



wo 
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SEQ1D 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09o40»2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, possible nucleotide 
deletion, \=possible nucleotide insertion) 


7465 


37833 


A 


7519 


1 


1184 


MSSANRSILEVPHLDILLQELPG 

VSKVVTVEVRGNWQRWLKVR 

DLTKGVTYFFRVQARTITYGPE 

LQANITAGPAEGSPGSPRDVLV 

TKSASELTLQWTEGHSGDTPTT 

GYVIEARPSVFGNGSFQVSKEE 

NQYFSEGLTSIEVPSQQVQQEG 

AVAMALMVPDEGLWDMFVKD 

IPRSATSYTLSLDKJLRQGVTYEF 

RVVAVNEAGYGEPSNPSTAVS 

AQVEAPFYEEWWFLLVMALSS 

LIVILLWVFALVLHGQNKKYK 

NCSTRQGISTMEESVTLDNGGF 

A A LELSSRH LN VKSTFSKKNGT 

RSPPRPSPGGLHYSDEDICNKY 

NGAVLTESVSLKEKSADASESE 

VSVGAYFRAVT1SPYFCKDAGF 

AVRT1ALGLAETAGSKADARK 


7466 


37834 


A 


7520 


I 


1347 




7467 


37835 


A 


7521 


512 


1051 


MAYCKSTPAVGLRVTV*SLSRL 

SLICYTFCIGAPSHLSVGSLHAT 

SFIVSNRPCRAPYVDTIYRLPSP 

LRLAGHRTLPLKPSFPRRSPPLL 

YYPSPRPPAHYPLSPSSEPNRRY 

TMALTAVPYPYTSPLQAFPFLH 

SRIPQLQLFLLTNSFTSRTPVEP 

VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK*S*SEPIQEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SV KARF/Y HQQ YSLKKYR YKH I 

ADNVCQWLDEVFLRPKEMSDI 

HKLTF1EKRERLKMSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

VIIAGLLPILWGTGAGSEVMSRI 

AAPM IGGMITAPLLSLF1 1 PAAY 

KLMWLHRHRWLKCKSARRPQ 

YQSGYTDDRHSRSVKLASPTAG 

LPSLTHEQQQKAVERIQELMAQ 

GMSSGQAIALVAEELRANHSGE 

RIVARFEDEDE 



862 
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SEQID 

NO: 


SEC ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7472 


37840 


A 


7526 


116 


191 


RLKFTETNLYTNIYVGSIHIHLN 

LE1IHMSLH**MDRTN1NIRVQIC 

FCEFKSLVLLDKPGRQELIDDL 

NKRTDNFLTDSGISVSDWIDAA 

TWEVFSSLRELELLGIKNIRLAS 

QDLHGVILSSETVAED1WCRILD 

TVTRKGEHSRRIHSADDKSYLR 

PDLLEWFKQRVEDDQSRSGRKI 

Y VKRDLPH I LTPFR A PM AS VC A 

KRKGQVLHQQYSLKKYRYKHl 

ADNVCQWLDEVFLRPKEMSD! 

HKLTF1EKRERLKNSVFKSLHD 

VSEFLGRVLLHATDPAAPRKPA 

YSLHAIRGKSRGRKNS 


7473 


37841 


A 


7527 


1 


177 




7474 


37842 


A 


7528 


1 


399 




7475 


37843 


A 


7529 


3 


209 




7476 


37844 


A 


7530 


1 


288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


TSFLTTGGKKGSVKKKVVDPFS 

KXD/WL*YVKHPAMFN1RNIGK 

DWG SPRTQGTK I A S\DG L KG\R V 

FEWSLADLQHDEVAFRKFKLIT 

\EDVQGKNCLTNFHGMDLTVRD 

K\MCSMVKKW\QTMI\EAH\VD 

VKTTVDG\YLLRJLFCVGF\TKKR 

NNQIGKPF*AQ\HHRVRQIGKK 

MME1 MTREVQTN DLKEVVN KL 

IPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKKPKFELGKLMELH 

GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


I 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 

NMDNKVQAEVALDGNGELVG 

YYSKASAGDTQANRVWSGPPA 

NSNRPAAEGPERNTININKKDIN 

TKTPSVGHRHQRPKVDKTTKT 

RVKTRAEKLKILKTRVPLIFQRT 

AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTPITTRGGGFLPTQ 
PFPVILQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESSIL*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 





863 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




Uy/5^U,Z 17 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 


1 


1169 


PPLLIPRQTGSGVDLQQTPTDLQ 

LRVLTVRRKTNKQKCHPHQNSI 

CTSPSSKTKDFKPTKIKRDKEG 

HYIMVKGSIQQEELTILNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

IIVGDFNTPLSTLDSSKRQKVDK 

DIQELNSALYQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKJDH1V 

GSKALLSKCNRTEI1TNCLSDHS 

AIRLELRIKKLTENRSTTWKLN 

NLLLKDYVWHNEMKAEIKMFF 










i 




ETNENKDTTYQNLWDTGKAAC 

RGIFIAINAHKRNQKRSICMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKKSPGADGFTAEFYQRYKEE/ 

PGTIPSETIPINRKRGNTP*LIL*G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RP1TGSE1VAIINSLPRKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASI1LIPKPG 

RDTTIKENFRPISLMNIDAKILN 

KJILANR1QQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKAFDKIQQP 

FM L KTLKKFG I DGT Y LKI RJ K YL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKJCWKNIPCSWVGRJNIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQKRARIAK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYNHLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRWIKD 

LNVRPKTIKTLEENLGITIQDIG 

MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEK1FTTYSSDKGL1SRJYN 

ELKQiYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKNLQKINES 

RSWFLEKVNKIDRLLARLIKKK 

REKDQIDAIKNDKGDITTDPTEI 

QATIREHYKHLYANKLENLEE 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn. 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


7487 


37855 


A 


7541 


3 


1284 


SAADTQANRVWSVPPTNSNRP 

AAEGPDC*KEN*QKGHPHQNPI 

CQSPSSKXPKVDKTTKMGKKQN 

RKTGNSKNQSTSPPPQEHSSSPA 

MEQRITNAEKYLKDLMELKTT 

AQELHDECTSLSSPFDQLEERV 

SVMEDQMNEMKREEKFREKRJ 

KRNEQSLKEIWDYVKRPNLPLI 

GVPESDRENGNKLENTLQDUQ 

ENFPNLARHANIQ1QEIQRMPQ 

RYSSKRATPRY1IVRFTKVEMK 

EKMLRAARDKSLVTHKGKLIR 

LTAGKFIALIAHKGNQERSKIDT 

LTSQLKELEKQEQTHSKPSRRQ 

EITKIRAELKEIETQTTLQK1NES 

RSWFFEKJNKIDRLLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYYKHHYANKLENLKEM 

NKFLDTYTLPRLKQEEVESLNR 

PIKALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRKKKSTDTIN 

DESLNKERDMTGNPHIFPRYQE 

IWQVFVSSGNNY1TTATGPTAV 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNPI 

CTSPSSKTKEIRTTIREYYKHLY 

AN K L EN LEEMDKF/H * H 1 H PPKT 

KPGRSMSA*TNNRL*N*GNN** 

LTNQKKSRTRWIHSR1LPEVQG 

GADKQRAKHE*TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESI S* K WPYCPR* FI DSPSPSSYQ 

*LSSQN\GKNYFKVHMEPKKSP 

YCQ VN PKPK EQS W R H H A T* LQ 

TILQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


IVTNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKKGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKG RLTPHTA R YS S ETICLPE 

ERSGSSICGSP1SAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKPICMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGSIQQEELTILNIY 
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SEQ ir> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

Aft/C/ift 71*7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QG Y PGTE LSS A PSG PN RH LQN F 
PPQINRIY1LLSTTSHLFQN*PHS 
WK* STPQQM * KR RN YN KNQ\L 
ELRIKKQTQNRSTTWKLNNLLL 
NDY 


7491 


37859 


A 

i 


7545 


21 


428 


DKTSRGTIRQQHLLFTN1RCSAA 

SAADTQANRVWSGPPANSDRP 

A A EG PDC * KEN * QTERTSTPKS 

HLYVTIIKDQRNKIPKNPTYKG 

CEGPLQGELQTTAQQNKRRYK 

QMQEHSMLMGRKNQYHENGH 

TAQGNL ; ^ , 


7492 


37860 


B 


7546 


1 


1650 




7493 


37861 


A 


7547 


1 


946 


MAMPPLLIPRQTGSGVDHQQTP 

TDPQL RI LTV RRKTNTQKG H PH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFIWNQKRACIAKTILSKK 

NKAGGIRLPDFKLYYKATVTKT 

AWYWHQNRYIDQWNRTEASEl 

MPHIYNHL1FDKPDKKKQWGN 

DSLF/K*MVLGKLASHMQKTEI 

GPLPYNFYKN*LKMD*RLKGK 

T*NHRNHRRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL7RQQKKLPSE*TRNL 

QNGRKFVQSIYLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQNPICTSPSSKTKGR* 

NHKDGEKTEQKNWKL*KAERL 

SSSKGMQLLSSNGTKLDGE 


7495 


37863 


C 


7549 


1 


2805 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTK.VT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLMIIGINSRNHHGPQ*P 
ALQKMPAS*VTEIMNNHFLFCF 
RKGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, Impossible nucleotide 
deletion, Impossible nucleotide insertion) 


7499 


37867 


A 


7553 


1 


4560 


MKHTLIPR1KNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

GILPFLQQIPSKESAVLMG1LCIY 

KCTFTHKLG1TKEQLTGKVLPH 

LIPLS1ENNLNQFNSFISIIKEML 

NRLESEHKTKLEQLHIMQEQQK 

SLDIGNQMNVSEETKVTNIGNQ 

QIDKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALNTNLFGPQKPKVSMNQLS ' 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNMIGQ 


7500 


37868 


C 


7554 


1 


1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 

♦LLEGKRTNRKD1NTKNPSVRH 

HHQRPKMGEKTEQKNRKLKIR 

APLLLQRNTAPH/HAMEQSWM 

ENDFDELREEGFRRSNYSELKE 

EVRTNAKEVKNFEKKLDEWIT 

RITN AEKSLKDLM ELKTTAVEN 

Y VTN AQAPV AN ATN * KKG YQR 

WKTK*MK*SEKRSLEKKE*KEK 

KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QQRJ RL EPF1CIN V/T* A DH E A Y R 
KTAVRRCSQTTQQAWEQSAHQ 
QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPD1TIKRTREARANTFKS*QKA 

RNN*DERRTEGNRDTKNPSKKS 

VN/RRSWFFEKFNKIDRRLARLI 

KKKREKNQIDAIKNDKRDITTD 

PTEIQTTIREHYKHLYANKLEN 

LEEMDKFLDTYTLPRLNQEEVE 

SLNRPITGSE1EAIINSLPTKKSP 

GPDGLTAKFYQRYKEE/PGTIPS 

ETIPINRKRGNPP*L1L*GLHHPD 

TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATS A A DTQ AN R V WSG PPAN 

SNRSA A EDPDC* K EN* PTVKGHP 

HQNPICTSPSSKTKARQANIQIQ 

EIQRMPQRYSSRRATPRCIIVRF 

TKVEMKEKMLRAAREKGQVT 

HKGNPIRLTADLLVKTLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

SFISEGEIKSFTDKQMLRDFGTT 

RPALKELLKEALNMERNNQYQ 

PLQKHVRL 


7506 


37874 


A 


7560 


1 


1164 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRARCSCAPSSTTTLGRTGPSLA 

RRRACPSSAGRSWRW*ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPHIFWCVDCETCDCEGYLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKMSSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPEALKQLRTSEFKPY1IFVKPAI 

QEKRKTPPMSPACEDTAAPFDE 

QQQEMAASAAFIDRHYGHLVD 

AVLVKEDLQGAYSQLKVVLEK 

LSKDTHWPPLVIPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKTKVGER 

VSVIEDQMKEMKREKKFREKR 

VKRNEQSLQE1WDYVKRPNLR 

LIGVPESDGENGTKLENTLQDI 

MRENFPNRARQANIQ1QEIQRM 

PQRYSSRR ATPRHII 1 RFTKVEM 

KEKMLRAAREKGWVTHKGKP1 

RLTADLLAETLQARREWEPIFNI 

LKGKNFOPRISYPAKI NFI<lFfiF 

I KSFTDKQMLRDFVITRPA LQEL 

LICEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QHAIVTGDAVGMDDIPQEARQ 

YRHNQAYAYSIQGDGAEDDDE 

RIVRFHTRCLNGRVLL*DK/IFQ 

RNDQAATFAAHQYPLFCSLHC* 

YPGTQGLEWTSSKHQQTCS*GS 

* LLWPGDERLWPSWEEQKKLS 

LPTDPDTWL*GSPQAAQGPRCV 

PPPGAQPLSSVTASLCHCA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 

MkI|Ul iit.c 


Met 
hod 


SEQ It) NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 
cotton Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSEN (LTV H EQAN V ESLKETKQ 

NCKDLDEDANGITDEGKEINEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KXYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVAIEEEKEEEEDEKS 

EEDSSDH DENEDEFSDEEDFLN 

STKAKLGRLTPHMAGYSSETKL 

PEERPGSNICCSPISAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TVIKKTNKQKGHPHQ1MPICTSP 

SSKTKDRSTRQKVNKDIQELNS 

ALHQADL1D1YRTLHPKSTEYTF 

FAAPHCTYSKIDHIVGSKALLS 

KCKRTE11TNCLLDHSAIKLELRJ 

KKFTQNCSTTWKLNNLLLNDY 

WAHNE1KAEIKMFFETNENKDT 

TYQNFWDTFKAVCRGKF1ALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQE1TK1TAEL 

KEIETQKTLQKINESRSWFFEKI 

NKIETASKTNKKREKNPIDA1K 

NDKGDITTNPTE1QTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSE1EAIIN 

SLPTKKSPGPHGFTARFYQEYK 

EE/PGT1PSETIPINRKRGNPP*LI 

L*GQHHPDTKAWQRKNKKREF 

*TN1PDDHQCKNPQ*NTGKPNP 

AAHQEAYPP*SSGLHPWDARL 


7510 


37878 


A 


7564 


3 


377 


DHNCATVLQPG*QSEIL* KEERE 

REREKKERKKERKKERKKERK 

KEGKQ*RKGGRKKERKEKEIK 

KERRKGKKEKKEEEKRRKERK 

KERERKKRRKEGRKKEYTRKA 

KR1 H RP FEGNGSPLPA P 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 

A*TPAMAERGPATAAGQLEFT 

GGALQTLFAWVSAAAAAEQW1 

LVNRKCCCLIVPLEVLSQRSTW 

PCIGLVMPVLPGLLRDIVHSDSI 

ASHYGVLLALYALMQFLCAPV 

LGALSDRFGRRPGLLASLLGAT 
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SEOID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7515 


37883 


A 


7569 


991 


1842 


IQCHPHQATKNFLHRIGKNYFK 

VHMEPKKG PHCQ VN PKPKEQS 

WRYVKQSKKIAVYAERSRCSP 

GTEFAGTLILDFPSSRTAPSSRG 

R/P/GRLTRPGTPLRQSFQRNDQ 

AATFAVQQYSLFCSLCC*YPGK 

QGLEWTSSKLQQ/YLQLRERSS 

SPATEQSWMENDFDELREGFR 

RSNYSKLKEEVQTHCKEAKNL 

EKRLDEWITRITNVEKSLNDLM 

ILL* rVlN 1V1/A IX CL.lv IN 1 jr JJE-I IN v/ 
Civ r\ V IVrvlNCv^OL(V</JC.I W U I V IV rvr 


7^ 1 A 




D 


7^70 
to t\j 


i 
j 


744ft 




7^1 7 


J /OOJ 


D 

o 


7^71 




447A 
/O 




T\ 1 ft 


J /ooD • 


A 


7^77 


1 


J IV) 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PN IN RFLKH YREPVPKKRERN Y 
STLWPLCPSTLNKIYTIMSYLSP 
ATKEYPFFLLLLEQEC*AE*LLA 
LAVSQPLLSSTTNCLKN*MVTW 
MriQi ipu/^ppk" rwi tp*/pawi 

QNRRALDLLTAESGGTFLFLEE 
KCCC Y VNQSG 1 ITEK VKEiQGRl 


7522 


37890 


A 


7576 


1 


1178 


MPESPTPLLGRD1LAKAGAIIHL 

N1GEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIV1CDL1CVQGLVKTCNSPCDTP 

ILGVQKPMGQWRLVQDLRIIDE 

AIVPLYPAVPNPYTLLSQ1PEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL/QQ*R 

TDRT*LSTSNCSNLRHSRGPSRG 

SLD*SQPQLVY*WKFFCRKRTS 

K R Pi VP^PiO* * WNT* K K <?PH<\RN 

*P<5AfiflTTsKPP<inTRIRRRKIv"OI 
L-OrtVJvl I lijirOU l rvJ rvrv rv in. rvvj L< 

IRIVMf PI II \APVnHl H 




17ftQ 1 


A 


7^77 


i 


1 

1 JJO 




7524 


37892 


c 


7578 


109 


231 






37893 


A 


7579 


279 


346 


LLRLALLLO*OKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVVILPMPVPNLPSIPARITKG 
RMGTLLLRGLGTT*LYKSCSV 
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SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7527 


37895 


A 


7581 


3 


2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVIIHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPYNLFIAS 

PPHTWSGLQFRSVTSPPPPAQQF 

TLKJKVAGAKGJVKRLKTDTAR 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWT1LLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

A ADLRVS VADLRVS VTA LK V A 

RLELFVPPGGLVVSLASAVKLQ 

TFAVLQL1KAKRWDWGTLEQG 

AALIGEARDAQEPTEGVGGSG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLTIKKERCIRNGYS1CEK 

MKLIVVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AG L EG AH AN R VNQQ 1 S DN L V V 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFS VSGQLLQG FFPNGGQA 

APNPYALLSQIPEEAEWFTVLD 

LKDDFFC1P/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFRXHLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIIIVWELNQIDTIKNDKGDIT 

TDPTEIQTT1 RE Y YKHLYTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITGAEIEAIINSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLLVPLSDLLYQVHAPIP 

QLPEVLAANSPTCHLDPPTITES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


7529 


37897 


A 


7583 


*> 


910 


YFSQPLSY\DWGALFFSHAFLIM 

LESPTTLLGRDILAKAGAIIHLNI 

GEGTPVCCPLLEEGINPEVWAT 

EGQYGRAKANARPVQVKLKDS 

ASFPYQRQYPLRPEA/LTKGFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRLVQDLRIIDE 

AIVPLYPAVPNPYTI 1 ^OIPFFA 

ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPS1PMSQLTWTVLPQG 














FRDSPHLFHHTLAQDLSQFSYL 
f DTI VI CI PI RNOOFCHhATOV 
LLNVLATCGYKVSKQKAQLCS 
QQVKYLGVKLSKGTRAL 


1 ■•~w- r .. 












7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFVIKKGGKRGRDIL 

AKAGAIIHLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQKIKDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRIINEVTVPLYLAVPNPYIL 

LSQ1PEEAEWFTDLDLKDAFFCI 

PVHPDSQFLFAFEDPSNPMSQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISl/LCT 

♦TMEQLQHRNKHHFRFSRTSCF 

QSGNNPYLKPHLCKI*QYCRJTN 

QLPMHQCPHDHLH*TRFI/PIML 

YLSPTTKEYSFFLLLSEOEC*VD 

♦VLALAVPQPLLSSTTNYLKNS 

MVTWNGLPTPWSPCKINLTS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


7531 


37899 


A 


7585 


1 


2083 


MPLLQMIATPLQQSLISTEDEM 

DELTEVGFERWVITNFTEEPSPA 

LG FTPEH KG N VG H A G KG PL ESS 

SPDPFLCGQEKQEKGAGLLHRQ 

YPLRLEAKQGLKKIVKDLKAQ 

GLVTPCSSPCNTPTLAVQKPNG 

QWRLVQDLRIINEAVVPLYPAV 

PNPY1LLSQIPEEAEWFTVLDLK 

DAFFCIPVHPDSQFLFAFEDPSN 

PMSQLTWTVLPQGFRDSLHLFG 

Q AL AQD LSQFS Y LDTL V LQ Y M 

DDLLLVTHSETLCHQATQALFN 

FLATCGYMVSKPKAQLCSQQ/R 

YLGLKLSKGTRALSEEHIQPILA 

YPHPKTLKQLRGFLGVIGFCRK 

W1PRYGEIARSLNTLIKETQKAN 

THLVRWTTEVEVAFQALTQAP 

VLSLPTGQDFCSYVTEKTGIAL 

GVLTQIRGMSLQPVAHLTKEID 

VVAKG*PHCLRVVVAVAVLVS 

EAVKIIQGRDLTVWTSHDVNGI 

LTAKGDLWLSDNCLLKCQALL 

LEG P V LR LCTC ATLN PATFLPD 

NEEK1KHNCQQVISQTYATRGD 

LLEVPLTDPDLNLYTDGSSFVE 

KGLRKVGYAVVSDNGILESNPL 

TPGTSAQLAELIALTWALELGE 

EKRANI/YTDSKYAYLVLHAHA 

A ! WKEREFLTSERTPI KHQEAIR 

KLLLAVQKPREVAVLHCRGHH 

KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCNMPAAQHRERASNESRHG 

GCCPP/PWLLSS/APPHDAFTTPQ 

EAVLSAPSALPSSAATSLLSLLT 

PQQMFCSKTAGPKPFSSNPHPR 

LKAPTSSC/PL*PQAAPSGNAHC 

Y*GHRRGRTVPEDPGCLSPRAR 

PHRTSGTSSPPSLQPSRTIPPASS 

APKQGDAGSPPYQAVPEKNKP 

GATPRTCAESPKRLPRPGPKSFL 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon t /^possible nucleotide 




sequence 






cod on for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*IFL*KKEE 

EEEGGGGEGEEKKKKKKTEEE 

EEEEEERKK\EEEEGEEEGEEEE 

EEEEKEERTGAGDSSEDEGFDEI 

PSPGDSRQKTEGNAANIISGCD 

QRYEESEMDLGTRGIVSGHRY1 

FTFR VSPLE A 1 G EL L FPFSVA PA 

QGGLGFRRVDQLALPMGAQSL 

ERPFCVDGGSRPPLNYAVSSVE 

DLLNGNNFKCPTTLRTIEITVGN 

LHSPRQKQLNANIGKNFNAAEN 














HENAKTTTRSSTVGADTHLTA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRJCDTKVEVKRKTCWL 


7535 


37903 


A 


7589 


1 


1899 


HVGASDPDAGPGWGGLTSRPR 

LVTPRSAPRGRAFQGATVGLAP 

VEGMCRAESSGGVSTDHSELPI 

GAAATMAHE1GHSLGLSHDPD 

GCCVEAAAESGGCVMAAAT/G 

VRGWGVGAAAGRLVLGTSSA 

AFLWSSLSFLFCKMG1MIIVSAS 

GWFMRLKGKKLRQSGFSTV*R 

LFSE*PGEVTPTPGGAPSGRDST 

LGPGLLTIGASSSPVPLVV*LCA 

GYFPSLGSARLAAVAKPRGGD 

QRSAGVGGLSLHAQCPPRAGR 

HPFPRVFSACSRRQLRAFFRKG 

GGACLSNAPDPGLPVPPALCGN 

GFVEAGEECYCVS\GQECRDLC 

CFAHNCSLRPGAQCAHGDCCV 

RCLLKPAGALCRQAMGDCDLP 

EFCTGTSSHCPPDVYLLDGSPC 

ARGSGYCWDGACPTLEQQCQQ 

LWGPGSHPAPEACFQVVNSAG 

DAHGNCGQDSEGHFLPCAGRD 

A LCG KLQCQGG K PSL L A PHM V 

PVDSTVHLDGQEVTCRGALAL 

PSAQLDLLGLGLVEPGTQCGPR 

MVCNSNHMCHCAPGWAPPFCD 

KPGFGGSMDSGPVQAENHDTF 

LLAMLLSVLLPLLPGAGLAWC 

CYRLPGAHLQRCSWGCRQGPC 

VQWPQRWPTQGPPPGRRSPHG 

VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 


1266 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion* \— possible nucleotide insertion) 


7538 


37906 


A 


7592 


I 


458 


LQQSQIFEIHSQKTIVKXCLDLF 

FELAEEKENYKNFFEAFSKNLNK 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEYVSRMKETQK 

S1YY1TGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


IPEF/LNF/IRGVVTLGLPLN1SRE 

MLQQSKILKVIRKNI V* EC/LFEL 

LSELAEDKENYKKFYEAFSKNL 

KLGIHEDSTNRRRLSELLRYHT 

SQSGDEMTSLSEYVSRMKETQ 

KSIYYITGESKEQVANSAFVER 

VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 




7542 


37910 


A 


7596 


453 


719 


ARGSKHTGLIAQWAHEQSGHG 

GRAGGYAWAQQHGLPLTKAD 

LP\AMATAECPICQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


7543 


379 11 


A 


7597 


3 


837 


PECVIGIDILSSWQNPH1GSLTG 

RVRAIMVGKAKWKPLELPLPR 

KIVNQKQYHILGGTVE1SATIKD 

LKDTEA VTPTTSPFN SPI WP VQ 

KTDGSWRMTVDYCKLNQVVT 

PIAAAVPDV/VSLLEQINTSPGT 

WFEWSPK\KALQQVQAAVQAA 

LPFGPYDPADPMVLEVSVADR 

DA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWALVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RS1IKLKWYIHDWVRAGPEGT 


7544 


37912 


A 


7598 


1 


399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 

GRAGGYAWAQQHGLPLTICAD 

LP\AMATAECPICQQQRPTLSPR 

YGTIPW/WAWDAPGGRGCWRL 

QKAGE 


7546 


37914 


A 


7600 


1 


1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 

\ -t 


VIPTTSQFNFPIWPVQKTDGSW 

RMTVDYCKLNQEENFNNQVDR 

MTHSVDTTQPLSPATHVITQWA 

HEQSGHGGRDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIARIHRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSNSQPVTALNNEPAGPNKRDI 

GKAKGLKFHHPGPHF^QERDML 

E/SML*PWGYPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEIN PMLPE ATV I ASPKEI A R 

QDNVDSPQEPPPTPQFSSRPITR 

LKSQWAPRGPECVIG1DILSSW 

QNPHIGSLTGRVREGYMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GE1AEISTTIRDLKDTGVV1PTTS 

PFNSSI WPVQKTDGSWRMTVD 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQHITHLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQA\LCHLGHMTQQ 

1QWCLRRNGEMCDYILIYGL 


7551 


37919 


A 


7605 


1 


608 


MAPGMVPIPPPGKYHSPKKLIY 

STPPKPGTYGISDSLSQYPTSAK 

A EP VPTHKNPRRES PI PHSSPSSF 

TDG/PSPNSPGDARPHPQNKTSG 

RGRPAPRQRVPTTITTPAPPARS 

PNSAHSPAFRDLPFRAEKGTAA 

ARVPREPHSPAPPKNKGSLQPP 

AGELLQRGARTTLPR1LGTAPG 

PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVS1 

RSPASGHLEFPSFARSSGSGSTS 

PLSFGAMTTEKQALGGRAAFPP 

KYK*AQGRAACFVLTSQQQPS 

WQ*GVTVTATGSPMHRGTFWH 

SCTGTPGSGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPM P/VRSQPKA P* V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE* PTAGPTRA A 1 LR ATP A PS 

LPMPGTNRPSPRGNSLQDSAPA 

SDAGWPPTEAVTCPVPWSRENP 

PQRML*AHRPQGPRPVPGTERR 

NGRGGAGCRQL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
acijucncc 


Mfl 

hod 


SEQIDNO: 
in USSN 
AO/C40 7 1 7 


Nucleotide 
location of first 

ciHJUii itir pcpnuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pcpilUC »CI|UCIltC 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
u^ictiuit, \ |#vuiuic nuciconuc inscnionj 


7554 


37922 


A 


7608 


1 


804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 

LAALQEFYAEQKQQIEPGEDDK 

YMIGIIEENWQLS\QFWYSQETA 

LQLAQEAIAAVGEGGRJACVGS 

P*CLPET/HESCAEKTFS1YIFEY 

DKRFAME*KE\LIFYDY>JNPLD 

LPER1AAHSFDIVI\ADPFPYLSG\ 

ECLRKTSETVQV\LTRGKILL\CT 

GAHHGRTGSRTPLE*RCARLFP 

RHTRNFGKWSFRLVYVNL 


7556 


37924 


A 


7610 


1 


611 


MAPKAKMEAPAPPEAEAKVKA 

LKAKKVVLKGVHSH/KXKKKI 

RTSPTFRVPLRLRRQPKYPWES 

VPRRTSTQ1SSGERPLENKQPRY 

PRESSPPPGEQAPKYPPEERSPG 

ETRLDHLCLS1KFP\LTH*VLPM 

KK1EDN1MTL\VPLVNVKANKH\ 

QIKQAVKKLYDI\DVAKVNTL\I 

RPDGEKNGICSDLAP\DYDALG 

CLPTKPGII 


7557 


37925 


A 


7611 


1 


1035 


DKDSLCDSCKTSCSYNCSKPRS 

SWQDQDJSSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLGVEPSLQSSGNLLVSLLLSR 

FITYKVTIVEWVKTYALGLDLK 

KSERPGFESELHSHNSCECAVS 

HLKPVHLRVSPMGHSEYYLVT 

TA DYSE ANGSQSAGDEFFQTQS 

FPSRQQALFRPKIQITIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSEIEAII 

NSLPTKKRPGPDGFTAKFNQRY 

KEELVIYKKFQIPC1VPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQN A DS DSAGLE/CEPDVLH I * * 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSHNSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TTADYSEANGSQSAGDEFFQTQ 

SFPSRQQALFRPKIQITJREYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSE1EAI 

INSLPTKKRPGPDGFTAKFNQR 

YKEELVIYKKFQIPCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


(Mel 
hod 


SEQ II) NO: 

in USSN 


Nucleotide 
location of first 
couon lur pcpiiuc 
sequence 


Nucleotide location or last 
cod on Tor Inst amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
ueicuun, \— possioie nucleotide inst rfion) 


7558 


37926 


A 


7612 


-» 


573 


KEETFSAWYVDGRVLVVIVTF 

GIILPLCLLKNLGYLGWTSGFSL 

SCMVFFLIVVIYKKFQIPC1VPEL 

NSTISANSTNADTCTPKYVTFN 

SKTVYALPT1AFAFVCHPSVLPI 

YSELKDP\SQKKMQMVSN(SFF 

AMFVMYFLTAJFGYLTFYDNW 

QSDLLHKYQSKDDILILTVRLA 

VIVAVILTVPVL 


7559 

O ^ V„ 


37927 


A 


7613 


I 


831 


MSELEDRLFENTQSEESKGKR] 

KKNEVCLQDLKYSLKRANLRD 

TGLKEEVIYKKFQIPCIVPELNS 

TISANSTNADTCTPKYVTFNSK 

KKMQMVSNISFFAMFVMYFLT 

AIFGYLTFYDNVQSDLLHKYQS 

KDDILILTVRLAVIVAVILTVPV 

LFFTVRSSLFELGLRKQRFNLW 

PS1PVVTCILLVVINLVGDLHTP 

P*RJFFGVVGSYILLNMLIFILP/S 

IFFILKITDQDGDKGTQRIWAAL 

FLGLGVLFSLVSIPLVIYDWACS 

SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEEISKTFALN 

ERRGEIKII RKLDFEKI VSYQVDI 

KASDGAGLSGKCTVI1QVVDIN 

DNAPELTMASFTSPIRENSPETV 

AALFSIQDRDS\FALRSLDYEAL 

QEFEFRVGASDPGRPALSSEVAL 

VRVLWLDANDSSLFVLFPLQN 

GSAPCTELMPGRAAEPGYLVTK 

QLLKATEPGLFGVWAHNGEVR 

TARLLSERDATKHRLVVLVKD 

NGEPPRSATATLHVLLVDGFSQ 

PYLPLPEAAPAQAQAEADLLTV 

YLVVALASVSSLFLLSVLLFVA 

VRLCRRSRAASVGRCSVPEGPF 

PGHLVDVSDTRTLSQRYKYEVF 

LTRGSGTNEFKFLKSVIP/QASG 

RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 

AERGSFGAMDDPFKNKALLFS 

KNTQELHPDPFQTEDPFKSDPF 

KG A D PFKG DPFQN D PF A EQQTT 

STDPFGGDPFKESDPFRGSATD 

DFFKKQTKNDPFTSDPFTKNPS 

LPSKLDPFESSDPFSSSSVSSKGS 

DPFGTLDPFGSGSFNSAEGFAD 

FSQMS/KGKSTPVSQLGSADFPE 

APDPFQPLGADSGDPFQSKKGF 

GDPFSGKDPFVPSSAAKPSKAS 

ASGFADFTSVS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 

deletion WnOCtihl^ nurlj»fttiil#> tnc^rlinnl 


7562 


37930 


A 


7616 


1 


817 


MGFCHVGQASLKLLASDPFGT 

LDPFGSGSFNSAEGFADFSQMS 

KTDPQVRSELLKVGTAARLVTR 

LDPLVSGPH\TR*PELTVALVPD 

SCRASPDAGSVVGAHL*GLGTT 

GAADGGTP\NSNRSFVLGVIIVV 

WSMCQLYLVPPPPSGPFTSSLG 

GAGFSDDPFKSKQDTPALPPKK 

PAPPRPKPPS/GHRLPVPDGGGP 

GPPCSP/DPE*QQMPWDPVWGA 

RGSPRPSCPGPRKCRMCVVPRV 

IQHPSLLLPSLVGRRSQPQIV/RS 

HPMPAAPPS 


7563 


37931 


A 


7617 


3 


1039 


GSLMFQQVPMVEIDGMKLVQT 

RA1LNY1ASKYNLYGKDIKERA 

LYAMTHDDE\AELRTPAAACKL 

♦SECQFRTRVDAVRTMM1P/AFT 

QVLKSHRQDYLVGNKLSWADI 

HLVELFYYVEELDSSLISSFPLL 

KVKLLASSVKPVPLPSALRWPA 

HAVAQNIVTSWLTGGRFIELKT 

VQI LDRLELEKPC1 DA EDEC FNT 

EWSTEFTLLKAWDEYLKAWFA 

LHLLEAMFQPSDSGKSFIFNMS 

VGYNLEGQPLNPKNYPSQGVP 

RVLKSHRQDYL VGNKLS WA DI 

HLVELFYYVEELDSSLISSFPLL 

KPHTHVDNTKKGSHPHMCAYT 

DYVNNPNDRMPQREITFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

MEPiRWLLAAAGVEFEEKFIGS 

AEDLGKLLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

LYGKDIKERALIDMYTEGMAD 

LNEMILLLPLCPAEEKDAKJALI 

KEKIKSRYFP\AFEKVLQSHGQD 

YLVGNKLSRADISLWELLYYV 

EELDSSLIS\NFP\LLKALKTQNP 

ATLPHG*RSFLQP\GSPRKPPAD 

AKALEEARK1FRF 


7565 


37933 


A 


7619 


102 


825 


RNLQETAIMAEKPKLHYFNAR 

GRME\PPRWLLAAAGVEFEEKF 

IKSAEDLDKLRNDGYLMFQQV 

PMVEIDGMKLVQTKAILNLHLP 

ANYNLLMGKDIKGREP*FDYVF 

* EG FSQ1 LGLN* SS FLP VC\PPE\E 

KDAQALPLIQEKTKN R Y FPA FE 

KVLKSHGVQDYLVGPTSLSRGW 

TFIWWELLYYVEGAWTPRLISS 

FPLLKALKTR1SNLPTVKKFLQP 

GSPRKPPMDEKSLEEARKIFRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 
deletion, \- possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECIIGIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

KIVNQKQYHIPEGIVEISATIKD 

LKDAGVV1PTTSPFNSP1WPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHlLvPPTTK 

K/EAQCLSGFRREHIPHLVP1YRV 

SRJCAANFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQAS1/GHK 

VGHAQQHSIIKWKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7567 


37935 


A 


7621 


1 


518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAA1DLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWY1NSPALCHNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIMWVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHE WKTGDKG I RG RG 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 
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SEQ II) 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \— oossible nurl^ntirflr incrrtinnt 


7571 


37939 


A 


7625 


1 


2592 


MVRXAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISA1TKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQ!NTYPGTCK\FLG 

VQWCGACRDI/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

H1PHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFGPYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKALPFSADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LP1MNWVLSDPSRHKLVGHAQQ 

HS11KLKWYICDQARAVPEGTC\ 

*LNKEVAQMP/MGTTRKWTAA 

ALQSLSGISLKDSGEGKSSQWT 

ELQAVHLVVHFAWKEKWPGT 

WKKHDWKTGDNEIWGRGIWM 

DCSEWSKTVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

LATGIVECPICQQQRPTLSPRYG 

TIPQGQTFILTGINTYSIYGFAYP 

AHNASAKITIRGLTECL1HHHGI 

PHS/IVSD*GTHFTAKDV\ETRIH 

RPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPG DPTTIPLN WKLRLPR 

GHFGLPLPLSQQAKKGVSVLA 

GVTDLDYQDEFSLLLHNRVTA 

AFPSLLHSSFAYLDNMIEKANK 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETGMLPLRLLKPFLSDFAGPLH 

TSIMPTRRFCSKSPT*HTLATAL 

SQGLS*GT*NEASLTKEKVGKN 

RCRYSPSYPPSGIREGKAQLCFY 

THWK 
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3 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X-llnknown, 


NO: 


or peptide 


hod 


in USSN 


location or First 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


cod on Tor peptide 
sequence 


or peptide sequence 


deletion, \=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GKAASLSERLAADSVFVGTAG 

TVGRPKNAPRVGNRRGPAGKK 

APETCSTAGRGPQVIAGGRQKK 

GAAGENTSVSAGEEKKEERDA 

GSGPPATEGSMDTLENVQLKLE 

NMNAQADRAYLRLSRKFGQLR 














LQHLERRNHLIQNIPGVFSGQAF 

♦NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSSIESDKIVE 

HNEELWPNPLQFYLLSEGARVE 

KG K E K EG RQG PG KQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDGRAGLPVTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEK1NPEVSSITNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

G ATHH ATPSAISPA PSHPLGSSE 

TLDIDGLAHFLEHSQINPSLLSR 

VLIQRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 
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SEQ II) 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






codon for peptide 
sequence 


Oi pcpnoc Kmicncc 


uciciiuiii |w»iuir uucicoiiuc insertion} 


7577 


37945 


A 


7631 


_> 


1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAIELREAVEQHKVK 

NNDLREKNWKAMEALATVAEQ 

\ACKEKLHSWTQ\AKEES/ERNQ 

LCLIEAQT\MEALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

KHPPAPAEPSFGTWAFQV*GEA 

E\ETQST1CRAEF\DQYRSILGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EIVEKLKGELES\SD\QVREHTL 














HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS* V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA*RTQLELDQKP1 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRREAFTA*RRDLEK 

RGRSLTSDVLGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQEVQ 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQEVRTFPGGPILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 


3 


389 


GQEFSPKVY/FVNQTMGN/SCG 

PIGLFNAVANNQDKLGFEY\GP 

LLNQFLF*NR*KCPPKDRAICCF 

ER\NEAIRAAH\DAVDKEG\QCR 

VDDQGEFPFLFCLQNVDGPPSM 

NLDG\RMPFPRGPMAPSFRRTP 
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SKQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

SVMEDEINEMKQEEKVREKRIK 

RNEQSLQEIWDYVKRPNLHL1G 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQAN1Q1QEIQRMPQRYS 

SRRATPRH1IVRFTKVEM1CEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEVESLKRPITGSEIGAIINSLP 

TKKSPGPDGFtAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASIILIPKPGRDTTKKENFRP1SL 

MNINAKILNKILANQIQQH1EKL 

IHHDQVGFIPGMQGWFNIRKS1 

NVIQHINRTNEKNHMHS1DAEK 

AFDK1QQPFMLKTLNKLGIDGT 

YLKIVRAIYDKLTANI1LNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEJCEIKGIQLGKEQ 

VKLSLFADDM1VYLENP1VSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARLGKFSWIISCRVFSNL 

VPFSPSLSGTPIRRRFGLENRVT 

ATRJLRFSDRLKKRRTTRLYPTP 

GSEGPTPTESR*LLAQQSEIKLQ 

GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


I LRFSDRL KKRRTTRL Y PTPG SQ 
GPTPRESR*LLAQQSEIKLQGGN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSEIGKIH*L 
RCAHCPLSSRETCRASCINESAT 
RGERPFAYWAPGWFFFHQ 


7590 


37958 


A 


7644 




479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


1FGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFH1IDLLLCEG 

LN1IFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

PAAR*RLPH*SGGHQQAQVYG 

TN\KKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILG1FIRS*EKERGKRKWLSTF 

KNETKRKNGKVLF*LCMSYPQ 

RLLAGELFQD*HKDVSNLPLSV 

ENVKNTNSLGRKNKNHK\REN 

RRLQEASMRLEQENDDLAHEL 

VTSKIALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EETAQLKEVFRKQLEKAEYEIK 

KTTA II A E Y KQICSQLSTRL EKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALKLAATGREDQG 

IETDDEKDSLKKQLREMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSKTLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


I 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possihle nucleotide 
deletion, \= possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 

QRDSVGVRPSKPGAGYNLVVR 

RFLSLLEKRSIPVGVTRFSRCRJP 

SPLSLTRKGNSLTPCASRJ1NMH 

FQAFWLCLGLLFISINAEFMDD 

DVETEDFEENSEEIDVNESELSS 

E1KYKTPQP1GEVYFAETFDSGR 

LAGWVLSKAKKDDMDEEISIY 

DGRWEIEELKENQVPGDRGLV 

LKSRAKHHAISAVLAKPFIFAD 

KPL1VQYEVNFQDGIDCGGAYI 

KLLaDTDDLILENFYDKTSYHM 

FGPDKCGEDYKLHF1FRHKHPK 

TGVFEEICHAKPPDVDLKKFFTD 

RKTHLYTLVMNPDDTFEVLVD 

QTVVNKGSLLEDVVPPIKPPKEI 

EDPNDKKPEEWDERAKIPDPSA 

VKPEDCALGLELWSMTSDIYFD 

NFI1CSEKEVADHWAADGWRW 

KIMIANANKKKHKDTEYKKTDI 

C1PQTKGVLEQEEKEEKAALEK 

PMDLEEEKKQN DG EMLEKEEE 

SEPEEKSEEEIEI1EGQEESNQSN 

KSGSEDEALAEQPREGPGVPGP 

I PPKRPSRSPI PEPRA A K RLPTQE 

LRGESYTMSASGTARGPSPKER 

LGLTTKTGEKEVAQGFCREPGL 

RRPPNAQARDRSSRAPATHRKE 

LKPEREHISCSRSHIRYQEWSVL 

RDTVHRNLVLDTKRHPALILVE 

YKERTSSPATEQSCMENDFDEL 

REEGFRRSV1TNFSELKEDVQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 


1 


2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRKNVATVSKG 

WAGSLAWPGGFPRKVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SGP1ASESPLTTNPHSHSARRPR 

TYI/GHAPALRVTN/PESFSYWG 

TRGPSATMACDGLTRTGHSSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHT1SSGPCG 

HRKFSPKAGDSNTPRTRSRPRV 

SCALPPDVRGSWLS*KWNQIW 

YHTLPQPQENTPKSQENKPKSK 

PQPTQR*TRGPW\PSSRCRVRSG 

/THRRPGLFLS*KQ/PSES1GHSR 

ALSAFTPAEMISTLPPPPTSKSPL 

AARAAPPGNG*SPKAGDSNTPR 

TRSRPRVSCALPPDVRGSWLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui pcpiiuc act|ucutc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

ft^ll*ftftfl V^nncClKI* mti*\mi\ttl\* inc-n*-«iftrk\ 

uciciiuii, * |»u5siuic nucicoiiue insertion) 


7600 


37968 


A 


7654 


1 


1430 


MQDTCSEIISPADFPTFSSSLKIR 

FSTDSPSQIFKKHCIQKIVLILLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTH 1 LC KRTAGSG PFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPGPVAPAPLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQNAGP 

SG/H AQPSCPPPVPL* PPH PH P*G 

LSFSSCSRSWVPNTPP/EPREGE 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KS ARPRQA PC PTLTDGG H 1 FP A S 

AARP*HKGHQTAEGKNPGRAD 

TSTSPFATFPFISGGEEKSRSPVL 

PERTRQREEAPGPPSSPLRGLW 

LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 


3 


649 


AKD/ELHIVEQGHDIRGRSIKIT/ 

LATLKMS/VQPTFS/LGGFEIQPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKALAAD 

EDDDDDDEEDDDEDDDDDDFD 

DEEAEEKAPVKKSIRDTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 

QDPFRKQEKT\PKTPKGP\SSVE 

DIKAKMQASIGKKRIEPVLGTY 


7603 


37971 


A 


7657 


1 


1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQNYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELHI VEAEANfNYEGSPIKVTLA 

ATLKMSVQPT\VSLGG\FEITPPV 

V\LRLKCGSGPVHISGQHLVAV\ 

EEDAESEDEEEEDVKALLSISGK 

RSAP\GGG\SK VPQKKSKTCM L 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEE\AEEKAPSERNLYRDT 

PS/AKNAQKSNQNGK\D\SKPSS 

TPRVSKGTRIPSKKQEKTPKTPKA 

GPSSVED1KAKMQASIEKAGGSL 

PKVETKFINYVKNVCSRMTVDQE 

Al\QDLW\QW\RKSL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
inUSSN 
09/>40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


7604 


37972 


A 


7658 


9 


271 


GRVCKALWHSDWHTARVLC1N 
STTTITASCNP/RHTARRSLTTPT 
♦MCRLENWTKNLLFNGPVPVL 
VMSLLFIASVFMLHIWGKYTRS 


7605 


37973 


C 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 

ERLLGPEGS/PGGGALPGVPPSR 

FVRTASSTLFLPPSPRPAFPPSSIP 

LVPSPPRHCARSRETWPRTLR1G 

SAP 


7607 


37975 


A . 


7661 


1 


431 


LALQFSFLQNRQGLNLLIAEKG 

RLCIFLNEECCFYLNQSGLVYD 

N I KKLKDRVQKL ANQ ANN Y A E 

PPWALS\NWMSWVLPILSPL1PV 

FLLLLFGPCVFCLVSQFIQNR1Q 

A1ANNSI*QMLLLTTPQYQPLPQ 

NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


-> 

_> 


647 


ELWTRGPRKRQNGSSKPLWLL 

YGESGAQKSVVEVTKPRLLWP 

QWIQHRARRPCLQQAPCSSRPH 

APAS\LPPSSSPTARDTKHRAQV 

KTTDSGARRRDGRVLGVLEVS 

RS1ADGQYKRCGWTSVPDMRR 

C\QLTPQ*PGSILLACDGLF\KVF 

TPEEAVNFILASCLEDEKIQTREG 

KSAADVR\YEAA\CNMLANKA 

VA AG ARPDN VTV\MV VR\IG H 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIIYIGKPSLRKQRFM 

QFS SLEH EG E Y YMTPRDVFLFS V 

MFEQMERK\IQSRS*QKRF1EDT 

LSGIPTAGCGSSFFQRPWAI1CGL 

I\SYNRVIFFFALQSSLNPIPGFH 

VAFKMLDTDGNEMIEftK/ENFL 

SCRRS*VNKMT*LTVKTNETWI 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRRWENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKNV 

REKLSAGES1SLDEVKLAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGQELSNNIL 

DTVFK1FDLDGDECLSHEEFLG 

VLKNRMHRGLVGTTTSEYTRIL 

EVCEERKH 
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SEQID 
NO: 


SKQ 10 NO: 
of peptide 

>Vt|UC IHC 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/>40 217 


Nucleotide 
location of first 

f*fu4nn fnr n^nftd^ 

sequence 


Nucleotide location of Inst 
codon for last amino acid 
of n^nfiflr crfiu^nCf 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
ucicuviif i )>umiuic ijuiicuiiuc inscriivnj 


7613 


37981 


A 


7667 


2 


342 


QN RG PG RT* DFLPNS/VG EK 1 LS 

FCNCSLGSIGALGPACCRVLSEL 

SEEQVFHVNYLDVEELSLSRLC 

QCLVELSFQLATAYHGSATTRE 

AARGEAACRAHLMFWCLCIWQ 

FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 

GMSEEEQGSGTTTGCGLPSIEQ 

MLAANPGKTP1SLLQEYGTRJG 

KTPVYDLLKAEGQAHQPNFTF 

RVTVGDTSCTGQGPSKICAAKH 

KAAEVALKHLKGGSMLEPALE 

DSSSFSPLDSSLPEDIPVFTAAA 

AATPVPSVVLTRSPAMELQPPV 

SPQQSECNPVGALQELVVQICG 

WRLPEYTVTQESGPAHRKEFT 

MTCRVERF1EIGSGTS1CKLAKR 

NAAAKMLLRVHTVPLDARDG 

NEVEPDDDHFSIGVGFRIADVL 

QNRGPGCTWDSLRNSVGEKILS 

LRSCSLGSLGALGPACCRVLSE 

LSEEQAFHVSYLDIEELSLSGLC 

QCLVELSTQPATVCHGSATTRE 

AARGEAARRALQYLKJMAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHV1S 

RTHRK\SQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GEWGLGLLVWGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

M L EQMDLM Dl S DQ E A LD VFLN 

SGGEENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

NSSQRFDMLHSGNFE1HLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QVLQAPGPESSTCQNEITLQVP 

NPSELRAICPPSSSSTCTDSATRD 

1SEGGESPVVQSDEEEVQVDTA 

L ATSHTDRE ATPDGG EDSDS 



889 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iMcl 
hod 


SEQ ID NO: 
in USSN 
Oy/^4Ut2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 

GEET\AAAAMLETLRERLLSVQ 

QDFTSGLKTLSDKSREAKVKSK 

PRTVPFLPKYSAGLELLSRYED 

TWAALHRRAKDCASAGELVDS 

EV VM LS A H WEKKKTSL V ELQE 

QLQQLPALIADLESMTANLTHL 

EASFEEVENNLLHLEDLCGQCE 

LKRCKHMQSQQLENYKJCNKR 

KELETFKAELDAEHAQKVLEM 

EHTQQMKLKERQKFFEEAFQQ 

DMEQYLSTGYLQIAERREPIGS 

MSSMEVNVDMLEQMDLMDIS 

DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 




7619 


37987 


A 


7673 


3416 


3920 


CCL1KNDIKEKLHYSDCRLNVG 

QPCILPRNAFEFDLLIFYLGNLH 

FYISE1GLLGYCTFFFFFFEMESC 

SLTQAGVQ*CNLGPLQPLPPGL 

E*F/SCLSLPSSWDYRHVPPHWL 

IFVFLVEMGFCYVGQAGLEFLT 

SGDPPTSASQSARITGVSHHAQ 

PGYCILILGFC 


7620 


37988 


A 


7674 


1 


387 
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SEQ ID 


SEQ ID NO: 


Mel 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


7621 


37989 


A 


7675 


1 


1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RAARLGNEEQDAASAGPGPNG 

CGHLGAEEPSAAASGMDQCVT 

VERELEKVLHKFSGYGQLCER 

GLEELIDYTGGLKHE1LQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEN41MYGFHLA 

HHM\ALGTSIFGEEGRYSL\STS 

NSSIAALLCALYPHFPGFTALD 














NRYHLQ\ALR\HLYVLAAAEPRA 

FLVPVGCGTQTRPCY\ALLGSLP 

YKGTQWY\EQTKE\DLMAPTLL 

PELHLLKQIKVKGPRYWELLID 

LSKGTQHLKS1LSK\DGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYFXCKPTVNMGQKQ 

E\1LDLFS\SVLYECVYPRETP\E 

MLXPAYIAMDQLIRRLGEREMS 

ETSELWVQIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGD1C 

VNAYLTGQPL\EESQL\DMLACF 

LVFHFVPSSTALPTL*D*KGSTS 

FAXELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPGASR*HY 

LHRCRSRHSSS/NIGKNI/HSLRA 

GAVNNQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SEVVTLQQFLEESNKLTSVQIKS 

SSQENLLDEVMKS\LSVSSDFLG 

KDKPVSCGLARSVSGKTPGDFY 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGKIKLVICESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTSIHDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSHILDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTF ATI RM PSD A FG M L A K DK 

HRTIYCGPFISAILIPEYRiS 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540.2 1 7 


Nucleotide 
location or first 

rtMl/in finr n^nfiHf* 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 

floli^lilin \snncviKI* nni>laA>iila 

ULH.1IUII, \ pu^iuic nucieoiitie insertion) 


7624 


37992 


A 


7678 


1256 


1971 


HNCALHADSTMRGKAPLFRPT 

YKLMEQLLLRJFRWISQKCQNV 

EVTSICWF/CTCTYSGWVEAYP 

TRTEKPYKKGKNDPSCTKGQC 

NPLELVITNPLNPHWKKGERVT 

LGIDRARLDPRVNILVRGGEVY 

ERSPEPVFQTFYDELNVPVPE1P 

GKTRNLFLQLAECVAQPLNVTS 

CYVCGGTVTGYQWPWKAREL 

VPVDPVPDEFLAQKNYPDNFW 

VLKPSITGQYC1AREGKKFTHP 


7625* ^ 


37993 v >v 


A- ' 


7679 


1 


1710 f 


— \ • — 


7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 


1 


1718 


M LSIQSTHA EKEL EN FFQNTED 

WYFHTSHHLSSLRFFSARESNC 

SMKLYEEAYMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVHLQKGKNGPSCTKGQCN 

PLELVITNPLDPCWKKEERVTL 

GIDGAGLDPQVHILVRGEVYKH 

SPEPVFQTFCDELNVPVPEIPGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTHGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\S1IGQYCIAREGKEFTHP1G*L 

SCRRQKLYNGTTKTIT/W/RGSS 

NHTERNPFSKFPKLQTVWTHLG 

VP\RA WEQPPLG FLLG Y V RA WS 

LLTGLLDHWAGSCCLLGTI\KPS 

FFPTAP*KQGKLLGFPVYASRE 

KRIIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTP1YVL 

NRIIRLQAALEI1TDKISRALTIL 

A WQ ETQM RN AISQNRL A L D Y L 

LAAEGGVYGKFNLTNCCLHVD 

DQGQVVEDIVRDRTKLAHVPV 

QVWHEFDPGAMFGKWFPALG 

GFKTL11GVLIVIGTCLLLPCLLP 

VLLQMIKSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TL1SFIYPAQNPELLNKLSQRKT 

TVLAMDQVPRVTIAQGYDALS 

SMANIAG/YLIVGGGVAGLASA 

GAAKSMGAIVRGFDTRAAALE 

QFKSLGAEPLEVDLKESGEGQG 

GYAKEMSKEFIEAEMKLFAQQ 

CKEVDI 


7631 


37999 


A 


7685 


1 


236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


tMei 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


7634 


38002 


A 


7688 


-» 


408 




7635 


38003 


B 


7689 




2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 
ATGCSCPLLNNLGSCKGLRVK 
KDFLRTFYTHQELWCKAPVKP 
G 1 P YKQLTVG VPKEI FQNEKRV 
ALSPAGVQNLVKQGFNVVVES 
GAGEASKFSDDHYRVAGAQIQ 
GAKEVLASDLVVKVRAPMVNP 
TLG VH E A DL LKTSGTLI SFI Y PA 
QN PELLN KLSQRKTTVL A M DQ 
VPRVTIAQGYDALSSMANIAGY 
KA V V L A AN H FGRFFTG Q1TA A 
GKVPPAKILIVGGGVAGLAS 


7637 


38005 


A 


7691 


2 


288 


EFPATIQSNRARGAKPGRRVDR 
G PQ ARCFD VGGCPRS A PSNG LR 
NSEPSP'GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKJPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 

KAPLVGNAESQRVASPSGPPAP 

CSPV\GWPGTYKA1PASGTVAP 

TPLSAGTTDMTRLCPLSLEFLL 

ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 

CGRHNPGQSRLQRRPSQDVELE 

DCCRGC*SGSLWLRTLRPKRPA 

PFGGFSVPASSAASIPTGSAVVQ 

PGPLPGPTGKSPPVFAGSGPSSN 

PQPAFS\NMRTRDGSKPGSA/SF 

APLTPPLEPPAGLRAPSSGVSPL 

LPATIQSNRARARSPGDA*AAP 

PRPGVLTSAVPLPRRVT/CLRNS 

RAF A PAVRTNAVTP* PGGVSGP 

SQRRAEAA 


7640 


38008 


A 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ 1!) NO: 
in USSN 
0*>/540,2 1 7 


Nucleotide 
location of first 

ffulftn fnr nrnliHp 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciriiiiii, t fw^biuic nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGGFLANLSYQEALSDTQVAIV 

NILSSTSGLFTLILAAVFPSNSGD 

RFTLS* ELLAV1LSIGG VG L VN L 

AGSEKPAGRDTVGSI WSLAG A 

MLYAVYIVMIKRKVDREDKJLD 

IPMRFGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMCII1N 

GLIGTVLSE\FLWLWGCFLTSSL 

IGTLALSLTIPLSI1ADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYNNWDPVMVGIRRIFAFICR 

KHRJQRVPEDSEQCESLISMHSV 

SQEDGAS 


7643 


38011 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 


-> 
j 


1433 


KIRVTSKALELGKAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGP£RWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSNVSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAA1K 

PSGTTISVTASVTIALVPPI>QPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQSHLSTGMGWAGFVRS*PS 

PSPRKA/RGVRMEEERVGVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFR1YSN 

HSATWKSLA/L*IPLQAPLK\TM 

LPELG*MPQCSNER7AWRG\VQ 

D PH Y PEG I KLC A M K V VTNPCG I 

PSPIGA'SPTFAKGLREVIEKNR 

P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


KCDILPTALDSIHH/SSHRVHLA 
HSPHSLQ**HPHPLAQPSQQDRP 
SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQID 

NO: 


SCO ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

LREKLREGRDASRSLNEHLQAL 

LTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDED 

VQVELAEKVQKSSAPREMQKA 

EEKEVPEDSQEECAITYSNSHGP 

YDSNQPHRKTKITFEEDKVDST 

LIGSSSHVEWEDAV/HHYSRK* 

K* * *G RG RKRAS VSQKPEETPSV 

PRPEPPPRGSGEAERSVGS\\ODA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAA1FGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 




5665 


LLEKLRQR1HDKAVALERAIDE 

KFSALEEKEKELRQLRLAVRER 

DHDLERLRDVLSSNEATMQSM 

ESLLRA KG LEV EQLSTTCQN LQ 

WLKEEMETKFSRWQKEQESIIQ 

QLQTSLHDRNICEVEDLSATLLC 

KLGPGQSE1AEELCQRJLQRKER 

MLQDLLSDRNKQVLEHEMEIQ 

GLLQSVSTREQESQAAAEKLVQ 

ALMERNSELQALRQYLGGRDS 

LMSQAPISNQQAEVTPTGRLGK 

QTDQGSMQIPSRDDST 


7653 


38021 


B 


7707 


1 


1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 

S*DSLFGDVWN*LP1FASNFSFA 

EL*K*GFVRDYHK*TFVCS/CLL 

NP*GPEFVGKKIKRKKNHDAK 

YLNV*YS/CFRCAPGYYGNPLLI 

GSTCKKCDCSGNSDPNLIFEDC 

DEVTGQCRNCLRNTPGKYCHIL 

S1KKCISRLLFLFPTVCNCGGGP 

CELH*EQNFWFKNYFNSRHPLP 

QTDVSWCSAKTACL*HAFDL*F 

♦RNVSPPGCDKCVWDLTDALR 

LAALSIEEGKSG 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7655 


38023 


A 

i 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 

LN/ESSN/IG1EFEIAFKVRPRSSS 

GTLVHGHSVNGEYLNVHMKN 

GQVIVKVNNGIRDISTSWTPKQ 

SLCDGRWHRJTWIRDSNVVQL 

DVDSEVN\HVVGPLGIQKPIDH 

REP VLWGG VPRI L Y* H PRFCPP 

QNPFTG\CI R\H F V I DG PPQ WS FQ 

VKAAPGQAGARKASNSLSQQP 

G HGQKHSCPK YKVPLRALEKE 

HKASPGGTVTLSFGVGSFSSS 


7656' 


38024 ' ™ 


A 


7710 


3 


322 


DG VSHCRPG WS A V A * SQLTAT ' 

STSWVQMIACFTLPSSWDYRCT 

PPCLTNFCVCIFSRDRVWAMLA 

GW\LKNS*PQAIRPPQPPKVLGI 

TGHEPRAPGQKILTFHILT 


7657 


38025 


A 


7711 


2 


480 


YSPPECPFCGKIEEHSEDMETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGLICTNYHILQEHVDLHL 

EEN\TFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NMEIEVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1110 


MHCIETGVERRILGLLLFRGSLA 

SVIRPGEVLDAAHALVCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCNIC 

GETVTSEPDMKAHLIVHMESEII 

CPFCKLSG VN YDEMCFH1 ETAH 

FEQNTLERNFERINTVQYGTSD 

NKKDNTLQCGMEVNSSILSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGKI 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQE1EEFQKLQR 

QYGLDNSGGYKQ\NNYEIWR* 

K*!GEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
* HRALPCLPL WSPKCPSR WP WF 
G 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMPV 
SKG*GWVQRYNRDGIPSPRVLE 
LF 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 


Nucleotide 
location of first 
cuuuii lur pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

fif rtr-ntift^ crniirnrr 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

deletion. \— rxissihli* niirl^nlirlr incrrtinnt 


7663 


38031 


A 


7717 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 

PEQKALVIGGEACMWGEYVDN 

TNLVPRLWLCPPSTQDLANEGI 

REMTILHRHIPDRGKGVMRSCS 

FRTPRPFTLACGPEKSLMDPQS 

QSNSEGASSSLVVKLADTDRER 

ALRRMQQMAGHLGAFHPAPLP 

LGACGAYTTAILQHQAALLAA 

AQG PG LG P V A A V A AQMQH V A 

AFSLVAAPLLPAAAANSPPGSG 

PGTLPGLPAPIGVNGFGPLTPQT 

NGQPVAPTRSTITGSPLI/SGWSQ 

SRPILRJMKYAEQRIPTLNEYCV 

VCDEQHVFQNGSMLKIQPDTII 

QVWREDIPVNYMKELELVTKA 

GFRALLSAPWYLNRISYGPDW 

KDFYIVEPLSFEGTPEQKALVIG 

G E ACM WG E Y VDNTNL VPRL W 

AHRIQL 


7664 


38032 


B 


7718 


1 


1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 

PPGLSPPGSGPGSGSRHGSARPG 

PTPEPSGSLGAALDSSLRAAVA 

FKAEGQRCYREKKFREAIGKY 

HRALLQLKAA/LGGPP*RPARP 

RPPGPTSSPGPARLSEEQRRLVE 

STEVECYDSSPA\CLLQSELVNY 

ER V RE YC LK V L EKQQGNFRPP 

YRAGMAFYPLGDYARALRFLQ 

E A PSREPPDTN V LRY l\QLTQLK 

MNRCSLQREDSGAGSQTRDV1 


7668 


38036 


A 


7722 


1 


262 


NGKEPGRYTFEDAQEHIYKLM 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL*KEGKSLTSKRLTSLAQSY 


7669 


38037 


A 


7723 


1 


1392 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7670 


38038 


A 


7724 


I 


1544 


MAQGNNYGQTSNGVADESPN 

MLVYfllCMEDVIARMQDEKNGI 

PI RTVKSFLSKI PS VFSGSDI VQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFPISDHVLTLKDDGTFY 

RFQTPYFWPSNCWEPENTDYA 

VYLCKRTMQNK\ARL\ELADYE 

AESWA/RGLQRAFAPKW\EFIF 

M\QAGAQAKVDKKRDKIERK1L 

DSQERAFWDVHRPVPGCVNTT 

EVDIKJCSSRMRNPHKTRKSVY 

GtQNDlRSHSPTHTPTPETKPPT 

EDELQQQ1KYWQ1QLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSNPW\LSDDTTFWELE\A 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLKIF*EFR1SGS 

GNFKVLGWASGRTLKKRPF\KE 

VPSRVQEIWQEFLAPGAPSAINL 

DSKSYDKTTQNVKEPGRYTFE 

DAQEHIYKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSKRLTS 

LAQSYLNGSSCSMNADWSHCT 

HFVAQCCDLEQRTLEQDVA 


161 \ 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 

AEESLPARATN*ARPAAHTRGG 

RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSLIDLPLLI\SFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAGITGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/NLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




1616 


38044 


B 


7730 


141 


586 




1611 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRKGPQFG 

KSQYQELIRRSECGLNRGEGES1 

KANMQQVIYIFPITLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

♦EWLYFETGTWVYPVFAKLSLL 

GLAAFFSLSYVF1ASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKIEMAE 

VPSSAQSMNWCEKLLVFPPR*C 

CFLRPRDSVSPPVFAWFILMHF 

NTRLFQEAFPGQPQILQRWRLE 

SVGICFQWPDWKSPAKHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

deletion. \— DOSSlblr nnrlrntifli* inc/rt \t\n\ 


7678 


38046 


A 


7732 


32 


394 


G1CAVLP1MRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SQT*EVTSLQVSGKVWR*WTAI 
CTHTSQSLS1SLL\FCLRSASATS 
LTLSHCVNVVKGLLDFKKRRG 
HSIGGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAKRTVSISEGP 

DTLGDGMRERRETLALAPEPEP 

LEKEACEKWKRPFRSASATSLT 

LSHCVDVVKALLDFKKRRGHSI 

GGAPEQRYQI1PVCVAARLPTR 

AQDVLDAHLSEVQCCSFXGPNS 

SLLATGGADRL1HLWNVVGSR 

LEANQTLEGAGGS1TSVDFDPF 

G/SNQVLAATYNQAAQLWKVG 

EAQSKETLSGHKDKVTAAKFK 

LTRHQAVTVGSRDRTVKEWDL 

GRAYFSR\TIQCSFSYCNDVVCG 

DHIIISGHNDQKIRFWDSRGPHC 

TQVIPVQGRVTSLSLSHDQLHL 

LSCSRDNTLKVIDLRVSN\TARG 

FRADGFKCGSDWTKAVFSPVDR 

SYALATLPVMGPFMWECGTPG 

KNWKKQELTGTP1ALPVQTPW 

PWCLLPGSPHGETWTQGRKGC 

AFGSRAHDLPALGWRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGC1PLK 
VFPAVFRLPLSLHTFLPLPLSRT 
LASGGDGATSASCCRCPGAVS1 
S*L*QTVASP*VLVFVHSRKE\T 
GKTARAIRDMCLEKDTLGLFLR 


7682 


38050 


A 


7736 


1 


489 




7683 


38051 


A 


7737 


1 


423 




7684 


38052 


B 


7738 


1 


900 




7685 


38053 


A 


7739 


1 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQIIVCTPEKWDIITRKGGE 

RTYTQLVRLIILDE1HLLHDDRG 

PVLEALVARAI\RNIEMTQEDVR 

LIGLSATLPNYEDVATFLRVDP 

AKVLFYFDNSFRPVPLEQTYVG 

1TEKKAIKRFQIMNE1VYEKJME 

HAGK\NQVLVFVHSRKETGKT 

A R A 1 RDMCLEKDTLG LFLREGS 

ASTEVLRTEAEQCKNL*LKDLL 

P YG F A 1 H H AG M TR V DRTL V ED 

LFAVDKHIQVLVSTATLAWGVN 

LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 
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SEOin 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion. \= possible nucleotide insertion) 


7689 


38057 


A 


7743 


18 

! 


1108 


csoiprfrdsqstraacffpawt 

rmrapsmdraavarvgavas 

asvcalvagvvlaqyiftlkr 

ktgrktkhemmpefqkssvrjk 

nptrveei1cglikggaaklqiit 

dfdmtlsrpsykgkrcptchni 

i dnck\rlqmn vers ycqlicek 

yyaievdpvltveekypymve 

wytkshgllvqqalpkakjlke 

ivaesdvmlkegyenffdklq 

qhs1pvfifsag1gdvleevirqa 

gvVhpnvkvvsnfmdfdetgv 

lkgfkgeli\hvfnkhdgalrn 

teyfqsn*ktnsniillg\dsqg 

DLRMADGVANVEHILKIGYLN 
DRSGMSF*EKYMDSYDIVL\VQ 
DESLEVANS1LQKIL 


7690 


38058 


A 


7744 


105 


548 


PQTPRLKQSYHVSLPSSWWDHP 

VAGKRA*HAH*FYIMAQLFLPA 

ASPGPTPASQQPLWTQCLPISW 

RPWSAHSFLKPSSPGPGPTPASQ 

QGLWTQLPRSFQRPWPKSSSSR 

PGNGPGRAASRPPRAQLRPLGG 

LSRFNDGHGNFLAQ 


7691 


38059 


A 


7745 


186 


650 


RCPGCPTTASARESREAESRGR 

GSSGASWGAVQWEEPQPRRLL 

RGTDDCM1FWAPHGSSTWRRR 

CVHSRSTAADPVLTPSPA/STPS 

SNCSGSGTSLAALPLPLPQTLGP 

*QPGWKGTPQPCLNTWGVSITS 

TGRWATPKIPGLTVPPENMDS 

MWG 


7692 


38060 


C 


7746 


212 


556 




7693 


38061 


A 


7747 


2 


312 


PDLK*STCLGLPKCWDYRW/RA 
TMPGWENIFSSMNHTLNALTG 
A VTSTRDN S * LHRVSCI SS P WCC 
CLSPCPCRVSAGTGRVPSCLCH 
SGAWNRLDQDINRNNSC 


7694 


38062 


A 


7748 


2 


366 


FLHTKYLLFCGIKAPHKYFIRSII 

FFFFLRQS/LYSIAQGGVQWGN 

LGSLQPPSPGFKQLSCLSLPSSW 

NYRCAPPCPANFVFLVEMGFH 

WIKPG*SRN*PRDPPASASQSAG 

ITGVSHHAQP 


7695 


38063 


A 


7749 


1 


446 


MPILFTTVSSALSGAQHIADAQ 

CDRKGHRTTIQGSRVNLVQPSV 

GPKVEETQCWGPGRGMPGAPE 

APRERRVRSGSRSGDPGVA/PR 

AASGVGGRYAITRGRASAAVP 

CRSGGARRGGAGGQAADCGPG 

H*KESESRGPEGPAEGSQPL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
coutin lor pepiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

(II pcpilUC 3Ct|UCIHC 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
uLiciiuii* \— (mabiuic nucicotiuc insertion) 


7696 


38064 


A 


7750 


1 


744 


GGLIPRAQRESKRRSRGRARAA 

SGV/VWALCYHPRQSECCGTL* 

KWRSSPRRCWRTSGXDCGPGH* 

KESESRGPEGPAEGISASLKM* 

WFASGTCLSRCLTLRQRK*LKK 

IK!IWIKK/SEK/PAEAT*SEGQPP 

F*GPRQTGAEGF*LEPPQPGMSL 

KLFKVILKG*DSRTKMGDQQPP 

RVHGRTHGPLQPLTPVKGQGS 

CPVKGPSPSGIWP*KPLL*CLAT 

L*WQEGTFSLSGLLGPGTPGAS 

VGHKIY 


7697 


38065 


A 


7751 


316 


650 


SYNTHGITFHVPTANVLVVDL 
MCHLEKLAKYDDIKKMVKQA 
LEG PL\KG I L DYTEQQV VSSN FT 
S DTH S FTFD AG A G T A FNN H FFK 
LIF*YDNEFGYSNRVVELMFHP 
ASKG 


7698 


38066 


A 


7752 


2 


775 


QARRARSRNSRGLSQSAARPLA 

AKTAWRTVAPPQPWAAAPR*R 

SSCPHSSCSATSPGPARACQSSA 

HSPSPRLQAPPPPTSSNSGSSVPE 

AATAPLAASARRGTPRPRTGRP 

SWAGTRQGSWAGTQRPWVWA 

PAPAGPPRAAAAAAR*GRDJCS 

QLTCPPRHSTPPGSAAGASRHR 

RRGLAGPAPSPPGCRAARPPWP 

SAAAALGLGGRGPDLVALHCEI 

HWPLEFQSLCCCLLTSRGGEAS 

CHPEFHLFMHDFLPGSF 


7699 


38067 


A 


7753 


1 


552 


MQTLFTLLQPSSQTPGIPQPIVC 

CVYAESGARDSGQP/PSKVPVPS 

FCTPAATQRG*REPGCSHPAGD 

CSAPQQCS*PGQ/RIS/RGDKVL 

ASNTYLPGPPGLPGGQGPPGTW 

MKVETITQQTNTGTENRVFSLS 

LYMTISKQYLSEEQGSHWLSCL 

INALQAFFSNAAIWLVTWFELS 

RVLDGAEND 


7700 


38068 


A 


7754 


2 


538 


LGKYITGDKVLASNTYLPGPPG 

LPGGQGPPGSPGPKGSPGFPRY 

A\GLLGQPGSRGSIGTHGT1S*S/ 

G/LPTKQGRRGPVGPPGPPERD 

GSKGERGAPGPRGSPGPPGSFD 

FLLLMLADIRNDITELQEKVFG 

HRTHSSAEEFPLPQEFPSYPETM 

DLGSGDDHPR RTETRDL RA PRD 


7701 


38069 


A 


7755 


146 


373 
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SEQIO 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


7702 


38070 


A 


7756 


678 

< 


1582 


CQGNSPLSGVWPSGDWEDKHS 

Q*CPVVCSPQNILSQTSRHNDR 

DYRLPRAETHSSSYAQYSTPSN 

LVVHPTATPSTVPSSPFTLQSD\ 

YQPKJCSFDANGASTLSKLPTPT 

SSVPAQKTERKESTSGDKPVSH 

SCTTPSTSSASATE/S/TTSAPPTS 

ASAGPCFSCSTARQYLPYFRDP 

NLLRTIAVLLCKATVAALINS*C 

GTYLKIK*SSYSSCDTSLTAVYN 

S*VSYCWTICFQHNVSDFSSCSA 






*ip - 








\PTQAQPSNQSPMSLTSDASSPR- 
IICFSKE*GTPQTVNTVPIQTFGFS 
TPPVSSQAKG 


7703 


38071 


A 


7757 


1 


1365 


MHLIPPATNCDTLVECCLPGKL 

TRDLVCTAFTGFGTSYSPQENS 

HNHSALHSSNSHSSNPSNNPSK 

TSDANILSQTSRHNDRDYRLPR 

AETHSSSTPVQHPIKPVVHPTAT 

PSTVPSSPFTLQSDHQPKKSFDA 

NGASTLSKLPTPTSSVPAQKTE 

RKVLQQLSKHMRKVMIRSALIT 

SI 1 LDLLY I EKDLR YQKN I ESTSG 

DKPVSHSCTTPSTSSASGLNPTS 

APPTSASAVPVSPVPQSPI/PSLT 

SGPKSS*TIA\PALQATLQLNNS 

NVDISKINEAQPSNQSPMSLTSD 

ASSPRSYVSPRJSTPQTNTVPIKP 

LISTPPCFITAKG*LLQ*LSQGTS 

VHSQPHTAACNC*/PSSK/SHEP 

VSPRSLQRSSSQRSPSPGSQFILL 

NSSNG1QMATVVPQEFFLARFH 

VFHLTPGTRRPPFQWKISLKHV 

SRDGPADSWQEEGRASRFTAE 

GRRH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7704 


38072 


A 


7758 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVG PVG PRTH P V V 1 FP V 

PEC 11 G 1 DMLSSRQN PH TG S LTG 

RVWTIMVRKAKWKPLELPLPR 

KIVNQKQYH1PEGIVEISATIKD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AA I DL AN DFFPI PVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL\PIYRV 

SRKAANFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

VGHAQQHSII K WKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


7705 


38073 


B 


7759 


56 


3476 




7706 


38074 


A 


7760 




591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTM RPELPIINCVLSDPCSH 

KVGHAQQHSUKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


7707 


38075 


A 


7761 


1 


558 




7708 


38076 


B 


7762 


1 


1189 




7709 


38077 


A 


7763 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*IPLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


7710 


38078 


B 


7764 


1 


474 




7711 


38079 


C 


7765 


1 


3384 




7712 


38080 


C 


7766 


1 


333 




7713 


38081 


A 


7767 


1 


390 




7714 


38082 


A 


7768 


3 


728 




7715 


38083 


C 


7769 


184 


529 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, W possible nucleotide insertion) 


7716 


38084 


A 


7770 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECIIGIDMLSSRQNPHTGSLTG 

RVWTIMVRKAKWKPLELPLPR 

K1VNQKQYHIPEGIVEISATIKD 

LKDAGVVIPTTSPFNSPIWPVQK 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AA1DLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTK1QGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL 


7717 


38085 


A 


7771 


2 


469 




7718 


38086 


A 


7772 


3 


587 


YPASAGLMLQNFGV1GLRYHF 

AIHSPAAGGLLDGLHAVAAIQG 

1TKIETTPNHQRAPAHWTLLTQ 

QAHLQPSPLHFNLPLTLCLMHC 

PT A I PH CF A DA RT WVN LPTS S LI 

GHKKENLKEFISGSLIVHEILEE 

VLQAEGDFQPFTRVTVHWGKG 

NDQTFRGLLDTGSELTLIPGDP 

KHHYGPPVKVGVAYGAQLL 


7719 


38087 


A 


7773 


1 


633 


M TV D YRK FNQ V VTPM A A/A VP 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

GYINFPALCHNLIRRELDFFLLL 

QDITLVHYIDDILL1GSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GDIKEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSKT 

DA DA DEE I E A L RG 


7720 


38088 


B 


7774 


1 


1431 




7721 


38089 


B 


7775 


75 


947 




7722 


38090 


A 


7776 


6107 


6706 


MVVVFLHKCLHYFHSTQLVISR 

YNSPTSEYFQALDLTWRALGT 

VGSAPPILPDLGGTNRRQPFPIL 

SHSGLHRNVLQPETDSQSEDRL 

PVTWLAVSACCQQQMVGGNP 

TRSKL*RTGSHYHLPG\WEP*RP 

HFPHAGSLAWQWLLCSSLEHSF 

GA*ELPCNPCKGWCLCPCHF1F 

YIFFNSFLSNCPIQLCNWHSSYFI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7723 


38091 


A 


7777 


1 


3179 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKTIRSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSD1SYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGY1 

RNRKDDYDN HTG 1 DL VGTI I ATI 

KGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAE1MLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKAIYNKSIIEGP 


7724 


38092 


A 


7778 


281 


1531 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALMRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPECIIG1DILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GGTEEISAT1KELKDAGEV1PIPT 

TFPLNSP1WPVRKTDGCWRMT 

VDYCELNQVVTPTAATVPDVV 

SLLEQINTSPGTWYADIDLANA 

VFSIPVHKAHQKQFAFSWQGQ 

QYTFTVLPQEYINSLGLCHNLI 

WRDLDGFLLLQNITLLVHYVD 

DIMLIGSSEQEVANALDLLVSM 

ASSRVPYDQLTEEEKARFTDGS 

ARYAGTTRKWTAAALQPLSRIS 
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SEQID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown» 
*=Stop codon, A=possible nucleotide 
deletion, \= possible nucleotide insertion) 


7725 


38093 


A 

i •.' 


7779 


332 


2159 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVV1PIAAAVSDVVSLL 

EQiMTSPGTWYAAIDLANAFFSI 

P V H KAQQKQ F AFS WQGQQ YTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGVP 

RQLLACYWALVETECLTLGHQ 

VTI * PELPIMN W VLSDPSSH KVG 

HEQQHSHKWKWYVHDWARA 

GPEGTTTPVISQWPHEQCGHGG 

RDGGYAWAQQCRLPLTKADL 

NTATAKRPlCQQQRPf LSPQVG 

TIPQGDQPATWWWVDYMGSL 

PSWKGQRFVLTGIDTYSGYGFA 

YPACNASAKTAICGLTECLIHH 

HDIPHSIASDQGTHFMAKEVRQ 

WAHDHGIHWSYHVSHHPEAA 

GLIEWWNGLLKSQLQCQLGDN 

TWQGWGKVLQKVVYALNQHP 

IYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAFCFLLPFPATLQSA 

GLEVLVPEEGTLPPGDTMIPLN 

WKLRLPPRHFGLLLPLNQQAK 

KGVTVLAGVTDLDYKDEITLLL 

KNGGKEEYAWNTGDPLGLLL1 

LPCPM 1 KVNGKLQQLKPE A L VP 

KGVVFPPGDTTMLSLSWKLRLP 

SG H VG L LM PLSQQ VQKG VT V L 


7726 


38094 


A 


7780 


84 


202 




7727 


38095 


A 


7781 


1 


551 


RWGSHTVAQAGVQWCDHGSL 

QPRSPGVK*SSHLSLLGSWNHR 

H ATTTPG * FCFFSR I RSHCVAQA 

GL*LLTSNHPPALASQT\VGITG 

VSHWTWPNTGFSVLTATNKNL 

KFFHYA 1 SKCLVRAKLSSRLLK 1 

EERNKALSAPVVSVSIFDRVLR 

LLGYSASDWQPEFVETAVSNFV 

IYG1FRGQ 


7728 


38096 


A 


7782 


1 


678 


MPACRLGLLATAL11SLLLFGFTI 

VSGTGAEKTGVCPELQADQNC 

TQEC VS DSEC A DN LKCCS AG C 

ATFCSLPNGQLAE* FEESEESSL 

DTVSPFVVFQSISSTLRIE*ARA 

GDSSQ\DKEGSCPPGVT!*LFPSS 

GLC\RDQVPGGTAQCPGQ\M\K 

CCRVNGCGKVSCVTAQFLSSSH 

HQAEQVRRDSFLPGPASGFQAH 

LPSPFFGTLYSLFGLTTSFSLSQP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
rndnfi for nentide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

deletion. \— DOSSlhlp nuf lentirff 1 incrrtinnl 


7729 


38097 


A 


7783 


1 


1972 


MAVNGCLEGPSSNFLSCLFfVA 

LVGSESTHPLCLEQPATQETRY 

QLLQLRPAQRASWIGYAIAYHL 

LEDYEMAAK1LEEFRKTQQTSP 

DICVDYEYSELLLYQNQVLREA 

GLYREALEHLCTYEKQICDKLA 

VEETKGELLLQLCRJLEDAADV 

YRGLQERNPENWAYYKGLEKA 

LKPANMLERLKIYEEAWTKYP 

RGLVPRRLPLNFLSGEKFKECL 

DKFLRMNFSKGCPPVFNTLRSLA 

YQDKEKCVA 1 1EKL V VG YETSLK 

SCRLFNPNDDGKEEPPTTLLWV 

QYYLAQHYDKIGQPSIALEYI1M 

TAIESTPTLIELFLVKAKIYKHA 

GNIKEAARWMDEAQALDTAD 

RFFNSQCAKYMLKANLIICEAED 

MSSKFTRGGTSAVENLNEIQCM 

WFHTECAQAYKAMNKFGEAL 

QKCHEIERHFIEITDDQFDFHTY 

CMRKITLRSYVDLLKLEDVLRQ 

HPFYFK/EQARIAIEIYLKAS*QP 

PYR*G1KGTRRLDTAK\LSDKEL 

KKLRNKQRRAQKKAQ1EEEKK 

NAEKEKQQRNQKKKKDDDDE 

E1GGPKEELIPEKLAKVETPLEE 

AIKFLTPLKNLVKMKIETHLFAF 

EIYFRKAAKMVYYLDPSSQKR 

A1ELATTLDESLTNRNLQTCME 

VLEALYDGSLGDCKEAAEIYRA 


7730 


38098 


A 


7784 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEETLFSN 


773! 


38099 


A 


7785 


1 


681 




7732 


38100 


A 


7786 


415 


692 




7733 


38101 


B 


7787 


1 


2204 




7734 


38102 


A 


7788 


1 


615 


MPVDHPPI KA FSEKRTSQS VNM 

LAKTHPYNPLWAQLEWFKLLEI 

SPKSP1NTDKFLLKRLSVPGSDS 

CRVRMENVLASQVLHPGVQLM 

M*EGSGWAEARJT/V/CS*AANP 

*KWHPASLPLPW*CRVRMENV 

LASQVLHPGHADDVGGKWLG 

RSKDHRAPEQQTRESGIRLPSLF 

PGSAEQPWRGNAQWHLSWKA 

LRGVFGMIPDSLLYEFHQSAKK 

SSHFKPPQPLLYWTLVNFLIPFS 

LHSSTWFMWSSNQGIMCKEEV 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unkno>vn, 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, ^possible nucleotide insertion) 


7735 


38103 


A 


7789 


3129 


3197 


TQNRRACSPDTEQLARQSGTYP 

VSLGQATVLEDSKAALPGLGPT 

LMAVTVVTTEAAVAIGCEAAH 

SSREDFTNHQLWRRTVEGKKG 

EGKNKFMSGGVNTTVPLLKTS 

RKGSPDSPHLREKPSLEKVTFQI 

GSFASPESDFESRMKKMEERVK 

ACGPSLEASEAADVAQDPQVS 

RSPFKPGFQENVCCPQNRLSEG 

DEGESDKGFAEDRGSRNDMAA 

D1AGQLSHAADLGTASHDDVT 




: >J~* "-■*"■ 










YAIKPTCWPGLDJ1PSCL 


7736 


38104 


A 


7790 


1 


1069 


MAEKEAGMSYMVAEVLGFVA 

VIIEAESLKRIRFFENFTVAEERS 

TDETFSLAEETCSSNPAMVRRK 

KIAISNFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMI 

SCRKIAESSLRVQFYVSRLMEA 

LGEFRGTIWNLYSVPRIAEPVW 

LTMMSGTLEKNQLCQRFLKEF 

TLLIEQINKNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNM LAKTHPYNPLWAQ 

LGDLYGAIGSPVRLTRTVVVGK 

QKDLVQRILYVLTYFLRCSELQ 

E/IPADLEWQSW*R*PAMVRRK 

KIA1S1IFSLCEKEEAQRNFQDFF 

FSHFPLFESHMNRLKSAIEKAMI 

SCRKIAESSLRVQFYVSRLMEA 

LGEFRGTIWNLYSVPRIAEPVW 

LTMMSGTLEKNQLCQRFLKEF 

TLLIEQINKNQFFAALLTAVLTY 

HLAWVPTVMPVDHPPIKAFSEK 

RTSQSVNMLAKTHPYNPLWAQ 

LGDLYGAIGSPVRLTRTVVVGK 

QKDLVQRILYVLTYFLRCSELQ 

ENQLTWSGNHGEGDQVLNGSK 

IITALEKGEVEESEYVVITVRNE 

PALVPPHPTTNSSRETQPLADR 


mi 


38105 


A 


7791 


118 


273 


FSLSNLVQFFRVCNDHLYTKLH 

FCFLQAEVKASNFCIYDSLGHA 

LGSHHTVECIATDEHTLHLTSP 

MG*SQGKQFLHLRFSWACPG1P 

PHS 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 

CtKJUU IU* [rcjllluc 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
unciivu« * |hj»mlhc nucleotide insertion} 


7738 


38106 


A 


7792 


1 


551 


MQPELPIMNWVLSEPSSHKVG 

HGQQHSHKWRWYICDWAVVG 

RESTTNGLA\GWS\GTWKKHD 

WKIVNDNEIWGKVSMWIDLSEW 

SKTVKIFVSHESAHHIT*KSSAE 

EDFNNQWDGMTCSVDTTHPLS 

LTTSVIAKWAHEQSDHGGRYG 

GYAGAQQHGLPLTKADLAMTT 

AECPICQQQRPSLSP 


7739 


38107 


A 


7793 


1 


782 


MTKIQEPSTSVKFLGVQWSGA 

YQDIPSKVKDKLLHLAPPTTTK 

EAYLGL/FGFWRQH1PH/LGTEQ 

EKTLQHVQAAVQVALFLEPYD 

PADPMVLEVSVADRDAIWSLW 

QAP1SESQWRPQGFWSKALPSS 

AANYSPFERQLLAYYWALVET 

EHLTMGHQVTKQPELP1MNWV 

LSDPSSHKVGCAQQHSIIKWKW 

Y1CDRARAGPEGTTTPVITQWA 

H EQSG HGG RDG G YT W AQQQG 

LPLTKADLATATAECPICQQQR 

PTLSP 


7740 


38108 


A 


7794 


65 


230 




7741 


38109 


B 


7795 


1 


2115 




7742 


38110 


A 


7796 


1 


246 




7743 


38111 


A 


7797 


1 


1293 


MAAAACLDASGEARPGLRPPW 

SQQGRKQAGALPPTKLAGLLA 

QLQPAEAPDLG1PVLSATREDPL 

SPQARKCLLPLPGLSPCSQHLL 

WCRASCG RA WG PSRPSRVCTG 

LDTAVTPAPCRLSPLWTSGADK 

RGREASRGEGSSKWACRHPSA 

QTAWAVEGDRHRFLSRKGQIT 

GKTPPSSQGQPEAWGLSCSCPH 

TLHTSFFLDTGPLNGGTEKAVT 

QTGPKHAPCSPGCGQQGGKGC 

G PSGTPDLG A LR A RA VT VG LCS 

SWHLQASGHHCIPQYLQQKLL 

VVHLVQPQPCTKPVPVPSFRLQ 

MTIENMNHLKPIPHKDYTANRL 

VSGLLQLPSNTSLVIDETLL\EQ 

GQLDTPGVHNVTALSNLITWQ 

KVDYDFSYHQMEFPCNI\KVF1T 

S EG RSLL P A D V PDSLTA PAN ST 

KHGGST*TAFSQRCCLPC 
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SK.Q ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X ^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






coo" on for peptide 
sequence 


Ul |ICpilUC SfrCtjUCIJlX 


ucii*iiuii % \~-|fu»iuic nucicOiiuc insertion) 


7744 


38112 


A 


7798 


1 


2555 


MPSHLNQHQIIHTKEKSYKCEE 

CGKSFKRSSNCTTHKRJHTGEK 

PYRCEECGKAFRWPSNLTRHK 

R1HTGEKPYTCEECGQAFRRSS 

TLTNHKRJHTGERPYKCEECGK 

AFSVSSTLNDHKR1HTGEKPYT 

CEECGRAFNCSSTLKTHKRJHT 

GEKPYKCEECDKAFKRHSSLA 

KHK1IHTGEKPYKTGS\CILLQR 

YCWSTT*TIHFKK*S*EN/PGSC 

DLNTLRLKKDYQRVGNCKGQK 














SSYTvlGIHQCLSATRSKTCQYNK 

CGKAFGLCSIFTEHKKIFSREKC 

YKCEECGKDCRLSDFTIQKRJH 

TADRSYKCEECGKACKKFSNL 

TErfNRVHTGKKPYKCEECGKT 

FTCSSALTKHKRNHTGDRPYKC 

EECH KAFR WCSDLTKH K R I HT 

GEKPYKCKECHKAFRCCSDLT 

KHKRIHTGEKPYKCNECGKAF 

MWISALSQHNRJHTGEKPYICE 

ECGKAFTYSSTLISHKRIHMELR 

PYKCEECGKTFKWFSDLTNHK 

RIHTGEKPYKCEECGKSFTCSS 

NLIKHKRJHMEVRPYKCEECGK 

TFKWFPDLTNHKRIHTGEKPYK 

CEECG KTFTCSSSL 1 K H K RS HTG 

DR/PYKCKECGKAFRWFS\ALL 

NISKHKRIHTGEKPYICEECGKA 

FIRSSTLTSHKRIHMEERPYKCE 

ECG KTC 1 1 H I G EKP Y KCN ECG K 

GFMWISALRKHKRIHTGETPYI 


7745 


38113 


A 


7799 


212 


461 


TEEHLYSPHWKGCGRKVKRLF 
QVRRGRGWIQTRQPGSMVKEP 
PLSEAGAESHVSC/RQGDCSRPP 
SFPLSPERVTPWLPDSHTW 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon t /^possible nucleotide 
deletion* V=possiblc nucleotide insertion) 


7746 


38114 


A 


7800 


1 


1398 


AAAERELELLRASLEHQRGVSE 

LLRGRLRELEEAREAAEEAAAG 

ARAQLREVATTQTPWSCAEKAA 

QTESPAE\GPP*LRRARPDPWTE 

TRAVAPAGMLKSIMKKRDGTP 

GAQPSSGPKSLQFVGVLNGEYE 

SSSSEDTVNDSDGDSENGGAEPP 

GSSSGSGDDSGGGSDSGTPGPP 

SGGDIRDPEPEAEAEPQQVAQG 

RCELSPRLREACVALQRQLSRP 

RGVASDGGAVRLVAQEWFRVS 

SQRRSQAEPVARMLEGVRRLG 

PELLAHVVNLADGNGNTALHY 

SVSHGNLAIASLLLDTGACEVN 

RQNRAGY SALM L A ALTS VRQE 

EEDMAVVQRLFCMGDVNAKA 

SQTGQTALMLAISHGRQDMWA 

TLLACGADVNAQDADGATAL 

MCASEYGRLDTWRLLLTQPGVC 

DP\SILDNEGTSALA\IALEVAETG 

MKVAALUHAHLSSGHPDTQSG 

VTPLAPQTANTW 


7747 


38115 


A 


7801 


3 


408 




7748 


38116 


C 


7802 


141 


251 




7749 


38117 


A 


7803 


1 


1173 




7750 


38118 


A 


7804 


451 


853 


LQMHRLCGGHSLSGCGWHTAR 

GQELVGQCFL*GGGQLLGLQH 

PL/AENPTFQEYSLITSEAGLLEG 

RKKKNKTSRGPSGPATCPLGLP 

RTSPGATRPGPVS/HAA1ASQRD 

SSRTRFSSSLDAAIIARPYTTPSA 


7751 


38119 


A 


7805 


1 


2950 


MAASRLELNLVRLLSRCEAMA 

AEKRDPDEWRLEKVGVTYSVA 

SGRVLFQDFTEQFQVLLPKDAQ 

PCREV1STLLEKMKIDKRNYQIG 

KTKVEPGV/EAWPLRRVRRQPD 

QRQGLGAHRAGEAPGTRGDAR 

PVHRGPLPQVGCCQPHSGAPAG 

AADRPRSSQAGELPHPRHHRGA 

EAVAAGAARAPHDLRTVRRLP 

PSRRAAGEAGAAGCH/RMPSW 

STFQKPTTT P WRDSSSTLSSN H P 

LTASGCAGWPCSRMST 


7752 


38120 


C 


7806 


398 


415 




7753 


38121 


C 


7807 


13 


81 




7754 


38122 


B 


7808 


1 


972 




7755 


38123 


B 


7809 


1 


1803 
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SKQ ID 

NO: 


SEQIDNO: 
oT peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon tor lust amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown. 
*=Stop codon, /-possible nucleotide 
deletion. \ = Dossihle niirlpmi<f<» inc*»rtinni 


7756 


38124 


A 


7810 


1 


929 


IAAAPELLERSGSPGGGGGAEE 

EAGGG PGGSPPDG A RPG PSREL 

AVVARPRAAPTPGPSAAAMAR 

PLVPSSHKALLLELKGLQEEPV 

EGFRVTLVDEGDLYNWEVAIF 

GPPNTYYEGGYFKARLKFPIDY 

PYSPPA FRPLATKM WHPNIY ETG 

YVCISILHPPV/DTDPQSGELPSE 

RW\NPT\QNVRDHSS*V*SSLLE 

RRPNTFLRPANVGRLPWMLQG 

SWEREQGGRJRELHRTSFRKQV 

LGTKVDAERDGVKVPTTLP\EY 

CVKDQGRKAPDEGSDLFYDDY 

YE\DARVE\EEADSCFGDDEDDS 


7757 


38125 


A 


7811 


2 


296 


LSLSFFFVKAHFYVKSMLHSKD 
A SG 1 SG MDF Y V VQ* FS WQT A Y 
AGEVGRWLSPALTERGSGQTL* 
TWCWRVFCVCLE\GHMWVTEA 
YVTVKH*NYSKVK 


7758 


38126 


A 


7812 


397 


410 


SPGEI*G*VPPLLG*GVLLYQPP 
LFK1 WEAPLLPDLLQQ* KLYSL 
WLNKALGK 


7759 


38127 


A 


7813 


2 


739 


ELC AL VFG VNTFFATI VKTI ITFI 

VSDVRGLGLPVRKQDSVVVFL 

DCPS1W*LRYIDLLILRVHLQIH 

LWGLRGRRAEFKHI/RSAEEKK 

LTRIPSVNGE*TGKSPAPANS\PP 

RGARDMWRTGRPAPRRPLVGG 

PSPSDRGPASTTSPELAVGAVN 

GGPSSANISRGFWQQSFHGNMC 

WFCAEPGVAGVPFTANIAGTEP 

GGLGQGRQCSLATQCHICPELK 

LQAKPAFPFSFSLSLFFFLLKHIL 
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SEO II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion* V=possible nucleotide insertion) 


7760 


38128 


A 


7814 


594 


2868 


CWTSRNRRPIPGSCHPMELPRPF 

RG ICA K VQN H Q L V H\HN K A L IN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSICAMY/DAFWNG/ 

KFRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSEIGAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSS YRH H ALLI LTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIR1RYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNFI 

HRDLAARKCMYEFWHTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPLITSNTVTDEIE 

RAN VFKMNGK W Y LFTDSRG SK 

MTIDGINSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


7761 


38129 


A 


7815 


2 


474 


RRFVSADNCRSLRWKSLYTPLD 

ADASVLISTG1DATQTNHGRQH 

LDETQVRVFGQHLMQGSYTTQ 

DG RSD V A I SCSCKLEMC A QQS Y 

DQLLAASTENWRQWWQKRRJT 

VNGG/GSSPASDA DQTPAPGFR 

RDVGDRDWFAWRQCLLKSALT 

RRRPVAYIVISSAMSGSCLPKQS 

D 


7762 


38130 


A 


7816 


302 


409 . 




7763 


38131 


A 


7817 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 

ELQGSE*VSDGLFKPP*S*HGW 

VEEERQKEQN 


7764 


38132 


A 


7818 


1853 


2032 


VKQSTALLPHAVAC*PKVISSG 
ARGLKS1LVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 
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SKO ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 

hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \~possiblc nucleotide insertion) 


7765 


38133 


A 


7819 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSG1PDAATLSG 
I*RASILHVSVVEIISSPGFR 


7766 


38134 


A 


7820 


1 


770 


MRVLG1ETSCDETGIAIYDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDI DA V A YTAG PG L VG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

* KFHCA* RHG ATSG DGKVLD 


7767 


38135 


A 


7821 


3 


834 


VGRVEIADQYQDLAILWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGSVEGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAAIDGFI 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRIRSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


7768 


38136 


A 


7822 


1 


1044 
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SEQIO 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7769 


38137 


A 


7823 


3 


1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTRJ/ 

SGLANGAGPVVFQFLTELTRJLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPVIANIAIPQKRPFMQQT 

RCEVQCREDIEVQKLKSYDKLL 

AS1NKKPGVNGWQKRRITVNA 

GEAHDQQALDYALYHLR1MTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAP1SVGKARAAAKK 


7770 


38138 


A 


7824 


601 


853 




7771 


38139 


A 


7825 


2 


644 


MAQGQ/RKFQAHKPAKSKTAA/ 

A/ASEKNRGPRKGGRVIAPKKA 

RVVQQQKLKKVSLCCSGWS*T 

PGLKASSRLCLPKCWDYRRDTL 

WLFLSATFICRWNLRKSESGKK 

!EHDVVMKA\SSSLPVRKLALLK 

APSPRRNGAAAA\TSSKTPSLRT 

AGPQLQGQHPTPLPSIWGPLQV 

NSHRLSLFRMRTLSPSDWASPR 

HSSGGPKGAENPGNDQGRYSH 


7772 


38140 


A 


7826 


1 


2616 




7773 


38141 


A 


7827 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7774 

m * 


38142 


A 


7828 


1 


1068 


MAEIQHKTIRPLLEGRDLLAAV 

KTGSGKTLAVLIPA1ELVVKLKF 

MPRNGTG V LI LSPTRQL A MQTF 

GVLKELMTHHVHTYGL1IGGSN 

RSAEAQK LANG 1 N 1 1 V VTPG RLL 

DHTQNTPGFMYKNLQVEDLAR 

ISPKKEPLYVGVDEDKANATVD 

GLEQGHFVCPSEKRYLLLFTFL 

KKNQKKKLMVFFSACMSVKYP 

YGLLKYIDL/PVLA1HGKQKQN 

KHTTTFF*YCNADSGTLLF\QLE 

KLIEKNYFLHKSAQETYKSYIR 

AYDSYSLKQIFNINNLNLPHIAL 

SFGFKLPPFVDLNMNSNEGKQK 

KQGGFGYQKTKKVEKSlIFKHfS 

K K SS A AG SSLTQEM P VFI LNNF 


7775 


38143 


A 


7829 


3 


1851 




1116 


38144 


A 


7830 


1 


905 


MVFDAKYLTGWRFEDTVVQSN 

MKHQPFIVVNKHNVQVEYKGE 

TKSFYPEEVFFMVLIKMKEIAET 

YLGKTVTNAVVTVPAYFNDSQ 

HQATKDAGTIVSLNVLRJISKPT 

AAATAYRQKG1DFNTSIFHALF 

EELNAYLFHGTLDSVEKALGN 

AKLDKSQIHDIVL/GPFEQGRH* 

MYGPGS*EIQS*R*EAEGQDVFQ 

EFS* KLCI RYESSC* R* ETSRQD* 

R*GQTEDS**GY*NYQLAG*ES 

DSEEGRISTSKSGESLQPHNYQP 

VPEYRRHTRR3MAWGIP*WWSS 

LCWSFPRAPIEEAD 


1111 


38145 


A 


7831 


2 


886 


ARGACSSWVFCGFLRYWSQAY 

TPATMSKGPAVG1DLGTTYSCV 

GVFQHGKVEIIAMDQGNRTTPS 

YVAFTDTVERLIGDAAKNQVAM 

NPTNTVF\DAKRLIGR\RFDDAV 

VQSDM KHWPFMVVN DAG RPK 

VQVEYKGETKSFYPDEV\SSMV 

LTKMKE1\AEAYLG\KTVTNA\V 

VTVPSVYFNDSQRQATKDAGTI 

AGLNVLRJINEPTAAAIAYGLD 

KJCVGAERNVLJFDLGGGTFDVS 

ILTIEDGIFEVKSTAGDTHLGGE 

DFDNRJV1VNHF1AEFKRKHKKDI 

SENKRAVRRLRTTK 


111S 


38146 


A 


7832 


2 


375 


ASIE1DSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQ1 H Dl V L VGGSTRJ PK IQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVTVPFP 
LG1ETAGGWMTVPH 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*-Stop codon. /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


7779 


38147 


A 


7833 


1 


218 




7780 


38148 


A 


7834 


508 


883 


YYHSYQADT/HLGGEDFDNRM 

VNHFIAEYKRKHKKDISENKRA 

VRRLRTACERAKSTVSSSTHAS 

TEIDSLSEGIDIYTSSTCASFEEL 

NADLFLSTLDPVEKALRJDAKLD 

KSQIHDIALSINPDEAVAYGAA 

VQAAILSGDKSENVQDLLLLDV 

TPLSLGIETAGRVITDL1KHNTT1 

PTKQTQTFTTYSDNQPGVLIQL 

YEG EHTMTKDDNLLDK FELTG I 

PPAPRGVPQIEVTFDTNSNGILN 

VSAVDKSTRKKNKITITNDKGH 

LSKEDIEYMVQEAEKYKAEDQ 

KQR/D/KVSSKNSL 


7781 


38149 


A 


7835 


1 


194 




7782 


38150 


A 


7836 


1 


1482 


MVFDAKRLIAHRFDDAVVQSE 

MKHWPFMVVNDAGRPKVQVE 

YKGESKSFYPEKVSSMVLTNM 

KEIAEAYLGKTVTHAVVAVPA 

YFNDSQRQATKDAGTIVGLNV 

LRJINEPTAAAYGLDKRHRSSLP 

ILTASL\GAGSGL*STQA/S1EIDC 

LYEGINFCTSITHARFEELNADL 

FRGTLDPVEKALRDAKFDKSQI 

HDIVLAGGSTR1PKIQKLLQDFF 

NGKELNKGFNADEAVAYGIAV 

QAA1LSGDKSENVQDLLLFDVT 

PLSLGIETAGGTQILTTYSDSQP 

GVLIQAYEGKHAMTKDNNLLG 

KFELMGI PPAPRGVPQTEVTFD 

SDANGILNVSAVDKSTGKENKJ 

TITNDKGCLSKEDIERMVQEAE 

KYKAEDEKQRDKVSSKNSLES 

YAFNMKATVEDEKLQG^INDE 

DKEKILDKCNEIIIWLNENETAK 

KEEFEHQQKELEKVCNPI1TKLY 

QSAGGMPGRMPGGFPGGGAPP 

SGGASSGPTIEEVD 
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SEQID 


SEQIDNO: 


Met 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \— possible nucleotide insertion) 


7783 


38151 


A 


7837 


2 


2221 


PRVRPRVRSPAALGFFVASFVIG 

ARPTPQQPWSKGPAVG1DLGTT 

YSCVGVFQHGKVEIIAN\DQGN 

RTTPSYVAFTDTXERLIGDAAKN 

\QVAMNPTNTVFDCQTV* LDGR 

FDDAVVQSDMKHWPFMVVND 

AGRPKVQVEYKGETKSL\YPEE\ 

VSS\MVLTKMK\EICRSLTLGKT 

VTNA\VVTVPS\YFND\SQRQAT 

KDAGTIAGLNVLRJUNEVPTAAA 

IALQKFRQKRFGAERNVLIFDL 














GGGTFDVSILT1EDGIFEVKSTA 

GDTH LGG EDFDNRM VN H F 1 A E 

FKRKHKKDISE\NKRAVRRLRT 

ACERAKRTLSSSTQG\SIK1DSL* 

EGIDFYTSITRARFEELNADLFR 

G\TLDPGEKAL\RDAKLDKSQIS 

♦YLSWVGGSTSYSPRLQKSCCQ 

DFFQWEKELELRSINPGWKAV/ 

AFIGAAVPGQPFLSGRQVLENW 

QDLLLLVDVTPLSPWVLKTAGG 

VHDCPPSKRNTT1PTKQTQTFTT 

YF WTTQPGCG L FRF Y EG R A L P 

WTKDNQPALASFELTGIPPVAPR 

GV\PQ!\EVTFDIDANGYTPWSL 

AVDKKYGKKRTKITITN*QGPF 

♦AREDIGTYGSREAEEVTKLEG 

GGRQEGTRVSSNDFT*GPMPFN 

MKSTLLKDEKL\QG\RINDEGQ 

NRRFLDQV*LKLSNWL**ESRL 

LEKEEFEHQQ\KELE\*VCNP\IIT 

QAGTQSARRHCQGGNPWGAFL 


7784 


38152 


A 


7838 


-> 


757 


PFPGGRVVRLHPV1LASTVDSY 

ERRNKGAARVIGTLLGTVNKH 

SVEVTSCFSVSHNESDEVAVDM 

EFAKNMYEL/H*KVSPNELILG 

W\HDITEHSVLIHEYYSREAPNP 

IHLTVDTSLQNGHMSIKAYVST 

LMGVPGRIVGVFTPLTVKYAFY 

DTECIRVDL1MKTCFSPNRVVG 

LSSDLQQVGGASARIQDTLS1VL 

QYAEDILSGKVSADNTIRKVGH 

FLMSL VNQVPK! V PDDFETM LH 

SNINDLLMVT 


7785 


38153 


A 


7839 


1 


1821 




7786 


38154 


B 


7840 


16 


1305 




7787 


38155 


A 


784! 


1 


359 





918 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7788 


38156 


A 

i 


7842 


2 


1085 


GVAPWGRGRAAPRCASATVGG 

SGIGRLR\GITSSGL\KMDNJCKR 

LAYA1 IQFLHDQLRHGGLSSD\A 

QESLVEVAIQCLETAFGVTVEDS 

DLALPQTLPEIFEAAATGK\EMP 

QDLRSPA RTPPSEBDS AEAERL 

KTEGKJ>KQMK\VENF\EAAVHF 

LTEKPFELNPSQRPS Y FCN RA A 

AYSKLGNYAGAVQDCERAICID 

PAYSKAYGRMGLALSSLQQHLA 

EAVAYYKKALELDPDNETYKS 

NLKIAELKVLREAPSPTGGVGSF 

DIAGLLNNPG\FMSMASNLMNN 

PQIQQL\MSG\MISGGNNPLETP 

GT\SPS\QNDLASLIQ\AGQQFAQ 

QMQSVGIPRVV**SAQESSIRSR 

TPSASNDDQQE 


7789 


38157 


A 


7843 


225 


398 


FHDYTNSCIFHQNICLICSNRNF 
RQSNVVMICHY*TLQEIKTFC* 
MNSSLWSIIIF 


7790 


38158 


C 


7844 


162 


269 




7791 


38159 


A 


7845 


273 


501 


HICDQPIQTENDHPSTNFSFVLK 
LHDPLLNEMDLIVWVSF*Q*SC 
FYLVHPNCCSPLV*HP*SENPKF 
SNEYFLRVS 


7792 


38160 


A 


7846 


1 


867 




7793 


38161 


A 


7847 


185 


1325 


EEQQTNLASKKKSCIMLEKTEN 

KIRLVIVSEEEKKKVLKRMP'K 

MTVRA H HG ISRTPH S WV ESN\Y 

YWDICDQWMS/EPVGYMPCQH 

CQ VAKNTV 1 V APKQHLLQGG K I 

PWSLVTVDLMGAFSYKPQKS/N 

VYAIIMTDLFTKW1VILPLCDVS 

ASEVSKAIINIFFLYGPPQKIIMD 

QRDEFIQQINIELYRLFG1KQIV1 

SHTSGTVNPTESTPNTIKAFLSK 

HCADHPNNWDDHLSAVSFAFN 

VTHLEPTKNTPYFQMFKVEKNP 

LYYLPETSDSLHEVDGDNTSMF 

AKILDAIKEADKIMENKTTSLG 

QMENKNLDELN1CSKIIVKKKPK 

QLNPFHLKVGHGSFKTKEKLV 

GRMVVFQSWNGVGPLCHRLY 

YRKWMCCP 


7794 


38162 


A 


7848 


2 


455 


MADRLTQL\QDAVNSLADQFC 

NAIGWLQQCVPPASFNNIQTAI 

N K DQPANPTEE Y AQLFA A\L1 A\ 

RT A 1CDI D VLI DS L PS EESTA A LQ 

AASLYKL\EEENH\EAATCLGG 

MLFIEGDMLLGGRYKGALA\DI\ 

AQSQLEGQGSGYP*ASLFPDS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7795 


38163 


A 


7849 


229 


560 




7796 


38164 


A 


7850 


I 


1077 




7797 


38165 


A 


7851 


25 


690 

- i 


WPSDEAEGYSEHFVEFVKDVR 

KRFPQHT1MAGNVVTGEMVEE 

L1LSGADIIKVGIGPGSVCTTRK 

KTGVGYPQVLSAVMECANAAH 

GLKGHIISDGGCSCPGDVAKAF 

GAGADFVMLGGMLAGHSESG 

GELIERDGKKYKLFYG\MSSEM 

AMEEVLLGGVAEYRTS\EGKT\ 

VEyPF*REMLEHTIPRHP*GGIR 

S\TCTYVGA\AKLKRR*ARTNYL 

HPEVHPAR 


7798 


38166 


A 


7852 


768 


1857 


EGGHHFGGQGADSAAPFGSASI 

LPIKLDVHPHDGRRRAEKSKPG 

GNPQRQLYCQPPAGCLPGAVY 

RPRRSRGARMYSRYSPAERRNP 

DQRAGYCQAPDRLRFSRADDC 

RSRWRHVFHGTSRHCAGDRAV 

RPPPHSAAEALPVALPVFQ*PTA 

DQWLFPSL1AACYNNHQNKIIL 

EQEMSCVLLATFIQTRAQQRKY 

KRRNNRGIPRESTAREQARHNA 

NKAQQPRKHARNGASPAQQRK 

NRAAARDKDEKPAQQKDKAR 

QSAPEKKNRA1RGTNSREQAAK 

AERNRRQRGGQKGAQGGQHR 

EEAGEPTYVDEKAQAATSPPPQ 

TPHPAPDHDDAEDHRTRDTNR 

NAHQPKVYTHKDTPTNESR 


7799 


38167 


A 


7853 


1403 


2028 


RRJQTNGRTFHAHGGPSRGLPE 

ELGKDHREKETSSRTL*QFQPN 

AKSPGQNLRESMNPVC/MTQQ 

ARRLQRLAKDLLKQVQVQDSG 

SWANNKVSALDRTLGEITR1LE 

KERSRRGKGPSKEDLEGAAN/G 

VRRTM/WMSGNLVKJESQPHPT 

HRPNILT*YPSIFP*RSTLLTLWL 

KVQLQQKL*KMEKSGICKIKKK 

PKR*KPG*TSGTLNTL 


7800 


38168 


A 


7854 


1 


675 





920 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7801 


38169 


A 


7855 


2 


1110 


AQEEEAKVNEIAFINTLEAQNK 

RHDVLSKLKEYEQRLNELQEER 

QRRQEEKQARDEAVQERKRAL 

EAERQARVEELLMKRKEQEARJ 

EQQRQEKEKAREGAARERARD 

REERLAALTAAQPRSYGRVTEK 

NSAQA**KYSKAH/RNRLNKEK 

KKLLS*AVGDMQILIMPPN*PL 

YERKKQCSLCNVL1SSEVYLFS 

HVKGRXHQQAVRENTSIQGRE 

LSDEEVEHLSLKKYIIDIVVEST 

APAEALKDGEERQKNKKJCAKK 

IKARMNFRAKEYESLMETKNS 

GSDSPYKAKLQRLAKDLLKQV 

QVQDSGSWANNKVSALDRTLG 

E1TRILEKENVADQIAFQAAGGL 

TALEH1LQAVVPATNVNTVLRN 


7802 


38170 


C 


7856 


65 


425 




7803 


38171 


A 


7857 


1 


1131 




7804 


38172 


A 


7858 


953 


1311 


FLFFIFFNYFFFGGRKCPLLVAP 

RLEVQMAVILGSLQ\PSPPGFK\* 

FSLPQPSPSSWDYRHAPTHAQP 

NFVFLVETGFHHIGQAGLELQT 

SG DPPTS A SQTAG ITG VSH RA W 

PGTILFLK 


7805 


38173 


A 


7859 


2 


857 


FVDIFQRWKECRGKSPAQAELS 

YLNKAKWLEMYGVDMHVVR 

G RDGC E Y SLG LTPTG I LI FEG AN 

KIGLFFWPKITKMDFKKSKLTL 

VVVEDDDQGREQEHTFVFRLD 

SARTCKHLWKCAVEHHAFFRL 

RTPGNSKSNRSDFIRLGSRFKFS 

GRTEYQATHGSRLRRTSTFERK 

P**TLSIPETFNVQSKQPSDSSPA 

LLLKQIQKS/NNYQPPISILISIPS 

PAPGGILTNPQMSGHPFQDDRSH 

WKASASGDDSHFELCPTTQNPE 

GTLGGMPKYDVSEINVMTAL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 11) NO: 
in USSN 
09/540 t 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Jnknown, 
*=Stop codon, A= possible nucleotide 

deletion* \— fVO *>; *i 1 h 1 1* niirlfrkf t<li* incrrlinnl 


7806 


38174 


A 


7860 


1 


936 


MELTHLQPHEPQEDVHAVGLL 

LGLREQHHMVSEGPRQQSWQE 

ERTELAAVSRLLFNMYPLLIHK 

NHASPGfPNLLLHPRGLRAITIA 

VFGKQNTY1RLEPFKINVLEQIT 

KHIEKLQCGEHNFPEQE1QEGK 

SHQNQHEAHFVVELCKYFLCQ 

EYLPSQITILTTYTGQLFCLRKL 

MPAKTFAGVRVHVVDKYQGE 

END11LLSLISNRJCVALSRAKKG 

MYCIGNMQMLAKVSLWSKIIH 

TLRENNQ1 G PM LRLCGQN H PET 

HTLVSKASDFQKVTEEGC/MLP 

CEFRLGCGHVCTRAWHPYDSS 


7807 


38175 


A 


7861 


218 


580 




7808 


38176 


A 


7862 


^> 


1636 




7809 


38177 


A 


7864 


24 


386 




7810 


38178 


A 


7865 


2 


999 


GRVGFFFAGNPGSDSFGGLLLG 

LTPVLRWVADGGTIPKRHEVLV 

KGPKKVEKVDK\ETELVAQWN 

YCTLSQE\KLRRPIVAL/CNFAD 

FYNKAEPVJEFLLDKSAEKGS/SG 

RQASHIKTH*R1VDRAESFPDNP 

CPGKGIKGN/D*KVDKHDDLQA 

GASSSSPVGGPGRWNGRHRFLL 

PSGGCGLCCFS*AEPWKE1KAG 

V\CHTCGAGLSRRMMI1VLNGT 

KEDVDLLKTMMEERRL*SEAG 

KENKENPRQQSLFQNQDVSERS 

PRA1KS*DRGSLKKPAFDSREK 

KTNLAPKSTAMNESSSGKAGK 

PPCGATKRSIADSEESEAYKSLF 

ITHSSAKR 


7811 


38179 


A 


7866 


1 


559 


MGCDGGTIPKRHELVKGPKKV 

EKVDKDAELVAQWNYCTLSQE 

ILRRPIVACELGRLYNKDAVIEF 

LLDKSAEKALGKAASHIKSIKN 

VTELKLSERALKEIKAEVCHTC 

GAAFQEDDVIMLNGTKEDVDV 

LKTR\WRR£G*ERRGKKKTKKP 

KAAEVCFQNPDVSGRKPQGPS 

KVKTREALKKPSP 


7812 


38180 


A 


7867 


188 


368 


YVACMPAWPNVTVANQLFNV 
YFPARDMTVPSSPG/QPVVDQL 
STQGQARRDALEVVGYEDS 


7813 


38181 


A 


7868 


179 


554 


LRPADPRSLVPGWALGLGPGAI 

LGPGRVTFPGGRPPPTHPPSLSF 

PPGGRQPLWVPALPAEEGRE/R 

LGREREEGRGKAGAGMA*AGL 

VL*CLQLQVQGQPLGGSWLST 

RLRSPRCHPWLLRRHLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7814 


38182 


A 


7869 


2 


131 


YKSELEEQLTSVAEEMRARLSK 

ELQA*KDRLGENMEKVRGRLV 

KYRGEVQAMLGESIEELRVRLA 

LY\LRKLCTGFLRDADHL*RPA 

GREYGESKRTLG 


7815 


38183 


B 


7870 


I 


3639 




7816 


38184 


A 


7871 


279 


1077 


IQHPRLSADDFRVNCETEPAM/* 

HAVENDIHGLCELQLETEJQAF 

rCEELL/FMKKNHEEEVKGLQAQ 

IASSGLTVVVDAPISQDFAKIMA 

D1WAQYDEVAQKNREELDNNR 

SQQIEESTTVVTTQSTEVGAAK 

AMLTELTRTVQFLEINLDSMRN 

LKASLENSLREVVARYALQME 

QLNGILLHLESELAQTWAEGQC 

QAQEYQALLNIKVKLEAAIATY 

RRLLEDGKDFNLGDTLDCSNS 

MQTIQKTTTRQRMDGKVLSET 

NDTKLRH 


7817 


38185 


A 


7872 


712 


855 




7818 


38186 


B 


7873 


50 


788 




7819 


38187 


A 


7874 


201 


372 


ICQMILKRRVLS*TQKHQATHG 
WNSAYSLTAPFPVSCQDHLC'P 
L*AEAQ1SIKEEP 


7820 


38188 


A 


7875 


3 


323 


FFFETEFH S V AQTG VQ WH DPSS 

PQPPPPRFK*LSRPSLPSSWDYR 

HVPSHPGNFLHFQ*KRGSTNQA 

GLELPTSGDLAAFA\SPSAR1TG 

VSHCARPNYQCFLEFKY 


7821 


38189 


A 


7876 


1 


911 


MLLTLAGGALFFPGLFALCTW 

ALRRSQPGWSRTDCVMISTRLV 

SSVHAVLATGSGIV1IRSCDDV! 

TGRHWLAREYVWFLIPYMIYD 

SYAMYLCEWCRTRDQNRAPSL 

TLRNFLSRNRLMITHHAV1LFVL 

VPVAQRLRGDLGDFFVGCIFTA 

ELSTPFVSLGRVLIQACMMEMT 

ESLKQQH TLL Y K VNG I LTLGN F\ 

FPCR\ILLFPFMV\WSYGRKKGL 

SLVPSTLQHP1LTATWANAFPR* 

APQIYWFCLLLQ\KAVRLFDTP 

QAKJCDG*MLLGVRRSLTPAAS 

STQHSMDQIVPWVASDFGY 


7822 


38190 


A 


7877 


2 


283 


SCHCTPAWILALSPRLECSGAIL 

AHCNLHLWG*SDSPASASRVA 

GTAGAHCRAWLIFCVLVEMGF 

HRVAP/GLVLNS*AQTIRLPRPP 

KVLGLQA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \— possible nucleotide insertion) 


7823 


38191 


A 


7878 


1 


1042 

i • - I 


PKVRSPRIKRLAPAPAFWRKQE 

LKKIVDP\LL*KKS*EFGHLDRD1 

QPQKRPPPLL*KWPR\YJRV\QG 

RRAILYK\RLKGPFCDYPGFTQG 

PGTPQTS*SSLLKL\AHKYRPRD 

KAQRSKQR\LLA\RAEKKAAAK 

GAVPQERAHPVLRAGV\NPVSP 

PLVGEQEKLSLVVIAVHDRGSPS 

ELVVFLPALG/RVKMGVPYCI1K 

GKGKTGDGLVHQKALHPLSAF 

TQ\VNS\EDKGAF/ALKLVGSYQ 

GPNYNDRYDEVRGSFTQNTVIH 

KSFSQITGWLNL*EVLSDDQLG 

T A KQN* RN * * P* KSQKT VSQ AN 

CLFLSFQ1RRHWGGNVLGPKSV 

ARJAKLEICAKAKELATKLG 


7824 


38192 


A 


7879 




472 


GRGVAYRGPSPRGTGPGRGDE 

RLQHGGGVSREGPPAAPAAAAP 

GYGQSCCLIEDGERCVRPAGNA 

SFSKRVQKSISQKKLLKLDIDKSV 

DLFQLQVNTLRRYKRHYKLQT 

RPGFNKAQLAETVSRHFRNIPV 

NEKETLAYF1YMVKSNKSRLDQ 


7825 


38193 


A 


7880 


3 


638 


GRGVAYRGPSPRGTGPGRVR*T 

ASARRRTAAKGPPPPQLPPPRA 

TAKSCCLN\EDGERCVRPAGNA 

SFSKRWRKSISQKKLKLDIDKS 

VRHLYI\CDFHK\NF1Q\SVRNKR 

KJCEDQVYDGRENS/SPSTDTDIP 

EVD\LFPACQVNT\LR\RYKRH* 

QVARPRPGFNKAPVSRQL*VDT 

FRN 1PVD* KETLA LLSSSM VKSN 

KS RLDQKSGG WQA A 


7826 


38194 


A 


7881 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 

QAITKHFSPKISDL1LCLKKKIM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

AI1ICKSGNNRCRRGCGEIGTLLH 

CWWDCKLVQPLCKSMWRFLR 

DLXDPAIPLLGIYPKDYKSCCYK 

DTCTRMFIAALFTIAKTWNQP 


7827 


38195 


B 


7882 


446 


625 




7828 


38196 


A 


7883 


1 


1875 
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SEOID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletions-possible nucleotide insertion) 


7829 


38197 


A 


7884 


31 


809 


KPRLENYVKNAEASGADAINW 

KKGY/LVMEDEMNEMKREGKF 

REKRIKRNEQSLQEIWDYVKRP 

TLHLIDVPETLNAHKRKQERSK 

TDTLTSQLKELEKQEQTHSKAS 

RRQEITK1RAELKEIETEKTLQKI 

NESRSWFFERJNKIDRPLARLIK 

KKREKNQIDAIKNDKGDITSDP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGSTAEFYQRYKEEL - 


7830 


38198 


A 


7885 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NllLNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKJNVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRJKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSW1GRIN1MKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKJLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FT1 ATK Rl K YLG IQLTRD VICDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

C WEN WLA ICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSJCEDIYAA 

NRQM KKCSSSLV I REMQIKTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
locution of first 

i+f\f%{\ n lYif fii*fififlP 

VvUUfl IIM lit It* It* t 

sequence 


Nucleotide locution of last 
codon for last amino acid 
nf nmfiflr c^niifnrc 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 

(IPl^flftn \~nft<cihl*» nttr-litntmAn inri>rliArt \ 

uciEnuiit » I'waatuie nucKoiinc insertion) 


7831 


38199 


A 


7886 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK.*RKKC*GQ 

PERKVKLPTKGSPSD'KRISRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIKKKREKNQIDTIKNDKGD 

1TTDPTEIQ1T1REYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSE1EAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQPIEKEGILPNSFYEAS1I 

LIPKPGRDTTKKGNFRPISLMNI 

DAKIL ' ' — 


7832 


38200 


B 


7887 


1 


3570 




7833 


38201 


A 


7888 


2 


1624 




7834 


38202 


B 


7889 


67 


3156 




7835 


38203 


A 


7890 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 

SKLGTDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRJNIVKMAILP\R 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRW1KDLNIRPKTIKTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAKIDK WDLI KLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

KGL1SGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMA1IKKSGNNRCWR 

GCGEIGTL 


7836 


38204 


A 


7891 


1 


1932 
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SEO ■» 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amtno acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7837 


38205 


A 


7892 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

LIAKPGRDTTKKENFRPISLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFN1RKSINV 

IQHrNRTKDKNHMIISiDAEKAF 

DKIQQHFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRJ 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGR1 

NIVKMA1LPKVIYRFNAIP1KLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKSIFSQKNKAGGITLPDFKLY 

YFCATVTKTA WY WYQNRDI AQ 

WNRTEPSE1MLHIYNYL1FDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

W1ICDLNVRPKTIKTLEENLGITI 

QD1GVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKXKTNNP1KKWAK 

DVNRHFSKED1YAAKKHMKKC 

SSSL A I RE MQI KTTMRYH LTP V 

RMAIIKKSGNNRKIQ/GGIWCD 

R1L*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


7838 


38206 


B 


7893 




1710 




7839 


38207 


B 


7894 




2265 




7840 


38208 


B 


7895 




2142 




7841 


38209 


A 


7896 


1 


1791 




7842 


38210 


A 


7897 




1878 




7843 


38211 


A 


7898 




2091 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno>vn, 
*-Slop codon, /-possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


7844 


38212 


A 


7899 


1 


1751 


MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRANYDKPTA 

N 1 1 LNGQKLE A LPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKGIQLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKL1SKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKNIPCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKPIWNQKRARIAKSILSQK 

NKAGG ITPPDFKL Y YKATVTKT 

A WC WYQN RD 1 DQ WN RTEPSEI 

TPHIYNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KJCTNNPIKQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

Q1KTTMRYHLTPVRMAIIKKSG 

NNRNHLDFKHIRILGICYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 
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SEO H) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7845 


38213 


A 


7900 


1 


2540 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQPDLIDIYGTLHP 

KSTE YTFFSA PH HTYSK I DH I LG 

SKALLSKCKRTE1ITSYLSDHSAI 

KLELR1QNLTQNHSTTWKLNNL 

LLNDYWLHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKTNTLT 

SINKIDRPLARLIKKKREKTQ1D 

AIKNDKGDITTDPTEMQTTIRE 

YYKHLYANKLENLEEMDKPLN 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAEFY 

/HEL\LKENKIPRNPTY/RGCEGP 

LQGELQTTAQ*NKRGYKQMEE 

HSMLMDRKNQYRENGHTAQG 

NLQIQCHPHKATNDFLHRSGKN 

YFKVHMEPKKSPHRQVNPKPK 

EQS WRH HA 1 * LQTI LQG Y SNQN 

SMVLVPKQRYRSMEKNRALRN 

NAAYLQLSNL*QT*EKQAMGK 

GFLI**MVLGKLASHM*1CAETG 

SLPYTLYKNQFKMD*RLKH*T* 

NHKNPRRKPRHYHSGHRHGQG 

LHV*NTKSNGNKSQN*QMGSN 

♦TKELLHSKRNYHQSEQATYKL 

GENFCNLPI*PRANNQNLQ*TQ 

TNLQEKNKQPHQKVGKGHEQT 

LLKRRHLCSQKTHEKMLSITGH 

QRNANQNHNE!PSHTS*NGNH* 

KVRK*QVLNGLDDVQLFR*NK 

QPCCSHKACLVVSSYRRA*SLV 
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SEQ1I> 


SEQIDNO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


7846 


38214 


A 


7901 


1 


1593 


MG K KQN RKTG N S KKQSTS PPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTICARELHEECRSLR 

SRCDQLEERVSAMEDEMMEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDHQENFPNLARTNKI 

DRPLA RLIKKKREKNQI DTI KN 

DKGDITTNPTEIQTTIREYYKHL 














YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAE1VA1INS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLSIQNQCTKJTSI 

LIHQQQTNREPNHE*TP1HNCFK 

EN KI PRNPTYKGC EG L LPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFP1** 


7847 


38215 


B 


7902 


1 


2337 




7848 


38216 


B 


7903 


1 


1677 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


7849 


38217 


A 


7904 


1 


1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLL1PRQTGSGVDL 

RQTPTDLQLRVLTVRRKNMKQ 

KRTSTPKPHLYVTI1KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSK1DTLTSQLKELEKQ 

EQTHSKASRRQEITK1RAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARR1KXKREKNQIDAIKN 

DKGDITADPTE1QSTJREYYKHL 

YTNKLENLEEMDKFLDTYTLPR 

LNQEEDESLNRPITGSE1EA1INS 

LPAKKSPGPDRFTAEFYQRYKE 

ELH 1NRTKDKN H MTI S VD AEN A 

FDKIQQPFMLKTLNKLVLEVLA 

RA1RQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFT1ASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRIN 

IVKMGILPKVVYRFNAIPIKLPM 

TFFTELEKVTTLKFIWNQKRARJ 

AMTILS* KNKAGG ITLP 


7850 


38218 


A 


7905 


1 


2310 




7851 


38219 


A 


7906 


195 , 


791 


GILSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQiKTTMR 

YH LTP V RM AIIKKSGNN RC WR 

GCGEfGTLLHCWLDCKLVQPL 

WKS V WRFLRDLELEIPFDPA I PL 

LGIYPNEYKSCCYKDTCTRMFI 

A ALFTI AKTWEPPKCSNMI DWI 

K/KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7852 


38220 


A 


7907 


1 


984 




7853 


38221 


A 


7908 


1 


2076 




7854 


38222 


A 


7909 


1 


1872 




7855 


38223 


B 


7910 


1 


3309 




7856 


38224 


B 


7911 


133 


3213 




7857 


38225 


A 


7912 


1 


1364 




7858 


38226 


A 


7913 




3249 




7859 


38227 


A 


7914 




2757 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 


Mcl 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
fruinn fnr nentidt 
sequence 


Nucleotide location of last 
codon for last amino acid 
nf nf nli ft<> ceniirnre 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /= possible nucleotide 
uciciiMiit \ (iumiuic nucictiiiue insertion) 


7860 


38228 


A 


7915 


1 


2268 

i 


MAGYPSETKPPEERSDSNICSSA 

1 FT V L H PPL L 1 PRQT A FG M DLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELTI 

LN1YAPNTGAPRFIKEVLRDLQ 

RDLDSHTIIMGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEU 

TKCLSDHSA1KLELRJKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQE1ETQ 

RTLQKISESRSWFFEKINKIDRS 

L ARL ! KKKREKNQ I E A 1 KN DKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLNRP1TGSEIVAIINSLP 

TKJCSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

ASINLIPKPGRDTTKKENFRPISL 

MN1DAKILNKILANRI/WGN*AE 

ERNKEYSIRKRGSQIVPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTK1TSIL1HQ*QTNR 

EPNHE*TPIHNCFKENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*IQCHSHQATNDF 


7861 


38229 


A 


7916 


1 


4729 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs 1 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7862 


38230 


A 


7917 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTE YTFFS A PH HTYSKTDHI L 

GSKALLSECKRTEIITNYLSDDS 

AIKLELRJKNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSK1DT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKJNES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKE1KGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFT1A 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRJNIVKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKJDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


7863 


38231 


A 


7918 


1 


1205 




7864 


38232 


A 


7919 


1 


2274 




7865 


38233 


A 


7920 


1 


2307 
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SKQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




<W/54G\2I7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \ = possible nucleotide insertion) 


7866 


38234 


A 


7921 


569 


3030 


RK H *TWK RTSSTSH H KN M PN * 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRKKKREKNQI 

DTIKNDEGDITTHPTEIHTIIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

Q A I INSLPTK KSPG PDG F YQR Y K 

EELVPFRLKLFQSIEKEGILPNSF 

YEASNLIPKPGRDTTKKENFRPI 

SLLNINAKILNKILANRJQQHIK 














KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGI 

DGTYHKJ1RANYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

PVFTIASKRIKYLGIQLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGRJNIVKMAILPKVIYRFNAI 

S1QLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKLYYKATVTKTAWHWYQN 

RDIDQRNRTEPSEIMPHVYNHLI 

FGKPDKNKQWGNDSLFNKWC 

WENWLAICKKLfCLDPFLTPYT 

KIMSRW1KDLNVRPKTIKTLEEN 

LGNNIQDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


7867 


38235 


B 


7922 


1 


3171 




7868 


38236 


A 


7923 


1 


2646 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7869 


38237 


A 


7924 


321 


2211 


CCQFSMARRGHLPRSVQVS1PG 

QSPVPRAAYQDSGRYKEPTAD 

C/VGPRQT*CMAPHCHLGGWH 

MLALSLGKGAGAGGKESTWEP 

S PG I RMTKTYSTRR EQSH PRTI/ 

KGQIKQMNLRETCSWTFHKKF 

LKTVAFQISHPHKNTCLAMAVS 

ANRSMRQKFNKDTQELNSALH 

QVDL1DIYRTLHPKSTEYTFFSA 

PHHTYSKIDHILGSKALLSKCK 

RTEI1TNYLSDHSAIKLELRIKNL 

TQNRSTrWKLNKLLLNDYWV 

HNEMKAEIKMFFETNENKDT1Y 

QNLWDAFKAVCRGKFIALNAH 

K RKQERSKIDTLTSQLKELEKQ 

EQTH SKA SRRQ E ITK I RA EL1CEI 

ETQKTRQKfNESSSWFFEGINKI 

DRPLARLIKKKREKNQIDTIKN 

YKGD1TTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVECLNRP1TGAEIVAH 

NTLPTKKSPGPDGFTAEFYQRC 

SRWIKDLNVRPKTIKTLEENLGI 

TIQD1GTGKDIMSKTPKAMATK 

DKIDKWDLIKLKSFCTAKETTIR 

VNRQPTKWEKIFATYSSDKGLI 

SRIYNELKQ1YKKKSNNPIKKW 

AKDMNRHFSKEDIYAAKKHM 

KKRSSLAIREMQIKTTMR 


7870 


38238 


A 


7925 


1 


3057 




7871 


38239 


A 


7926 


1 


1830 




7872 


38240 


B 


7927 


1 


3192 




7873 


38241 


A 


7928 


1 


3484 


MGTSEVQNGEERAGTSGQGSV 

EQLSGSSVQLPPGLKLCFEPYFS 

SCASDCILHASPLSLMAASGSQ 

NPNLWASWLCCKWVQCPERQ 

LGCHLTSSVIYGLRYYPQAKRS 

ELELRDCEGLCNQTSPLSSLDG 

MGWKAAAEESNSGIRNIWIPIP 

AFATHKQYNVRQVISPSPPYWS 

HRGNGNNSLCVTRLSGGLKQP 

VAGTGRGLEGGSGTRDLMPFL 

SAAPKEQPPILAPARRSWFFEKl 

NKIDRLLARLIKJCKRE 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 

deletion. \ = DOSSihlf fllirl^ntiHp inCf>rtirm\ 


7874 


38242 


A 


7929 


1 


1946 


N LTQN RSTT WKLNN LL LN D Y W 

VHNKMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRJCQERSKIDTLTSQLKELE 

KQEQTHSKASRRQEITKIRAEL 

KEIETQKTFQKVNESSSWFFERI 

NKIDRPLARLIKKKREKNQIDAI 

KNDKGYITTDPTEIHTTIREYYK 

HLYANKLENLEEMDKFVGTYT 

LPRLNQEEVESLNRPITGSEIVAI 

INSLPTKKSPGPDGFTAEFYQRY 

KEELAGRDTTKKENFRPISLMN 

IDAKILNKILANRIQQHIKKLIH 

HDQVGFIPGMQGWFNICKS1NV 

IQHINRTKDKNHMI1SIDAE1CAF 

DKIQQPFMLKTLNKLVLEVLAR 

AISQEKEIKG1QLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKL1S 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASICRIKY 

LGIQLTRDVKDLFKENYKLLSK 

E1KEDTNKWKNIPCSWVGRJNI 

VKMA1LPKVIYRFNA1P1KLPMT 

FFTELEKATLKFIWNQKRAR1A 

KS1LSQKNKAGGITLPDFELYY 

KTTVTKTAWYSYQNRDMDQW 

NRTEPSE1TPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 


7875 


38243 


A 


7930 


1 


4801 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTE YTFFSA PH HTYSKIDHIL 
GSKALLSKCKRAENTNYLSDHS 
A IK L EL RI KNLTQSRSTT WKLN 
N LLLNDY WVNNEMKA EI KMFF 
ETK\EN KXDTTYQNL WDA FKA V 
CRGKF1ALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELICEIETQKTLQKINES 
RSWFFERINKIDRPLARLIKKKR 
EKNQIDTIKN 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7876 


38244 


A 


7931 


I 


3146 


MG DFNTPLSTL DRSSRQK VN K 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELR1KKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAE1KMFF 

ETN ENKDTT YQN L WDTF KA VS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSNVFLER1NKIDRPLARL1KKLKR 

EKNQIDVIKNDK 


7877 


38245 


A 


7932 


1 


2669 


MHNTDGNRFLSHWGYRQALS1 

SKPASASLHPSSKTKPLGTQSKT 

V V A K RN REHG KKERSSSP A M E 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

EC1TRITNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSK1DTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQK1NESRSWFFERINKIDR 

PLARL1KJCKREKNQIDTIKANDK 

GNITTDPTE1QTTI REH YKHLYA 

NKLENLEGMDKFLDTYTLPRL 

NQKEVESLNRPITGSEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LHINRAKDICNHMI1SIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLL 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKHLFKENYKPLL 

KEIKEDTNKWKNIPCSWVERIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARJA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYSYQNRDIDQW 

NRTEPSEILPRIYNYLIFDKPEKN 

KQWGKDSLFNKWCWENWLAI 

CRKLKLDPFLKPYTKIKSGWIK 

ULNVRrK 1 IK. I LbbNLOl I iQul 

GMGKDFMSKTPKAMATKAKID 
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SEQII) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


7878 


38246 


A 


7933 


1 


2962 


MNNSIKEKVKLSLTKWEMQTK 

PNNNTVDLKDAQEVNLTSTDY 

RKQHVMLPTEINSDDSLLKIGVI 

RLANWIKSQDPSVCCNQETHLT 

CRDTHRLKIKGWRKIYQANGK 

QKKAGVAILVSDKTDFKPTK1K 

RDKEGHYIMVKGSIQQEELTIL 

NTYAPNTGAPRFIKQVLSDLQR 

DLDSYTLIMGDFNTPLSTLDRS 

TRQKVNKDTQELNSALHQVDL 

1 Dl YRTLHPKSTEYTFFSAPHHT 

YSKIDH1LGSKALLS i 


7879 


38247 


A 


7934 


1 


4220 


MGDFNTLLSALDRSTRQK VN K 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

GSKALLRKCKRTEIITNCLSDHS 

AIKLELRJKKLTQNHSTTWQLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN KDTTYQNL WY V K DTR1 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQKTLQKINECRSWFFEKINKI 

DRPLARL1KKKRE 


7880 


38248 


A 


7935 


1 


3229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLRDIIQENFPNLARQANVQIQ 

EIQRTPQRYSSRRATPRHIIVRFT 

KVEMKEKMLRAAREKDRSTRQ 

KVNKDTQELNSA 


7881 


38249 


A 


7936 


1 


3227 


MGDFNTPLSTLDRSTRQKANK 

DTQELNSALHQVDUDIYRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEI1TNYLSDHS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYGVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKSLQKMNE 

SRSWFFERINKIDRPLARLIKKK 

REKNQIDTIKN 


7882 


38250 


B 


7937 


1 


2089 
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SEQID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
<W>40,2I7 


Nucleotide 
location or first 
codoo Tor peptide 
sequence 


Nucleotide location oflasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7883 


38251 


A 


7938 




3527 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKRIKRNEQSLQEIWDFVK 

RPN LRL 1 G V PES DG EN GTK LEN 

TLQDIIQENFPNLARQANIQIQE1 

QRTPQRYSSRRATPRHIIVRFTK 

VEMKEKMLRAAREKAPHHTYS 

Kl DH 1 LGSK VLLSKCKRTEI ITN 

Y LSDHS A I KLELRJKN LTQNH ST 

TWKJLNSLLLNDYWVHNEMKA 

EIKMFFETNENKDTTYQNLWD 

TFKAVCRGKFIALN 


7884 


38252 


B 


7939 


I 


5238 




7885 


38253 


A 


7940 


1 


3587 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGICEVENFEKNLEECI 

TRJTNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTKLENTLQDIIQENFP 

NLARQANVQIQEIQRN4PQRYSS 

RRATPRHIIVRFTKVEMKEKILK 

AAREKDRSTRQKVNICDTQELN 

SALHQADL1DLIDLIYRTLHPKS 

TAEYTFFSAPHHT 


7886 


38254 


A 


7941 


I 


6202 


MVKGSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

LKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIICMFF 

ETNENXKDTTYQNLWDAFKAV 

CRGKFIALYAHWRKQ\ERSKM 

DTLTSQLEELEKLEQTHSKASR 

RHEIAKIRAELKEIE 


7887 


38255 


A 


7942 


2 


3134 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPTFI 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQKVNKDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHILGSKALLS 

KCKRTEHTNYLSDHSAIKLELM 

1KNLTQNHSTIWKLNNLLLNDY 

WVHICEMKAEIKMFFETNENKD 

TTYQNLWDTFKAVCRGKFIAKV 

NAHKRKQERS 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*-Stop codon, /= possible nucleotide 

deletion. \— OOSSible nuclrnlirli* incrrtinnl 


7888 

>r 'i ~s : * 


38256 


A 


7943 


1 


4455 

■ : i 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKR1KRNEQSLQE1WDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

K1KRDKJEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFJKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLV1DIYRTLHP\KS 


7889 


38257 


A 


7944 


1 


6108 


MTGSNSH1TILTLNINGLNSAIK 

RHRLASW1KSQDPSVV\CIQETH 

LTCRDTHRLEIKGWRNIYQANG 

KQKK A G V A 1 L VS DKTDFKPTK I 

KRDKEGHY1MAKGSIQEEELTI 

LNIYAPVNTGAPRFIKQVLSDLQ 

RDLDSHTLIMGDFNTPLSTLDR 

STRQKVNKDTQELNSALHQAD 

LIDIYRTLHPKSTEYTFFSAPHH 

TYSKIDHIVGSKALLSKCKRTEI 

1TNYLSDHSA1KLELRIKKLTQN 

RSTTWKLN 


7890 


38258 


A 


7945 


2 


788 


CGLAIYNCTIVDLHFPLALYKK 

LLKKKPSLDDLKELMPDVGRS 

MQQLLDYPEDDIEETFCLNFT1T 

VENFGATEVKELVLNGADTAV 

NKQ1MRQEFVDAYVDYIFNTSV 

ASLFRCFS\SG FH K VCGG KG L\R 

LFQPNELQAMVIGNTHF*WKG 

TGKDYRNTKGNIWAEHP\TIKIF 

WEVFH\ELPLEKKK\RFLLFLTG 

S\DRIPILGMKSLK\LVIQSTGGG 

E\EYLPVSHTCFNLL\DLPKYTVK 

KETLRS*T*SQAIDHNEGFSLI 


7891 


38259 


A 


7946 


1 


1647 




7892 


38260 


B 


7947 


363 


550 




7893 


38261 


B 


7948 


1 


1123 




7894 


38262 


A 


7949 


1 


3136 


MVTHQQPAARKPNMTSKKPKP 

MGPKAHGIFSGTRKNNLEIYMD 

QTRTGIAKTKLSKNMKSGGMT 

LPDFKLYYKAIVAKIACGGSMY 

NSDTDEDEETEPSSSGQQIIENSI 

TMNKMKLLKAKMKNMNLSKK 

HITQVSDEEEDDDGCDLFADSE 

KEEKDIEDIEENTRPKRSRPTSF 

ADELAARIKGDAVGRVDEEPTT 

VSYEDDRRGKNQDAYTEGGLS 

TIKTVNCSSSLTLRRSKTSEDTQ 

EKKERRTPSDDEED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 

hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7895 


38263 


B 


7950 


303 


1010 




7896 


38264 


A 


7951 


3 


280 




7897 


38265 


A 


7952 


3 


514 


FYLKELDPAEHSYVLIRKIDPAL 

VWGLTGDQGTPKTRLLM1TLD 

SIFMQASCVPEEVVWEVLRVLE 

AHXSSKKHFVFGESMKLITKAS 

VQQEYLVHK*VSHSNPTLYVFL 

WGLSKETRQMEVPEFVAKVND 

THPSSFSVGSK*GI*EKEGGRYP 

VPEMGSCRLVTVTSASV 


7898 


38266 


A 


7953 


2 


351 




7899 


38267 


A 


7954 


2 

J 


529 


EKGERPHWSNKPSNLKRTHEL 

DIDENPASDFDDSGSLLGFKYG 

SGQKYGGIPYFSHRQVR**EKN 

VKLKAKYLNMRGQIKMKNKH1 

FFTKETEKPFFKKSKILSKVEKF 

LTWVNKPMDEEASQESSSHDN 

GHDASTSCDSEEQDMSVKKGD 

DLLETNNPEPEKCQSVSSAGEL 


7900 


38268 


A 


7955 


1 


1370 


MPVGTSNFLLLGLLENPNLPLT 

RPSPFPSQREASWGIQKATTGP 

GEGECTRLGFSLLLDVFCALHG 

PREKCVEILRSGHLLAISPGGVR 

EALISDETYNI V WG H RRG FAQ V 

AIDAKVVEKFLTWVNKPMDEE 

ASQESSSHDNVHDASTSSDSEE 

QDMSVKKGDDLLETNNPEPEK 

CQSVSSAGELETENYERDSLLA 

TVPDEQDCVTQEVPDSRQAETE 

AEVKXKXNKKKNKKVNGLPPE 

IAAVPELAKYWAQRYRLFSRFD 

DGIKLDREGWFSVTPEKIAEHIA 

GRVSQSFKCDVVVDAFCGVGG 

NTIQFALTGMRVIA1DIDPVKIA 

LARNNAEVYGIADKIEFICGDFL 

LLASF*KADVVFLSPPWGGPDY 

ATAETFDIRTMMSPDGFE1FRLS 

KKITKNNIVYFLPRNADIDQVAS 

LAGPGGQVEIEQNFLNNKLKTI 

TAYFGDL1RRPASET 


7901 


38269 


A 


7956 


3 


560 


RI HTG EKPYDCK DCGICAFG RTS 

ELILHQRLHTGVKPYECKECGK 

TFRQHSQLILHQRTHTGEKPYV 

CKX>CGICAFIRGL\QLTVHRRJHT 

GARPYGVLKECGESLLDSTHS* 

LLHQ\RIHTG\EEPYECKECGKG 

FIHSSEVTRHQRIHSGEKPYECK 

ECGKAFRQHAQLTRHQRVHTG 

DRPYESAED 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rutin** fexr opntidp 
kfuuij tu* 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

Ul |FL|JII|1C 3CGUCI1CC 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
ucit-nuiii \ |ju»juic nucleotide insertion) 


7902 

■ *s 


38270 


A 


7957 


155 


1288 


H TT ASQTTM SQ A VR/RRRS D Y L 

SSARR/RRDPARSKPTQGGPPPN 

PPPTRQG RPTA LTN PSQPRPRH R 

AHPHQHATPKPRTNEEQEGRR 

HTKQPNPTRTEPRPPNRRGRPN 

PQTRRTKQQNTTPQAHTSTRKN 

A RTPG LC P* C VKG KTEGG YD A 

RASARGPYMAGVSWPGEHEDP 

GAPEARRGRRALPG\GSAFPEM 

STHTESTPKTTAHTSNQRRNRE 

QRVKKKTYKTTRSRGANRNST 

ERHEDGYFYGSLTTGPLPWHSA 

IHSVSAGQPWSLKFVTGLQQAS 

EGYFSQSQERSLPNRKSSVPRLR 

LLFLQQASRLSELPLGTEGPGSL 

LLRPREELACTGKRRKTGGAIM 

GEVSVCELSLPAPAFQSPVQLC 

GCQPEKA 


7903 


38271 


A 


7958 


1 


2045 


REAAAATPSFPPSSSVRPSVRAS 

VRSA RSGPKHGRRQLQRPPPG A 

/R WRLTRR*SERRA RPTG LCTH 

MKMAPMTSSLQHQEKGACRSF 

RDTLRTRR*CTASAVSRTPK\RS 

AKIRAHQLGGRRCA*CPQVRLC 

QPRG*GGRVLPGCRRDRERQQ 

RGRHRRGCHRAAAL*RAGATL 

QPCAAPTAAARG*ER/SSPWAPP 

TRRRMQL WK* SG LTESSSGSRP 

RRXKSCGRRRSG RRPWMRG SG 

SSRSGWSRSGRSKRSASGATGS 

GSSRSRSTGGNSRL*KRKRPRG 

G*RSSLSLVTIGMRRKRPT*RSQ 

SRRWRRQQLLLPSGLTTQGSSS 

SSRKESHRPLRAAVMYPRPST1 

DQAATWTATGGWRPLPSPRGA 

RLTPAPPPPLSLSR*SGPWMRSP 

P/PQPPPLPPPPPP\PKRPRSPAPS* 

TVRRPEQQPLRPGPAPWRSPLR 

HRRLPGGQAALQRT*CSWSLQS 

RLSWLLPWSLPQLTPRRSTMQL 

TPLKLTLPLLTPLLPTTY PPPPPA 

SLTYGLATGKGPPHSRVSPGPP 

RHPRVLRSPWQRCPCWMRWL 

RSHCCQQAKAVPPFSTLMSCLS 

RQPPSVTQRKWKGSPWLPPRPQ 

LCPQPLRSWSKSRSRSPTC*PM 

ARPPRRRGPRPSEGYFSQSQEEE 

FAQSEELCAKAPPPVFYNKASE 

NVIHMLGCRPSSRRGGGLRGW 


7904 


38272 


A 


7959 


3 


174 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequtnee 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


7905 


38273 


A 


7960 


3 


862 


GVMASRTLLLLLLGALALTET 

WAGTHSIRYFSTAVSRPGRGEP 

RYIAVGYVDDTQF\DAATPRM* 

PQSPWLEQEGPEYWDRSTRNIR 

PAHRJLTRVNLPMPRRYYHQS* 

AGTGIFHGIRR/YIPDTCVQTHM 

1 H HS VSDYKATLRC WALGFYP 

VEITLAWQ\QDEEDQTRDHE\L 

VETRPAGDGTFQKWAAVVVPS 

GQEQRYTCHVQHEGLPKPLTL 

RWEPSSQPTIPIVG1IAGLVLFGA 

VITGAVVAAVM/WQEEELRTFS 

SHR*SELTSERASSDHAQGSDV 

SLTACKV 


7906 


38274 


A 


7961 


1 


591 


M VTDYA 1 ELFLQASLI LLSSTLP 

YNEREMGLSI FALLTLTVFLLLL 

ADKVPETSLSVPI1IKYLMFTMV 

LVTFSV1LSVVVLTLHHRSPHTH 

QMPLLVPSDLHSQTSAVPASKK 

AQTRERPDAGAPSLFFSRKWLG 

YIARQLQEQEDHD/VAEGGLAV 

CG HGSG PPLP VDFHHLHQR WD 

PSHLPGRHVPLAPSRPLSL 


7907 


38275 


A 


7962 


1519 


1888 


1LKHPTLDKELILTYLFIYLFIFL 

RRNFTLVA*ARVQWCDLAPPQ 

PLSPGFKPFSCLRFPSSWDYRYA 

PPYLANFVFLVGTGF\SMLVRL 

VSNSRPQ/CDPPASASQSAGITG 

VNHHA\RJTFNF 


7908 


38276 


B 


7963 


280 


1977 




7909 


38277 


A 


7964 


994 


1651 


CRGSQPAPPLTPHPPNAPLGPSD 

LHSQTSAVPASKKAQTR\GDLM 

PEPPHCSSPGSGWGRGTDEYFIR 

KPPSDFLFPKPNRFQPELSAPDL 

RRFID/VSKPGCGPASGATGGW 

SS1SYIARQLQEQEDHD/VAEGG 

LAVCGHGSGPPLPVDFHHLHQ 

RWDPRSSSW\SHVPLAPSRPLSL 

KTGGLRPGPLPVEVREFGDTVK 

PYPSLPLNSFTRNLGLLFRSG 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 

AQ/<4ft 717 


Nucleotide 
local ton of first 
cocion iui pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \ = possible nucleotide insertion) 


7910 


38278 


A 


7965 


10 


533 


devslccqagvqlhdvgslqt" 

asqvqaillpqppevae1sgach 

hacl1fvflvemgfhhigqagl 

klptsgdlpasasqsagitgvs 

h rarpassylfff* devslccq 

agvqlhdvgslqvlpprfkrfs 

C\PASRSS*DFRRLPPRLPNFCIF/ 

M*RWGFT1LARLVSNSRPQ/CD 

LPASASQSAG1TGVSHRARPASS 

Y/CIFFLRWRLTIAQAGV**CNL 

SSLQPPTPG FK W VSCLSLPSS W 

DYRSLPPLPANFCIFSRDGVSLC 

SLSWSRTPDFK 


7911 


38279 


C 


7966 


312 


467 




7912 


38280 


A 


7967 


31 


678 


TGLYFLFLFCLRRSLA/SVAQPG 

VQWRDLGSLQPAPPGLRRFSFL 

SLQSSWEYRCPLPRPADFLYF*S 

RRGFSTLVRLVSNSRPQ/CDPPA 

SASQSAGITGVSHCARVLFFSFE 

MEFRSWAQAGVQWRDLDSLQ 

PLPPG\LT*FSCLSLPRLGAA/WD 

YRRVPPCPAIFC/IFFFFSRDRVS 

PC WSG WSQTPDPQ V 1 RPPRPSQ 

SAGITGVSHRARPSH1S 


7913 


38281 


A 


7968 


23 


99 


YTMTGPGCWRPL*TGPHPPHT 
WPGGSSSHPQIPHRPPCVFG 


7914 


38282 


A 


7969 


144 


1239 


ERTEPDH/TTTLT*P/ELPADTTA 

TVEDMLPSVTSVTTNSDTITETF 

ATAQYILTSETTTLTSSIAPPAT 

ATPDSNSVPAGQATPSKGPSAS 

APSPAPASAPKVAPLVDLSDTP 

TSTPAASNLSSSVLANQGAVLS 

PSAPAGVGEASKAPPASKLPTPA 

PVPTPTGAASPLAAAAAPATEA 

PQAKQEAPSTKGPDPEPTQPGA 

AKSPAEAATALASPKSEAASVS 

TTN PSQG EDFKM DEG NFKTPD 1 

DLAKDVFAALGSPAPAAGASG 

QAPELAPSTADSSVSPAPAKTE 

YGLSLSAVIGLCPVVSGWEDSG 

LPSIKWLLGLKVQEKGLNLSGK 

NTASG1NLGLEEERTRSSDSVLL 

NYGCTLESLGCF 


7915 


38283 


A 


7970 


3 


375 


ARQAMKSCLHQCFLTLPRQAL 
EASSCNSTGWGGEGTGKSGLQ 
RGP*NQCWEPSPAQQAAFTSS* 
AVATAAGQGEEELPLLPPSTTP 
GKNTASGINLWLEEERTRSSDS 
VLLNYGCTLKSLACF 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


7916 


38284 


A 


7971 


1 


2230 


MFEASVGWFMRLEERTRLHDI 

QAQDEAVTADLEAAAGYPDLA 

KIIDEGG YTKQQ I FS V DDT A FS 

WKKMTLRTFIAKEGTNTDGAS 

SATSSLVSLCLELCFLRAHHDV 

GFYCDLDVYQSAVYAPTCPTG 

YSLPQAKEESDFIPLEYEKGRIT 

STAGQGQDVEPEMEQLEKGSIK 

GVTETRTGPLGCSNYDNLDSVS 

SVLVQSPENKVQLLGLQVLLPE 

YLRERFVAAALSY1TCSSEGEL 

VCKENDCWCKCSPTFPECNCPD 

ADIQAMEDSLLQ1QDSWATHN 

RQFEESEEFQALLKRLPDDRFL 

NSTA1SQFWAMDTSLQHRYQQ 

LGSWL*KVLRKKTHR1LRRLFN 

LCKRCHRQPRFRLPKERSLSYW 

WNRIQSLLYCGESTFPGTFLEQS 

HSCTCPYDQSSCQGPIPCALGE 

GPACAHCAPDNSTRCGSCNPG 

YVLAQGLCRPEVAESLENFLGL 

ETDLQDLELKYLLQKQDSR1EV 

HSIF1SNDMRLGSWFDPSWRKR 

MLLTLKSNKYKPGLVHVMLAL 

SLQ!CLTKNSTL\EPVMA1YVNP 

FGG\SHSES\WFMPV\NEGQFSL 

TW\ERTNVDAAA\Q\CQNWTM 

HLGGIRWKTFRETVXHVYLRSR 

IKSLDDSSNETMYYEPLEDDWIP 

LRNLG\YMKINTL\QVFGYSLPF 

DPDXAIRDLILQLDYPYTQGSQD 

SALLQLIELRDRVNQLSPPGKV 


7917 


38285 


B 


7972 


62 


232 




7918 


38286 


A 


7973 


3 


258 


KLSPPPPPLPPSPPLPRPGPA\GPP 
SRLPSP/PASASPQGVP*LGPAA 
AELPG1RSR*PQVAAPEAETHP 
WCCC*RSSPQQQRJSH 
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SKQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon* /^possible nucleotide 








no/540 217 


nut on fnr nentide 

sequence 


of peptide sequence 


deletion* \ = nossible rmrlrntiri^ inv«»rti<-kn\ 


7919 


38287 


A 


7974 


1 


1048 


MAHSQNSLELPfNINATQITTAY 

GHRALPKLKEELQSEDLQTRQK 

ALMALCDLMHDPECIYKAMNI 

GCMENLKALLKDSNSMVRIKT 

TEVLHITASHSVGRYAFLEHDI 

VLALSFLLNDPSPVCRGNLYKA 

YMQLVQVPRGAQEIISKGLISSL 

VWKLQVEVEEEEFQEFILDTLV 

LCLQEDATEALGSNVVLVLKQ 

KLLSANQNIRSKAARALLNVSI 

SREGKKQVCHFDVIPILVHLLK 














'DPVEHVKSNA'AGALMFATVIT 
EGKYAALEAQAIGLLLELLHSP 
MT!ARLNATK\ALTMLAEAPEG 
RKALQTHVPTFRAMEVETYEK 
PQVAEALQRAARIAISVIEFKP 


7920 


38288 


A 


7975 


1 


782 


MAVTAAACWSLRPLARRDVCV 

GVALASPFVKPTHWFCKTLLEP 

CRPTGMGAQEIISKGLISSLVW 

KLQVEVEEEEFQEFILDTLVLCL 

QEDATEALGSNVVLVLKQKLL 

SANQNIRSKAARALLNVSISRE 

GKKQVCVHFDVIPNPWSHLLKD 

P\VEHVKV*RCRLPLMFA\TVIT 

EG\K Y A ALE AQ A I G LLLELLH SP 

MTIARLNATKALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEA LQRA ARJ AISVI EFKP 


792! 


38289 


A 


7976 


1 


300 


VEQTGRGE/RAYDIYSRLLRNA 

FLCVMGPIDDSVASLVIAQLLFL 

QSESNKKPIHMYINSPGGVVTA 

GLAIYDTMQYILNPICTLPRTVR 

MSPRWCRRSL 


7922 


38290 


A 


7977 


2 


470 


RPPQRTLQNGLALQRCLHATAT 

RALPL1PIVVEQTGRGEASYDIY 

SRLLRERIVCVMGPIDDSVASL 

VIAQLLFLQSESNKKPIHMYI/N 

QPSGGARGQATD1AIQAEEIMK 

LKKQLYN1YAKHTKQSLQVIES 

AMERDRYMSPMEAQEFGILDK 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mee 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, Impossible nucleotide 
deletion. \=possiblc nucleotide insertion) 


7923 


38291 


A 


7978 


3 


864 


SCRYPALGPRLAAHFPAQRPPQ 

RRPPRTACSLQRCLHAYTATRAL 

PLIPIVVEQTGRGERAYVDIYSRL 

LRERI\VCVMGPIDD\SVA\SLVI 

AQLLRLQSR\SNMKPIHMY1N\S 

PGWVWVTAGLGHLTDTIAVTF 

LQPDFCTW/CSLGPGAASMGSL 

AFFAAGTPGMRHFAPQLPVFMI 

QPALQEGAGGQSPPDIVA1QAEE 

NP*K LAKKQLAYN I * RQRTTQTRS 

LQGDRVPPMAEGTA*HEAPME 

GPQEEG\ILKTRFLVPPSPQDGE\ 

DEAPRLVQKEPWEAAPAAEPV 


7924 


38292 


B 


7979 


1 


2088 




7925 


38293 


A 


7980 


412 


812 


FQSLFTCVLFHFKFSLTIHHMNS 

QPF*RIRSTFFFLKQSL/DSVTQA 

GVQWRDLGSLQPPPPGFKQFSC 

LSLPSSWDYRRAPPHPANFFYF 

F**QTG\FTHVGRMVPI*PRDPP 

ALASQSPGITGMSHCTRPRJR 


7926 


38294 


A 


7981 


2 


178 




7927 


38295 


C 


7982 


279 


322 




7928 


38296 


A 


7983 


2 


760 


GVRRSGGGR\GRPGGGPRKARR 

GKAEDKE*MPVTKLGHLVKDM 

K1KYLEDV/YFSLP1KESET1DFF 

LGSSLKEEGLKIMPVQKQTRAG 

QRTRFKAFVATGDYNGHVGLC 

VKCSKEVATA1RGSVILTKHSIV 

PVRRGY/WGNKMDK/PHTVPCK 

VTGRCGSVLVHLIVSAPVPKKL 

LMM AGI DDCHTSARGCTAT/LG 

NFAKATFDTISKTYSYLTLDLW 

KETIFTKSPYQEFTDHLVKTHT 

RVSVQRTRAPAVATT 


7929 


38297 


B 


7984 


318 


406 




7930 


38298 


C 


7985 


333 


439 




7931 


38299 


A 


7986 


2 


171 




7932 


38300 


A 


7987 


1 


668 


MGGLFWRSALRGLRCGPRAPG 

PSLLVRHGSGTIMGVFVAVGTI 

PVPSRVPCIEADTLKPGGPSWT 

RERTLVAVKPDGVQRRLVGDV 

IQRFERRGFTLWGMKMLQAPE 

SVLAEHYQVDLRRKPFPPCPSSR 

YMSSGPVVAMVWEGYNVVRA 

SRAMIGHTDS\AEAAPG\TIKGV 

DFSVHISRNVIHASDSVXEGAQR 

RJQ\LWFQEQ*SWVSWA\D\GGQ 

HSSIHPA 


7933 


38301 


A 


7988 


1 


897 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couuii lor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
ui (icpiiuc »ct|ucncc 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7934 


38302 


A 


7989 


1 


142 


MEYYAATKNDEVMSFV/GT/W 
MKLETIILSKLTQEQKTKHHMF 
SLISGS 


7935 


38303 


A 


7990 


287 


1086 


EPWREMFISVYTLQKLGALFTI 

AKTWNQPKCPSMIDWIKKMW 

H/1YTMEYYAAIKKDEFMSFER 

TWMKLETIILSNLTQEQKTKHR 

MFSLISGSRTMRIHGHREGNITC 

QGLLGGECVHTVATRGSPSATE 

DESCRMNVNDYGGNSPSTLQV 

KTSPQGRAEKGNNVRTWLYSN 

LVCWPSLGSbMGKLRDRVIlCR 

V1YTHTAGDVSMHEEGFQFPLK 

QVSLLLCAIAFQPSLVVAAALV 

HITMEAYTYLEVTLLQIHSPLFC 

FLPKCHF 


7936 


38304 


A 


799! 


1550 


1835 


DTISHQLEWQSLKSQETTALLTI 

AKTWNQPKCPSM1GWIKK\MW 

H1HTMEYYAA1KRNEFMSFAGT 

WMKLETIILSKLTQEQKTK\HH 

MFSLIRGS 


7937 


38305 


A 


7992 


164 


647 


DLPVEPHIGKMILFEALVL/HCL 
DPVLTI A ASLSFKDP\FV1 PLGKE 
KIADARRKELAKDTRSDHLTV 
VNAFEG WEEARRRGFRYEKDY 
CWEYFLSSNTLQIM/MKIIKAVI 
CAGLYPKVAKIRLNLGKKKK\K 
VKVYTKTDG L V A VHPKS VN VE 
QTDFHYNWLI 


7938 


38306 


A 


7993 


66 


345 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


7939 


38307 


A 


7994 


1 


2367 


HRVTVISGETGCGKTTQVTQFI 

LDNY1ERGKGSACRIVCTQPRR! 

SAHSSCGKSSCRKGQNLVASGN 

STGY\QIRLPESVAQGNRVLSYT 

VPTRNHPSSGSQSDPYLSSVSH1 

VLDE1HERNLQSDVLMTVVKD 

LLNFRSDLKVILMSATLNAEKF 

SEYFGNCPMIHIPGFTFPVVEYL 

LEDVIEKIRYVPEQKEHRCQFK 

RGFMQGHVNSQEKEEKEAIYK 

ERWPDYVRELRRRYSASTVDVI 

EMMEDDKVDLNLIVALIRYIVL 

EEEDGAILVFLPGWDNISTLHD 

LLMSQVMFKSDKFLIIPLHSLM 

PTVNQTQVFKRTPPGVRKIVIA 

TN1AETS1TFDDVVYVIDGGKIK 

ETH FDTQNN I STM S A E WVSKA 

NAKQRKGRAG\RVQPGSLLFIC1 

NGS*EASLLGWTIQLPEIFEE\PF 

WEGTLFTK*RFLRLGE1AYFLSR 

* MDPPSN EP VLLS I R H L\RS LN A 

LDKQEELTPLGSNHLARLPVEPH 

IGKMILRGALFCCLDPVLTIAAS 

LKFQVSPFVIPLGKEKIADARRK 

ELAKDTRSDHLTVVNAFEGWE 

EARRRGFRYEKD\FCWEYFLSS 

NTLQMLHNM KGQFA EH LLG A 

GFVSSRNPKDPESNINSDNEKII 

KAV1CAGLYPKVAK1RLNLGKK 

RKMVKVYTKTDGLVAVHPKS 

VNVEQTDFHYNWLIYHL1CMR\ 

TSSIYLY\DCTEVSP\YCLLFFG\G 


7940 


38308 


A 


7995 


25 


312 


WLIYVITDARMYRQRGRYYFL 

VSSSLDKVLMISFLLGWRRSSR 

RLRAFLVLHLRASPWAPRSFVR 

PVSAFSVGMCHMKTRVFENTF 

PFTLGHTVRYVGREIF/CRRVFT 

RYRES1KISLPTYLTVCPRVKGN 

VFSNTR V FM WH I PTL KA DTG RT 

KLLGAQGEARRCKTKKARKRR 

EERLQPNKKEIIKTLSKEEETKK 


7941 


38309 


A 


7996 


2 


417 


QQIRKLIKVGLIIHKPVIVHSQV 

GCQKSTFS/RTRKGRH MGTG * R 

KSTANFQMPEKVTWMRRMRIL 

HWLFGRYHESKKTDHHMYHSL 

YLKVQGNMFTNKQ1LMEHNHK 

LKADJCAHKKFLADQAEARSSK 

TNKASKLREER 


7942 


38310 


A 


7997 


3 


124 


KJCRPELRDLLNQARKETL/ARK 
EDRSASSGAEGDVSSEREP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
uciLiivii^ \ jju^aiuic iiuciruituc insertion) 


7943 


38311 


A 


7998 


911 


1497 


SQRKARDQRRKRNKRASS1AK 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNE1PN 

ANFRQQIRKLIKDGL1LRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

GIESKKIDRHMYHSLYLKLKGN 

VFKHKR1LTEHSHKLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEIIKTLSQEEKAK 


7944 


38312 


A 


7999 


34 


279 

1 


EVJHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSCYLKVKGNVFlCNKRlbM 
EHIHKLKADKARKKLLA 


7945 


38313 


C 


8000 


351 


530 




7946 


38314 


A 


8001 


356 


921 


WRAT ACT YPS W APPRJ L V A TG P 

AAVSAGLPSLHGTRAGPQAPCT 

AAVPPAPLPPHRPAS*G/MPAGP 

VQKGAPT/AAAAG*RLLKHGQS 

RRQGRGGAERTEGCQHAVTFQ 

DCFLRCFFG*C*CLSG/ERAIALE 

QGASHAAEQLPRLQAFKRPGPL 

/QVNPDAPQKSAASSSLKVLSG 

LPKHQRPRRFCQNTGS*SGP**T 

TGRRSAAGAA/GKPENPGSPPA 

PHNFKSGTNPAVTTHHPVGSKP 

RPEPHGNSEA 


7947 


38315 


A 


8002 


495 


653 


MTLTSIDPVLTTFFNLECPL/VFT 
ATASSGLGEVE*A1ALN 


7948 


38316 


A 


8003 


1 


1433 


MPESNCSLTWRHSVGRAVAAQ 

GGEHSSQGASLVLGEPRGGSS 

WLLGLEGDTGLWGGLLKEGRL 

TDGKGKTIDCKDA1FIMTSNVA 

SDEIAQHALQLRQEALEMSRNR 

IAEN\LGDVQISDKITISKNFKEN 

V1RPILKVRGLSWHFLLEPKAHF 

RRDEFLGRMGEIVYFLPFCHSEL 

IQLVNKELNFWA\KRAKQRKN\[ 

TLLWD\REVADVLVDG\YNVH 

YGARS\1KHEVER\RVVN\QLAA 

AL*SRTLLP\GGCTLRJTVEDSD 

KQLLKSPELPSPQAEKRLPKLR 

LEIIDKDSKTRRLDIRAPLHPEK 

GRLTDGKGKT1DCKDAIFIMTS 

NVASDEIAQHALQLRQEALEM 

SRNRIAE1MLGDVQISDK1T1SKN 

FKENVIRPILKVRGLSWHFLLEP 

KVLTTFFNLSVLYLHGNSIQRL 

GEVNKLAVLPRLRSLTLHGNP 

MEEEKGYRRARGHSLHQGIEK 

YICESDDIFRKYCNNQFL 


7949 


38317 


A 


8004 


1 


789 
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SRQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


7950 


38318 


A 


8005 


1 


409 


LRLELSFCSSCLLEPPWS/TTVV 

CLYCRPATDFHPSGSGRVSAVL 

LIQ*G/RPLPLLIRLKACHCSHTA 

KCPGSSPSSMSPTAEEQKSGTA 

EERREGASEHGEEFGWGRLERS 

AVEWPNSRGRSSSHSIPFPAPRP 


7951 


38319 


A 


8006 


1 


1787 


MSKGESRKCNEENVSKSSKVV 

KVFIVLTPQFLSRDKDQLTKEL 

QKHVKSVTVSCKSPRKLLSHIT 

RLHPPSKGQGENLTHLVDSIKA 

Tl WCQP V WETVEGQR RR VGNC 

IDFTNGCDLVGSSSLHNMLVCS 

SYDINRQDTFQKDRTSEKHLLD 

S V FTA LQDS AGQQ WPARLHPQ 

RGEEVADPRGAPSRHVEPENSS 

PCQGNGEQAGKAGARALCGQ 

ARRSPATMPPPLTTRSLCEFAVF 

LLHWLFPELFHYRKLGEQDSCY 

G DG G KQELDPQRLQ1 1 CN FTE V 

YFPHMQEEEAWRQAGPGPAEA 

AD/TSATSRRSTSPTCRRRRPGC 

SG A PSA STTSFRA WG WTQ A A K 

ASPPRDNCYNSSSLPDDISLFTH 

DNLHKQHSCSDSLGKKQLDPS 

CIKLIRH*VHLLYLCTKNNRVW 

TLEFMGNLHWNRNRGAPTSSS 

A RSTC WPRV* RH EELCNQS* E V 

QRGV*GSPAAPERSSKDFCKIPL 

DEVVVPH*/DFPVRSPYLLSDKE 

VCKIVQQSLSVGNFAAGLL/LPP 

RTSSCSTTIFGL/DNKKQLDPTQ 

LRLICH * VEA V YPVEKVEEV WH 

C EC I PSNDEQCH CPN RKKCN I L 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

AC if ucntc 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

rrulnn fur n^nlidf* 

sequence 


Nucleotide location of last 
codon for last amino acid 

itf nr ntirlf ^t*niipnf# > 


Amino acid sequence ( \=Unknow n, 
*=Stop codon, /= possible nucleotide 

Hflptimi \=nAvcihl*- ntn>l*ikti/(A 1 ±* ******* 

utitiiuii> \ |>u5muic nucicoiioe insertion) 


7952 


38320 


A 


8007 


1 


1475 


MAVDFSLAVLMIVSSYDINRQD 

TFQKDRTSEKHLLDSVFTALQD 

SAGQQWPARLHPQRGEEVADP 

RGAPSRHVEPENSSPCQGNGEQ 

AGKAGARALCGQARRSPATMP 

PPLTTRSLCEFAVFLLHWLFPEL 

FHYRKLGEQDSCYGDGGKQEL 

DPQRLQI ICN FTEV YFPHMQEEE 

AWRQAGPGPAEAAD/TSATSRR 

STSPTCRRRRPGLQRCAQCIND 

K LQG LG LD AG SEG E PPTRQLLQ 

LLQPAR*HLSNQGGG*LQGRAL 

FTHDNLHKQHSCSDSLGKKQL 

DPSCIKL1RH*VHLLYLCTKNNR 

VWTLEFMGNLHWNRNRGAPT 

SSSARSTCWPRV*RHEELCNQS 

*EVQRGV*GSPAAPERSSKDFC 

KIPLDEVVVPHVDFPVRSPYLL 

SDKEVCKIVQQSLSVGNFAAGL 

L/L PP RTSSCSTTI FG L/DN KKQL 

DPTQLRL1CH*VEAVYPVEKVE 

EVWHCECIPSNDEQCHCPNRKK 

CNILKKAKKVEK 


7953 


3832 1 


A 


8008 


1 


3524 


MCNNL1HLSLANNKITTINGLN 

KLP1K 1 LCLSNNQ1 EM ITG LEDL 

KALQNLDLSHNQISSLQGLENH 

DLLEVINLEDNKIAELREIEYIK 

NLPILRVLNLLENPIQEKSEYWF 

FVIFMLLRLTELDQKKIKVEEK 

VSAVNKYDPPPEVVAAQDHLT 

HVVNSVMQPQR1FDRYLLE1QR 

PEFRLVLKLVGNESLPIASADSL 

ALTSDMVRNGLGDLFYDFRAC 

HTTRPPYFGEGDRVDYHFISQD 

VFDEMVNMGKF 


7954 


38322 


A 


8009 


258 


719 


MTPPSVLP*PSLSY*HPDYSLPF 

PFSPPVLCFPHPVQGLYSVLFVN 

TAAEPREKSAMA1LPLSGHACS 

HVCLGSHQSLFQRACGRCPRPL 

SGSLRSHCHWLLILGVKKCSPP 

EAGKAILLTTDRTETMNISWKP 

RNPSHTVPHPHHICCHWRI 


7955 


38323 


B 


8010 


1 


1953 




7956 


38324 


A 


8011 


32 


533 


GRERPLLSPYMETLYRVPFLVL 
ECPNLKLKKPPWLHMPSAMTV 
YALVVVSYFLITGGIIYDVIVEP 
PSVGSMTDEHGHQRPVAFLGL 
QS KM DNN ING KG LCI Q A S* FTM 
G G FRFS* ILDPI ECTK YPKTS1\DS 
FFCSIGISSVVLLEFFPWARSNS 
MRNGNCPGLI 
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• i) 



SEQIO 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknoivn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


7957 


38325 


A 


8012 


670 


1052 


TRRDSRCKGTWLLSVKTLA 1 S A 

VKSQKSKASECRFTNRSSSTAVI 

RVLLPGILLSSKLRCSMVLATA 

LERDDSDVGVTISSINPQDSHFS 

CLLLLRJSSNSC*IC/CNFFAIRV 

HLAEVCI*QTSLLL 


7958 


38326 


C 


8013 


40 


186 




7959 


38327 


A 


8014 


1 


1216 




7960 


38328 


B 


8015 


1 


1032 




7961 


38329 


B 


8016 


1 


1761 




7962 


38330 


A 


8017 


108 


708 


LTNQKKSRTRRJHSRILPEVQGG 

AAADRHCPIDRLGSLQDHHRRS 

RLLSQWSP*KSTHD*HGFS\YQS 

AEDIRRKLQQQAEFAGMNTSEL 

LQIANQAFVNRDAVSRKENHR 

DNERQAQRNTDLLAAAIRGVPP 

KRQGKGGPGKETQPGCQSLQR 

NQCAYCKEIGHWKNKCPQLKR 

K PG DSEQE A PDKDEG A LLN L A 

EGLLD 


7963 


38331 


A 


8018 


1 


512 


LSRSSPLLPLVWHQAMVGSMD 

VEPAAWVLMTFCWDTPRQSGV 

PRERMPHTGTWRTVGIRCPKK 

KLRS AN SS M M RG K VQ PFRP/DI 

QAYGAAPFEDLQVDFREMPKC 

GGNKYVLVLGRTYSGWVEAYP 

TRTEKTREVTPVLLRDLIRRJFRP 

PLW1GSDNGPAFLAALVQKTA 


7964 


38332 


A 


8019 


3 


764 


KQVLVNGDAVSREEKRKENER 

QARRNADLLVSCSNQSGPPKEA 

REELWTKDYRPGQDLRLLSQA 

TLTFH PT VPSPSTLLG LLPA EDS 

WFTCLDLKDAFFPIRSAPESQK 

LFAFQWEDPES AL A KTVRQRC 

VSCRQHHA\GKVQPFRP/DIQAY 

GAAAFEDLQVDFTEMPECGGN 

KYLPVLGRTYSGWVETYPTRA 

EKAREVTRVLLRDLIPRLELPFR 

IGSDNGPAFVADLLQKTATVLG 

1TRKLHAASRPQSSGK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, possible nucleotide 

deletion. \ = l)OSSil)lv niirlpfiful* inc^rtirtnV 


7965 

vi — ■ 


38333 


A 


8020 


19 


1548 


CIYGAQLCTGPSAPVWYCPLGT 

MAPTGLPGHPAVATATEPHRE 

RGSPL/IDSTVLVPPQDKHILRPP 

TVDKRGGEASGETPPLAARLRH 

KTGIQMPLREQQYTGIDEYGHV 

VERRVFGYQPFTSAHLLNWKS 

NTPSYTEKPQALIDLLQTIIQTH 

NPTRADCHQLLMFLFNTDERR 

RVLQAATKWLEEHAPTDYKNP 

QEDVRTQLLGTYPQWDPNERQ 

DMQRLNRYREALLEGLKRGAQ 

KATNINKVSEVIQRKEESPAQF 

YERLCEAYRMYTPFDPNSPENQ 

CMINMALVIQSTEDIRRKLQKQ 

AGFARMNTSQLLE1ANQVFVN 

RDAVSRKENQKENGGWPPCLR 

ALAATALLVQEANKLTLGQNL 

NIKASRAVVTLMNTKGHHWLT 

DARLTKYQTLLCENPRITTEVC 

NTLHPATLLPVSESPVEPDCVE 

VLDSVDSSRPDLRDQAWASVD 

WELYVDGSSFFNPQGERGAGY 

AVVTLDTVVEARSLPQATSAQ 

KAELVAF1RALELSE 


7966 


38334 


A 


8021 


1 


895 


MDGAGICYLHQTNAGTEIQTPH 

VLTYKRELNMENMWAHRGDN 

THWGPEGSTNSPASASGVADV 

SRVGSLQWVLGLADFKNEAKE 

LRLYKQEKREKAKRWKETEKG 

FNG DYG VTMTPG K WRTY FEI D 

WSKLEVGWPSEGNLERSLVSK 

VWHKVTGKSGHSDQFPYIATW 

LQLVLDPPQWLRGQAAAVLVA 

KGQI\PRK D PTPPGRG KSTPE V L 

FDPTSEDPLQEME/PSDPSGALP 

LPGKDAPHS*AHSPCASTRQTY 

P*ATRSRQERR*SLERNPYIGSS 

FKTQNWDTNAPERAVVYWDR 
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SEQ ll> 

NO: 


SfcQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7967 


38335 


A 


8022 


1 


1959 


MLKNFKKGFNGDYGVTMTPG 

K L RTLCE 1 D WPTL E VG W PS EG S 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKV1PVVP 

SPYQGERLPTFESTVLVPPQDK 

H I PRPPR V DKRGG E A SG ETPPL 

AARLRPKTGIQMPLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTEKPQALIDLL 

QTIIQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQN PQEYGKEESPAQF Y ER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTIDIIGAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPT1FGEALARDLQIC 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKVAQICQQQVRYLGFTI 

RQAERTLGSGRKQVJCNLPEPK 

TRRQVREFLGAAGFCRLWIPNF 

AVLAKPLYEVTK*GDREPFEW 


7968 


38336 


A 


8023 


2 


367 




7969 


38337 


A 


8024 


3 


687 


GG RRQRRSK VTST W WQ ARESS 

CRGTLLYKTIRSCDTYSLSQEQ 

HGPNLHVLIGVPESDGQNGTKL 

ENTLQDIIQENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGKPI RLPADLLVETLQARRE 

WGPIFNILKEKNFQPRISYPAKL 

SFISEGEIKYFTDfCQMLRDFVTT 

RPALQELLKEALNMERNNWYQ 

PLQNHAKL 


7970 


38338 


A 


8025 


I 


993 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 

Ul UCUIIUC 3VUUCIIVV 


Amino acid sequence ( XMJnknown, 
*=Stop codon, A=possihlc nucleotide 
uuiuuii* * |fu^siufc nucicoiiue insertion) 


7971 


38339 


A 

r- * 


8026 


1 

i 


842 

■ ; . ■ ! 


MAEQEQLQSAVPSPLLVIPRQK 

GSGVDFQQSPTDLQLRDLTDRR 

KTNKQKGJASTLTKRTSTPKPH 

LYVTNIKDQRPNPRLIGVPESD 

GEKGTKLENTLQDHQENFPNL 

ARQANIQIREIQRTPQRYSSRRA 

TP\RHLIVRFTKVEMK\EKILRA 

A\REKG RVVTHKG K PI RLTTA D L 

SAETSTSQKTEWGPIFNIIAKEK 

NF\QPRIS\YPAK\LSFFISEGEIK\ 

YFTDKQMLRDFCHHQTCLP*KS 

TRPALKELLERKHLNM/EKGNN 

WYQPLQVNHAQ1CKDH 


7972 


38340 


C 


8027 


320 


433 




7973 


38341 


A 


8028 


9 


189 




7974 


38342 


A 


8029 


26 


738 


VAASSFDTCADHLCALHLLQV 

LHYLAIQKPADLARHLLPCV1H 

AAVLKVKEEESLENISSVKKI1K 

QIISHSSKVLHFPNPEDKKLEEII 

HQITNVEAL1ARARSLKAKFGT 

EKCEQEEEKEDLERFVSCLLEQ 

PE V L VTG AG RG H AG R! I HKLF V 

NAQNVA\AMTPP\EEELKRMGS 

PEER\RQNS\VSDFP\PPAGREFIL 

RTTVPRPAPYSKALPQRMYSVL 

TKEDFRLAVKIIDGDV 


7975 


38343 


A 


8030 


3 


2961 


MAADSEPESEVFEITDFTTASE 

WERFISKVEEVLNDWKLIGNSL 

GKPLEKGIFTSGTWEEKSDEISF 

ADFKFSVTHHYLVQESTDKEG 

KDELLEDVVPQSMQDLLGMNN 

DFPPRAHCLVRWYGLREFVVIA 

PAAHSDAVLSESKCNLLLSSVSI 

ALGNTGCQVPLFVQIHHKWRR 

MYVGECQGPGVRTDFEMVHLR 

KVPNQYTHLSGLLDIFKSKIGCP 

LTPLPPVSIAIRFTYVLQDWQQ 

YFWPQQPPDIDALV 



956 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


7976 


38344 


A 


8031 


1 


1688 


MREKPCQSNECGKAFNYSSLLR 

RHHITHSREREYKCDVCGKIFN 

QKQYIVYHHRCHTGEKTYKCN 

ECGKTFTQMSSLVCHRRLHTGE 

KPYKCNECGKTFSEKSSLRCHR 

RLHTGEKPYKCNECGKTFGRN 

S A L VI H KA I HTG EKP Y KCN ECG 

KTFSQKSSLQCHHILHTGEKPY 

KCEECDNVYIRRSHLERHRKIH 

TGEGSYKCKVCDKVFRSDSYL 

AEHQRVHTGEKPYKCN1CCGRS 

FSRKSSLQYHHTLHTGEKPYTC 

NECGKVFSRRENLARHHRLHA 

GEKPYKCEECDKVFSRRSHLER 

HRRIHTGEKPYKCKVCDKAFRS 

DSCLANHTESSILGEKPYKCY\K 

CCGGFLIQKGSLPQHQRVHTGE 

KPYECNECGKVFNQKASLAKH 

QRVHTAKKPYKCNDCGKPLPD 

QSTLFHHQSNPIGVGKRYQ\CN 

DCHKVFSNATTIANHYR1HIEE/ 

K1YKCNKCGKFFRRHS*LVVHQ 

♦THTGEKPYKYHDCDKVFSQA 

SSYAKHRIHTGEKPHKCDDCG 

KAFTSCSHLIRHQRIHTGQMPY 

KCKGGKVFTLWSFHAEHQKIH 


7977 


38345 


A 


8032 


25 


1091 


IHIYSDSCSLSLQDSGDEKEFNL 

DDNVSFRASLWDLAAGPGQGG 

GGGREKWRAV1SRTMNRKMG 

KMMVKALSEEMVRPADIGDGV 

SRGPGDRSGRM*AEKMALAFS 

EQEEHELPVLSRQASTGE*GMR 

GTP A ESGG KD WVT A V L V AG PF 

CGRARVHTDFTPSPYDHDSL1CL 

QVRSASGLLWSLAGCAQKGSW 

TEPVGSFKFIYVDVLPEEAVGH 

ARPSRRQSKGKRPKPKTLHELL 

ERJGLEV*AWSSLVSS1REAQLP 

QGWGPGHLNELNIMDPQHRAK 

LLTAAELLLDYDSEWL*ERPGE 

GAESSQEPGVGEACPKVDIPRDS 

GCFEGSESGRDDAELAGTEEQL 

QGLSLAGAP 


7978 


38346 


A 


8033 


35 


437 




7979 


38347 


A 


8034 


1 


1845 




7980 


38348 


A 


8035 


I 


212 




7981 


38349 


A 


8036 


371 


915 




7982 


38350 


A 


8037 


I 


2460 




7983 


38351 


B 


8038 


10 


1510 
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SKQ H> 


SEQ ID NO: 


Met 


SEO ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X=Unknown ( 


NO: 


or peptide 


hod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




AU/C/t/1 til 


codon for peptide 
sequence 


of peptide sequence 


deletion, \ = possible nucleotide insertion) 


7984 


38352 


A 


8039 


1 


188 


S A STTLWGLLIFLIH RLGTA L RA 
VSSWGTHLTAKEVQWGH/DCG 
THWSYHHLHQPRAAGHKEC 


7985 


38353 


A 


8040 


3 


2332 


FFFMWDPQHF/TFIA/LPQGYYN 

SPGLYSTVLRDLENLDIL*NIKF 

LYFIDNIMLTGMDE*EEDGTLE 

ALVKHLLSRGVKINKPYRDSEV 

ATAVK/FLQV*WLGASRG\VPS 

NVKDKLLHLCIXPCKGREAHCL 

G*ALF*VS*HHMPTCKVVSGFDP 














HF* ; VT*EECPAFEWSL/QQERTL 












QQ1PGHGAVTILQDPLVLKVPV 

GGVRFGVELNQAPVGESQWKG 

LG1WSKAMSSTAQKYAP/FQSR 

EICWKQLLACY/W*ALI/E1ECLT 

MGHKTTM*FQ\MPLRN*HLCNS 

♦SHTLDMPQQHPIMRWKSFL*/ 

D*A*IPMLTSPRKHPNLKWP*TT 

KQKH/WKL/GQPSPWVSPGRVG 

WVHKWSKHSGRD/GGYLWVQ 

QY* LPPTKVDPDTATSKCPTHQ 

HLNPMI FP/R*GSISLG DQPDPK* 

GVDYIALFPS*KGQRFMFTGIGT 

YSIVGFSCRVVIPSVSTTFWGLL 

IFVIHRLGTASPCSVSSWGTHLT 

AKEVQWGH/DCGTHW\SYHHL 

HQPRAPGP*RMLKRASIGTAQR 

QLAGST/LCGWEGAIFQDMVHF 

KNQRHLYSSVISVGRTRGSRYQ 

GVEVDVAPYPIPSTHLSWDFAL 

LSQNHHSAG*KVLDSKGGYP*K 

ETNECPL1MYTLQLP/PGE/FGQY 

VSRDQRVRRGVPSSPGTWIDPD 

PQEEAWLLSHN/GG*EEFVWNP 

/GDPLGGLLV/LPCPIVSVRRIVQ 


7986 


38354 


A 


8041 


1 


1296 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


7987 


38355 


A 


8042 


498 


2219 


KSVKTST*DTLRTKAKTGQGHI 

TGLQPWLGLRIRQEP/SAKTEK 

KAAIQAKAGAEREATGVVRPV 

AKTRAKAKAKTGSKTDAVAE 

MKAVSKNKVVAETKEGALSEP 

KTLGKAMGDFTPKAGNESTSST 

CKNEAGTDAWFWAGEEATINS 

WFWNG EE AGNSFSTKNDKPE1 

GAQVCAEELEPAAGADCKPRS 

GAEEEEEENVIGNWFWEGDDT 

SFDPNPKPVSR1VKPQPVYEINE 

KNRPKDWSEVTIWPNAPAVTP 

AVLGFRSQAPSEASP/LFIYCSG 

LR*RKCLFFACGNSLPPF*E\PRS 

CSQPIPECRFDSDPCIQTIDEIRR 

QIRJREVNG1KPFACPCKMECY 

MDSEEFEKLVSLLKSTTDPLIHK 

IAR1AMGVHNVHPFAQEFINEV 

GVVTLIESLLSFPSPEMRKKTVI 

TLNPPSGDERQRKIELHVKHMC 

KETMSFPLNSPGQQSGLKILGQ 

LTTDFVHHYIVANYFSELFHLL 

SSGNCKTRNLVLKLLLNMSENP 

TAARDMINMKALAALKLIFNQ 

KEAKANLVSGVAIFIN1KEHIRK 

GSIVVVDHLSYNTLMA1FREVK 


7988 


38356 


A 


8043 


1 


453 


MEKLDELKIKIDNINGALICARH 

FSKCSSNAQSHLCPYLQAFPGG 

PG/VRGLPGWPGRTGSRELGHG 

WRGCG/EGLVSGCQTMLSGA\P 

AGSPQ\PTGGTRAHAVRGRP*V 

PARSQGSRPLARPGQED*GAAP\ 

DFDPGAAGVPGVPALQEAAQI 


7989 


38357 


A 


8044 


-> 


690 


SLSLPSSWDYRRAPPRPANFVF 

LVETGFTMLTTIVLIS*PHHPPA 

SASQNAGIV/GVSHSPRPGIACLI 

TRLDF/HQGTQSRVPALGSS*PIP 

HARPRGHTLJCALPYRLYTQTA 

RGFGQPRVRJPLLSLLGSLKPSE 

LRGQVGHAFASAIFASAISLCVF 

TLLVEGKLKPPGASVRRCLQSN 

RDLGFRATFPTSHRGHGALGLN 

YISQRATGTPNLWLPFRFRVVL 

LQAACG 


7990 


38358 


A 


8045 


106 


299 




7991 


38359 


A 


8046 


306 


445 




7992 


38360 


C 


8047 


570 


926 
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SKQ ID 


SEQ II) NO: 


Met 


SKQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=llnknnwn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possihle nucleotide insertion) 


7993 


38361 


A 


8048 


47 


988 


ASRPGSRVSLMFGAAGRQPDRS 

SSSPGTSWPFPVEPMEELVHDL 

VSALERELQSKPRGGFAEPGDP 

FSEVY/PCPLKRPARKRRGRKR 

RFV*CASPVGGLVnA*SEGSDS 

SFRRTKSK KRKLK 1 1 RQG PKIQD 

EGVVLESEETNQTNfCDKMECE 

EOKVSDELMSESDSSSLSSTDA 

GLFTNDEGROGDDEOSDWFYE 

KESGGACGITGVVPWWEKEDP 














TELDKNVPDPVFESILTGSFPLM 








; 




SHPSRRGFPTKTQSAFMECLQRJ 
LKNLEGLQLQWYPFLAQWVTR 
EWF1FPR1LITMTIGLALGLGQS 
MTSISF 


7994 


38362 


A 


8049 


3 


476 


LTRPVD*RPGTIHLGRGVRARP 

ANRRRQRARRGAAISPPGPCSV 

AGFLRGRLG/PEPGDNGQHLGE 

PWLGCGSLFA*RA*CSRSTRCT* 

RRRAPGDRELPRAPATWAPP1K 

LVPRVFSSKVGQGVSGLVEAM 

CLGQDS1LNQSNKHNSVASSNT 

ITVIG 


7995 


38363 


A 


8050 


2 


143 




7996 


38364 


A 


8051 


1 


161 




7997 


38365 


A 


8052 


3 


1189 


ESPLLGHHSSSDAARRRSVSSFP 

VPQDNVDAHPGSGKEVRVPAT 

ALCVFDAHDGEVNAVQFSPGS 

RLLATGGMDRRVKLWEVFGEK 

CEFKGSLSGSNAGITSIEFDSAG 

SYLLAASNDFASRIWTVDDYRL 

RHTLTGHSGKVLSAKFLLDNA 

RIVSGSHDRTLKLWDLRSKVCI 

KTVFAGSSCNDIVCTEQCVMSG 

HFDKKIRFWDIRSESIVREMELL 

GKITALDLNPERTELLSCSRDDL 

LKVIDLRTNA1KQTFSAPGFKC 

GSDWTRVVFSPDGSYWAAGSC 

* RA L L Y 1 W\D VLTG K V EKVLSK 

A\HSSSHQCGWPWSPSWARTVF 

VSVDKGCKAVLWGTVLTGLSG 

LGGPQCPPHEEAHGLLQPWSW 

QVNVLGYSMDLPEKLKANVGH 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknuwn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


7998 


38366 


A 


8053 


116 


92! 


LSKSNRCW*GCEEKGTLIHCW 

WEC/KFNPLLKAI*RFLKELKVE 

LPLDPAIPSLGLSK1GTGKKVW 

QRLPNCPTISLFSFFHKNRHTGT 

YRRRFLDSLAVRCPCNPATFGS 

KSDVCNFWVMPSTGKKCALPS 

HPLFPNGLNADVVCLSDSENLS 

QKILLILEVSDSVILGKLSHKNII 

QHDCIEEPLTLLRNTQQFRFLCI 

ACHGCTSQYSTFLVKASWTRS 

QG LIQRQPS AG SG YPEKLFS EG 

AGDEGVDLLPLLAKPASPDEQL 


7999 


38367 


A 


8054 


35 


422 


SCSEVTEASWGSVPELRDAQLG 

VGLHSPTYRHPHRETLTCCPAG 

TLQAWPFCGRIRVRVPVSWLGE 

PGRGLIPGSGSAASSECLPGLHG 

RAPLGTSCRPGRPLP/WNQPPPR 

L AQPG H R DPD ADA ATERPG LQ 

RPSRTACERFPMGVSVRRRVEA 

HSQLGVPELRD 


8000 


38368 


A 


8055 


-» 


277 


GPPRPPA * RG HGGRPENT\PA PP 
RWPPPP\PRSPAPLPPRRACADV 
THPPVPTPGKRTPPP1GGAPAAR 
AAPRRPAPSCFSAPTPGCSLTTG 


8001 


38369 


A 


8056 




179 


PPPHPQGPPPPGRPPGC*RPI/QG 
RQVFSMKPGRTPERTAWS/PPY 
PGCLGSRPRRPSAPA*SGAHCV 
VAPYPGCLGSRPRRPSAPA 


8002 


38370 


A 


8057 


3246 


4682 


ENTLSFASFFFFFEMLSLCRPGW 

SAAAPCQLTAASTYWVKRFSC 

LRLPSSWDYRRAPQHPANSFCI 

FSRDRAL/TMLVRLVSNS*PQVI 

RLPQPPKVLGL*ACCGFCSGSS 

GMAPGCGRVVSHAGAPGGGTR 

PP 


8003 


38371 


A 


8058 


3 


718 


LTRLVLSPDAPD/RATHLIAA/R 

AGTEKVLQ/AQE/CG H FHVVN P 

DWLWSCLERWDKIEEQLFPLR 

DDHTKAQRENSPTPLPDREGIPP 

TALSHPMPILPKAQPSPEVRJYD 

SNTGKLIRTGARGPPAPSSSLP1 

RQEPSSF/RVDDILGEGSDDSDS 

EKRRPEEQEEEPQPRKPGTRRA 

RTLGAPASSERSAAG/SRG/PRG 

HKRKLNEEDAASESSRESGNEY 

EGSSSEADEMA1CALEAELNDL 


8004 


38372 


A 


8059 


273 


468 


NVKGTAANGD*G*RGEAAPA\G 
RSRARVPEDAASESSRESSNED 
EGSSSEADEMAKALEAELNDL 
M 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ !l> NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletions—possible nucleotide insertion) 


8005 


38373 


A 


8060 


1 


2886 


MEVPAAGRVPAEGAPTAAVAE 

VRCPGPAPLRLLEWRVAAGAA 

VRJGSVLAVFEAAASAQSAGAS 

QSRVASGGCVRPARPERRLRSE 

RAGVVRELCAQPGQVVAPGAV 

LVRLEGCSHPVVMKGLCAECG 

QDLTQLQSKNGKQQVPLSTAT 

VSMVHSVPELMVSSEQAEQLG 

REDQQRLHRNRKLVLMVDLDQ 

TLIHTTEQHCQQMSNKGIFHFQ 

LGRGEPMLHTRLRPHCKDFLEK 

IAKLYELHVFTFGSRLYAHT 


8006 


38374 


A 


8061 


2 


680 




8007 


38375 


A 


8062 


658 


1657 


PGILSLRMALLTGVDCKVVVPV 

PPGHTHPQLRLFHFHPKTCSGW 

GEWGDHGVVWAGPAPAWHL 

HRDVQALWTNDHALAW\P*AM 

TSERTLWPGHELSARPGRSWRI 

SCPTG LAPQGG DDRTRG H WVTA 

TCCSADGLRLCRYGD\GVRGGL 

PTVAWP*LTGSCSLRYGSGQQC 

CYTADGTQLLTADSSGGSTPDR 

GHDWGAPPFRTPPRVPSMSHW 

LYDVLSFYYCCLWAAPDPGKD 

RAGLGCTPT*PSTLTLASAFGDP 

HFVTFDGTNFTFNGRGEYVGM 

G*NQGGRLEPSGSRSAPTTAGT 

ETRGTGLTAVAVQEGNSDVVE 

VRLANRTGPER 


8008 


38376 


A 


8063 


873 


1791 


RCAGCPHSSSFFERGQ*AAVGP 

CCHGGTYRKASSV*RVSV*HPP 

HDRGSRK/QSLSGR*STGLS*MP 

SGVASSASV*FVNVFSLSSSN*L 

AQSTARFPPGSVRGLGQGRAG 

GG*APGHGADHPTGRQHS*GSP 

APVTWLWWPPPRHQAALAPAP 

STTPY DNSPLHCRPSG PSQSSH P 

HSALPGT/SVPGSSPLEIVPGSSL 

YVS*SLIRALAAPISSSSVGKNC 

RCTERLA1KPAAESCRTRSSSAG 

QSVFSRFTSL*AFTG*AR*PSAS 

AADLLVKASILLAQLLILESLAS 

STRMYSFRDCTSSFSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
cod on for peptide 
sequence 


Nucleotide location or last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, Impossible nucleotide 
deletion, V=possihle nucleotide insertion) 


8009 


38377 


A 


8064 


2 


935 


YSPARGSGRGDLSRRPGAGRRA 

GQGPQVGAPKPGGAEYVRWA 

AGGMKGAGGSSGSGSGSGSRE 

AG*PGVPRGRRGWRTPAEPPG 

WG PG RRQACG A * G/EG R A A AQ 

VGGAPAAAGGGVAREEAPS*P 

GDAAGGSGTPGAASVQVSAPP 

AQPQINLSAGARAGVARRCVCP 

RGAES*GPGPDPGPGSRR*PPAA 

QSGPPPCPSALFLHPSGFLCRRP 

QPSRAQGGEVSGALRAVPRLSG 

GAGNLAALPCQLPGSGGLTPGC 

/QASQGLGVLGLVRAGPAWSPL 

DGPLDQKVFSPQTSLWNQRCFS 

LAAAGPVIIR 


8010 


38378 


A 


8065 




367 




8011 


38379 


A 


8066 


2 


1246 


TPAWSREILAEELCTPPDPGAAF 

VVVECPDESFIQPICENATFQRY 

QGKADAPVALVVHMAPASVL 

VDSRYQQWMERFGPDTQHLVL 

NENCASVHNLRSHKIQTQLNLI 

HPDIFP/AAHQFPL*EGGPHPQC 

AHGSG*MPPQVPAPFQE/WSAR 

GMPLLLAILRNS*LRRCSFPTSS 

RA LQE YRRS AQDGPAPAE1CRS 

QYPEIIFLGTGSAJPMKIR\NVSA 

TLVK\QSPDTSLLLDCGEGTFGQ 

LCRHYGDQVDRVLGTLAAVFV 

SHLHADHHTGLPS1LLQRERAL 

ASLGKPLHPLLVVAPNQLKAW 

LQQYHNQCQE VLHH ISM IPAKL 

PSGRWLRSPVLQWKD*FSSLLR 

TVWIWEEFQTCLVRHCKHAFGC 

ALVHTSGL\KVVYSGDTMPCEA 

LVRMGKDATRKQADELISFQG 


8012 


38380 


A 


8067 


121 


880 


GAAASQLPAVPQPVPGGPAPH 

QYDSCQMPSGRG*DLQSCSGKI 

DQFA/AWTTCDLEEFQTCLVRH 

CKHAFGCALVHTSGWKVVYSG 

DTMPCE\LLVRMGKDATLL1HE 

ATL\EDGFRKREA\LEKTHSTTS 

QGHSAWGMRMNAEFHY/VLN 

HFQARRY\SKVPLFSPNFSEKVG 

VAFDHM K VCFGDFPTMPKLI PP 

LKALFAGDIEEM\EERREKR£LR 

AGAGRPSCSRGAGRRPLEDGEP 

QQKRAHTEEPQAKKVRAQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
touun iui pcpnuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

rif npntirif cnitipnf ^ 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciium* * pv^Muic iiijcicouqc insertion) 


8013 


38381 


A 


8068 


1 


607 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAAPAPLRAITLLATKSEELPV 

VSFFSSRLVLAKRPKRLAQMH 

WGH 


8014 

''SUV 


38382 


A 

* -vs- ,-• 


8069 


1 


290 


QFLDAESGSAGEPPR/LAVPAPF 
PGGAPGNYGRTGRGREERSWP 
PPLAPSLFALSDFGSSPGRTSRR 
PLAVSRRLGPTFPPPPLPPAPGR 
GRPRAAP 


8015 


38383 


A 


8070 


1 


565 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAAPAPLRAITLLATKSEELPV 

VSFFSSRLVLA 


8016 


38384 


B 


8071 


475 


913 




8017 


38385 


A 


8072 


145 


275 




8018 


38386 


A 


8073 


1 


310 


VEELTARTGGGAPPGCQADAK 

RMPQFPPQRTPWGHGFAGAPFP 

1SKPHGPPAGQL*PG/PSCEQT/E 

PPSPVNVTVTHLRANSATVSW 

DVPEGNIVIGYSISQQV 


8019 


38387 


A 


8074 


1 


483 


GSHRVGRWAALCDRAAPRGLT 
NRETGGGAPPGCQADAKRMPQ 
FPSQRTPRG HG F A G A PFP J SKPH 
GPPAGQL* PG/PSCEQT/EPPSPV 
NVTVTHLRANSATVSWDVPEG 
NIVIGYSISQQRQNGPGQRVIRE 
VNTTTRACALWGLAEDSDYTV 
QVRSIGLRL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8020 


38388 


A 


8075 


2 


854 


RPPAARARRWLPKPSPARRSRR 

PAHRCSRRRRTCTPQATRPGMR 

♦APAAACGPTGRRS/RLPALKL 

ALEYIVPCMNKHG1CVVDDFLG 

KETGQQIGDEVRALHDTGKFT 

DGQLVSQKSDSSKDIRGDK1TW 

IEGKEPGCETIGLLMSSMDDLIR 

HCNGKLGS YKING RTKj\ M VAC 

YPGNGTGYVRHVDNPNGDGRC 

VTC1YYLNKDWDAKVSGG1LRI 

FPEGKAQFADIEPKFDRLLFFW 

SDRRNPHEVQPAYATRYAITV 

WYFDADERARAKVKY/RNR*K 

RCEG 


8021 


38389 


B 


8076 


1 


205 




8022 


38390 


B 


8077 


1 


806 




8023 


38391 


A 


8078 


1 


2279 


MKVGLDQ1IEVVPSHSVTSGAA 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDG1CEC 

APGFRGTTCQRICSPGFYGHRC 

SQTCPQCVHSSGPCHHITGLCD 

CLPGFTGALCNEAYSQ/SCPSGR 

FGKNCAGICTCTNNGTCNP1DR 

SCQCYPGWIGSDCSQPHCADKC 

VHGRCIAPNTCQCEPGWGGTN 

CSSVKKQSTVCES*ICCEPWEER 

PCGGLHWDIAGVP/GKHGGYL 

NELGAFGLDRSYMGKSLKDLG 

KNSEYNSSNCSLSSSENPYATIK 

/G PTCTYPEK LR V WLCG DE I AG 

TKRFPICRDQ*LNFSQQECL*S* 

TYSECCPRSIQQ*WASFPGSI*PP 

KNSHIPCHYDLLPVRDSSSSLK 

QEDSGGSSSNSSSSSEVAPKDR 

LGLLV**RS*SM*TNRLAKHPK 

QPGRKGPKI**HGTWKSSQEK/ 

HAEEQSGKLAATLCGKDWLIQ 

REG WP Y I LS RM FL/C F I STDG RE 

SESLWRKSNGNSKFKF*WGRPG 

KCGL*EGQREEVWGLGNSLYC 

LAGQL*CLDCECHH/GFQECCP 

VLOHSWGYKS/CLNRNPLKGLS 

SRC A G L A V RDS L A PNSQG WKA 

TFDFPSLECPSGTYGYGCRQICD 

CLMNSTCDH1TGTCYCSPGWKG 

ARCDQA/GCYHSWKSEQLKPN 

QYCSPC*FLPDRGHCRHHHSCP 

SCSLPTGIVHYL*TQAEGKGIKH 


8024 


38392 


B 


8079 


1 


2909 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

/•n/lnn fr\r n»nt ill** 

cuuuii ior pepum 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon. /^possible nucleotide 
ucicnuiif » pu»iuic nucleotide inscruun) 


S025 


38393 


A 


8080 


332 


602 


NSLNSRWLKGLPGAPGIQEIKE 
MWRCMSSICQKEGWRMTAGS 
LG H H RSLLH VGQ/AGN D V DRT 
GSLPASVR/QHAYYTASSVEGR 
VSYKLYT 


8026 


38394 


A 


8081 


2 


422 

■ - ■ 


FN I S LG F A C PL Rl DFFG WFF F V FF 

LSWSFTLFAQAGVLWCDLGSL 

QPPPLGFKMCFSCLSLPSSLDYRC 

LPPRLTNF\*FLVEMGFHHVGQ 

AGLELLTSGDPPASASQSAGITG 

MSHRAQSAALSFK*SGISKNRY 

FIFWA ' ' - 


8027 


38395 


A 


8082 


1 


951 




8028 


38396 


A 


8083 


1 


924 




8029 


38397 


C 


8084 


271 


738 




8030 


38398 


A 


8085 


1 


575 




8031 


38399 


A 


8086 


2 


332 




8032 


38400 


A 


8087 


1 


897 




8033 


38401 


C 


8088 


181 


804 




8034 


38402 


A 


8089 


1 


1923 




8035 


38403 


A 


8090 


294 


2340 


EKCRKNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVK\DS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRJINEAI 

VPLYPAVPNPYTLLSQ1PEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAHLETLCH 

QATQKKTGIALGVLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKIIQGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNNKEKIEHNHQQ 

VIVQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRICAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGSIDF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVWIHSHTAIKTYQ 

RRRSQDGRIGTAPVYSSQRERR 

RRRV I S A FPSEG 1 PTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

ED1QTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


8036 


38404 


A 


8091 


158 


865 


N P A A RTP FF V IKKGGKRG EGC L 

AKAGAIIHLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAOQGLQKIKDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRJLV 

QDLR1INEVTVPLYLAVPNPYIL 

LSQIPEEAEWFTDLDLKDAFFCI 

PVHPDSQFLFAFEDPSNPMSQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWYVD 


8037 - *> 


38405 


A 


8092 


1 


748 


MNQSDQEMTGAFVHMKSYTG 

L1SGVAVKMERHIYQDRRJAIEK 

EFNSCRTGCMGDWSFTITQ1RL 

LENTGIRVFKDNLVEEAEWFTV 

LDLMDAFFCIPVHPDSQFLFAFE 

DPSNPASQLTWTVLPQRFKNSP 

HLFGQALAQDLSQFSYLDTLVL 

RYMDDLLLAAYSETLCHQATE 

ALLNFLATCGYKVSKPKAQLCS 

QQVKYLGLKLSKGTRDLTTFLP 

VNEEKIE/P*LSTSNCSKLRCSRG 

TSRGSLG 


8038 


38406 


A 


8093 


194 


1377 


NPAAQTPFFVVKKGGKRGAGL 

LHRQYPLRLEAKQGLKKIVKDL 

KAQGLVTPCSSPCNTPTLAVQK 

PNGQWRLVQDLRIINEAVVPLY 

PA V PN P Y I LLSQIPEE A E WFT V L 

DLKDAFFCIPVHPDSQFLFAFED 

PSNPMSQLTWTVLPQGFRDSLH 

LFGQALAQDLSQFSYLDTLVLQ 

YMDDLLLVTHSETLCHQATQV 

LLNFLATCGYKVSKLICAQICSQ 

QVKYLGLKLSKGTRALSEERiQ 

PILAYPHPKTRKQLRGLLGITGF 

CQ 1 W 1 PRYSEI A RPLHTLI KXTQ 

KANTHLVRWTPEAEAAFQVLK 

KALTQAPVLSLPTGQDF\SLYVT 

EKTGIALGVLTQHYGEERNS*L 

PTE YLSN I RKPLGD YY WL YRN L 

KRWQSYTARVIRKERKGK 


8039 


38407 


A 


8094 


3 


521 
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SEO "0 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in I ISSN 
U9o*tU,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8040 


38408 


A 


8095 


1 


3203 


DSPLSTKAMLCMLVKDHWSPA 

AQTPFFVIKEGGKRGAGLLHGQ 

LILKDKFITQSAADIKEKLQKST 

LGPERNLKTLLNLATSVFYNRD 

QEEQAERDKRGKKKATTLVMA 

LGQADFGGSGTRKAWANRMP 

NRAYFQCGLQGHFKKDCPSRK 

PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVT1RGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVKAGAII 

HLNIGEGTPICRLL' 


8041 


38409 


A 


8096 


13 


183 


VHLHPQGHVPVKHTPTGLGYS 
SCRHLLLGRACY*KGEVGAFCA 
GMQVSDALPRLGGVS 


8042 


38410 


A 


8097 


1 


2427 


MSKFSCASLTATESDGTPLMEQ 

YVPCPVCETAWAQHTDPSEKS 

EDVQYFDMEDCVLTAIERDFIS 

CPRHPDLPVPLQELVPELFMTD 

FPARLFLENSKLEHSEDEGSVL 

GQGGSGTVIYRARYQGQPVAV 

KRFHIKKFKNFANVPADTMLR 

HLRATDAMKNFSEFRQEASML 

HALQHPCIVALIGIS1HPLCFALE 

LAPLSSLNTVLSENARDSSFIPL 

GHMLTQKIAYQIASGLAYLHK 

KNHFCDLKSDNILVWSLDVKE 

HINIKLSDYGISRQSFHEGALGV 

EGTPGYQAPEIRPRIVYDEKVD 

MFSYGMVLYELLSGQRPALGH 

HQLQIAKKLSKGIRPVLGQPEE 

VQFRRLQALMMECWDTKPEK 

RPLALSVVSQMK/APDFCHLHV 

*TVLWEADSLLLIPGPGVHRGV 

LGWKRGVQELHGG\NTEKGLM 

EVQRMCCPGMKVSCQLQVQRS 

LWTATEDQK1YIYTLKGMCPLN 

TPQQALDTPAVVTCFLAVPV1K 

KNSYLVLAGLADGLVAVFPVV 

RGTPKDSCSYLCSHTANRSKFS! 

ADEDARQNPYPVKAMEVVNSG 

SEVWYSNGPGLLVIDCASLEIC 

RRLEPYMAPSMVTSVVCSSEGR 

GEEVVWCLDDKANSLVMYHS 

TTYQLCARYFCGVPSPLRDMFP 

VRPLDTEPPAASHTANPKVPEG 

DSIADVSIMYSEELGTQILIHQE 


8043 


384)1 


A 


8098 


1 


1641 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Slop codon, A=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8044 


38412 


A 


8099 


1 


1075 


VLHKFPYRMVPALPPKRMLGA 

DREFIEARRRALKRFVNLVARH 

PLFSEDVVLKLFLSFSGSDVQN 

KLKESAQCVGDEFLNCKLATR 

A K DFLP ADIQAQF A l\S RE\L I RN 1 

YNSFHKLRNRAERIAS/RAIDNA 

ADLLIFGKELSAIGSDTTPLPSW 

A ALNS\STWG\SLKQA LKG LS V 

E\FALL\ADKAAQQGKQ\EENDV 

\VEKLNLFLDLL\QSY\KDLCE/R 

GHEKGVF/HTKHQRALAQSTA* 

LKRPD*LSATGAEPRSPEVRGS 

KLKSRIRGARENA1\QTMELRN 

Y\FSLYCLH\QETQLIHVYLPLTS 

\H1LR\AFVNSQIQGHKEMSKVW 

NDLRPKLSCLFAGPHRTVLTPPC 

SPPEDG\LCPH 


8045 


38413 


A 


8100 


1 


974 


MPQVPAP/PLPSITSGHPGEP/PA 

RPSCSCLFSPQPCNSITPSSLLLR 

QLAVAAAGGCGGHGAPALSST 

GWQQVCKSPQVRSVPD1MPTTA 

DSTASLAWKFGEVLRSHINCGY 

K* KQQPLLPVH AQRRAQVSAP/ 

APPAGLSCGQHSLPQPPRCSDLS 

LGLHPGRLPCDRGHCPPLPPVT 

PTPDKAGPILDPAQSCPFCSPIPA 

PPKQPSPPARFPEMKRKKTLM 

MPPSEGSLSLASGMEASVFQRL 

LSRCTCLDQATVIWGFCYMQV 

QASQGIPCRGKDELLRLAPLPV 

KEARRTKPRSPGKHAKAPPSSS 

ACSPH LCCSSPI LQ A LD 


8046 


38414 


A 


8101 


I 


460 


SLQAPRRNSRAEHTRTLNSECP 

RRRRCCIKGCTYT*LDAVPVPPP 

VLDWLVQPKPRWLGGNGWLL 

DGPEEVLQAEACSTTEDGAEPL 

LCPSGYECHILSPGVDVAEGIPN 

RGQCVKQRRQADGR1LRHKLY 

ICEYPEGDSKNVAEPGKG\QQRH 


8047 


38415 


A 


8102 


3 


219 


NN HRLDRTLPRDYCH A ATA YT 
THELAFGDFRLPTEGHQELCHN 
SHLIYFRRDK*THCTWRSVDSL 
TGVTHR 


8048 


38416 


A 


8103 


230 


555 


NVRPS*ALQAPWGRHHLCVTP 

MQLRMTLVVSSLGKGTCGLSL 

AQ/CAPVQEGTHGGSPPVEGWL 

AATRTCEGCRRENTMKNVGSR 

KYAF1MSLQLKAFPKHYRPPEDL 

RKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
OW>40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


8049 


38417 


A 


8104 


23 


304 


KGFYLFNKQTIEQTNNGSKSFA 
k RNTEG HDDLLLQG FQGSQTPS 
FLSSSGRCYSWGAIGP\QFGALS 
G\FSPFPHSAANRQSSALDFWIT 
TS1SF 


8050 


38418 


A 


8105 


99 


375 


VLEFGALSGSLSISPLCT1PALVE 
PPCG PQPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSPQGVQ 
LPLGPR\RLKMNTEPPTRP 


8051 


38419 


C 


8106 


5 


376 




8052 


38420 


A , 


8107 


545 


990 


GLCHVLQPCDPCLPGTMQEAQ 

PPEVLKTAGKAGGQEPG*L*RJP 

♦GSLCPPCPVAFGAAAELPLPSS 

DPVSRTGAPPGQG*WLGFGYFS 

SNEGPSQAGG 


8053 


38421 


B 


8108 


252 


801 




8054 


38422 


A 


8109 


169 


1226 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQG AQGK1AKPGG LPG WL 

FPFFAQPSPSEG/GLCPPCPVAFG 

AAAELPLPSSDPVFRTGAPPGQ 

GSW/PI*SPGSRSGTRADPVKGE 

VAGRERCLPLIE*ASPGPPHSG* 

AGQVPGAGPPRTAG*GV*TGTA 

PCPKAQPRK*QR*R*RCSS*VG* 

ESAEIVCPQGDAEG*RKGSP*G/ 

SHRRNVPS/RYSNSHGPYDSNQ 

PHRKTK1TFEEDKVDSTL1GSSS 

HVEWEDAVHIIPENESDDEEEE 

EKGPVSPRSPRKRP/PSATRAAA 

SRLRGS*TLGGLLGCIFAFFAPP 

SPTEGACAHPAQSLSGPLRSFRC 

H L Rl LCPA RG LHQG RDDG 


8055 


38423 


C 


8110 


58 


504 




8056 


38424 


C 


8111 


203 


1874 




8057 


38425 


A 


8112 , 


32 


1026 


KLLEQCLHSVSTWETPQYRRPP 

SPS*RGSREQPCSFSSPRDTPGE 

NHWLSLPQRD*AGPPVR/PSAG 

GFMTP/PPRGVPTVEVPPDPTC/S 

PNHTRPFRPFPSKNPCFRFPEPL 

RAPTLVPGPLPPTHPGRVPHLE 

RNLSALGLGKSEGLKRNPCVEP 

/PAPTPIRFPKITGTLPLR/PAADH 

ALLGMRDQSLSGQSPGPKSPDA 

DDQLQN RDHTETEQ RJ SSG RSS 

ALAPESQLQQGCAGfHFRGRFC 

KAPPLASGPA/RPPCLSLPPPPW 

APVRPKPPR*APPPAP/PVPSPIN 

HPRAEECGRTARDWQAAPLAA 

LVRDPLDEASWAPESGGDVEN 

LYV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8058 


38426 


A 


8113 


3 


909 


TEGGASHRAHPVGPAPRG\KRH 

SG A TE P AN G TWA RRRG PG RDS 

SNQSSGGGERSQLRHRGWRRL 

SRPLLPPGAASPLAGEDPERNA 

GXGWRGGAAPMRPKRGPMNGG 

GCGPGAGSGAGGEALGRGRGA 

VSGCRPAPPVRPPPPPPPPPPGG 

WLRRTAGSGPEYV/GSRCARGS 

GQVSAGGGLCARAARGGKLAP 

RLRALRGRPSPWPAPLGRSPAR 

APARVPAGRCGPGA*RGRCAL 

GGQGEEGPAGSEGAGRPLPGRP 

GCPGTSPRLLPRRPVRKTDVGN 

RSSFFPRAPGRAPHAQCPTQFLII 


8059 


38427 


A 


8114 


1 


454 




8060 


38428 


A 


8115 


2 


172 


MF1YTSAFI*QFTNSINIPI*TSFC 
♦TASVHLSCIVAVFCFHPCQCSS 
SFIQCTTN 


8061 


38429 


A 


8116 


1 


594 


LAPVFKL1PMPVS/YGIFLYMG 

WAALSSIQFTNRVKLLLMPAK 

HQPDLLLLRHVPLTRVHLFTA1 

QLACLGLLWI1KSTPAAIIFPLM 

LLGLVGVRKALERVFSPQELLG 

LDELMPEEERSIPEKGLEPEHSF 

SGSDSEDSELMYQPKAPEINISV 

N*LE*ESGSGDPRKQHEVLTQE 

VRTFLAFGLTSRCSVGLGKD 


8062 


38430 


B 


8117 


1 


3402 




8063 


38431 


B 


8118 


1 


4614 




8064 


38432 


A 


8119 


3 


435 


DHAKLGTRTSGMRPHSLSLCFF 

SSSYD1LMR1TKDRVKNLTC1TY 

TILPTDLQPGCGLPRSFYPSSKP 

TSFWLWACKLFPPLPISFNPSPA 

HSKTAHGHSGKHTEAGM*WS* 

TGEG1TGRCCFVSIKAPPLPSSG 

PVGGPVGG 


8065 


38433 


A 


8120 


1 


525 


MALLPTVLCLWAQAQFLVDLG 

QSNSKHQEHQLAPDVAFAKMK 

GACVCAAGFRGWRCEELCAPG 

THGKGCQLPCQCRHGASCDPR 

AGECLCAPGYTGVYCEELCPPG 

SHGAHCELRCPCQNGGTCHH1T 

GECACPPGW/IG/TV*GPPSPGSL 

LGCLPRETSISLIISSIQLCLYLLL 
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SEQ ID 


StQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


(I PIPMOfl \™nft<cihlr ntlf*lpfllirl« inc*r#innk 
iviiviii \ IJUltCUUUC llljrCrlHr III 


8066 


38434 


A 


8121 


1 


1050 


MLIMTFHGLLPCMQMACKWQ 

LRVLVAGIRCDSTCPPGRWGPN 

CSVSCSCENGGSCSPKDGSCEC 

APGFRGPLCQRTVHILYPRGCGI 

RDVGESGNRKQKAVEQYREH 

WTVSPEVQCSASHFSSVRPKSA 

CPPGFWGPACFHACSCHNGAS 

CSAEDGACHCTPGWTGLFCTQ 

RCAPGTFGYGCQQKCECMNNS 

TCDHVTGTCYCSPGFKGIRCDQ 

GIMLLL/CPHCGAAGPICLASAA 














AEREGPRPGSPCLLHTCHEDDQ 
HRLLPLSGANSIPTYR*SGRPDS 
PLRTEALILPQ\CQKFSGSQGEV 
CAVSCAAGTYGPNCSSICSCNN 
GGTCSPVDGSCTCKEGR1ICLQ 


8067 


38435 


A 


8122 


3 


732 


IRCDSTCPPGRWGPNCSVSCSC 

ENGGSCSPEDGSCECAPGFRGP 

LCQRICPPGFYGHCCAQPCPLC 

VHSSRPCHHIIGICECLPGFSGAF 

CNQG\QAPTGNPSPGWYRS*EM 

TDPRCSCR/CLSGESTRHTSPVL 

LGTDASETQVIGFVNLAQFL11C 

PRKLHYKAQNSKKSNGSDASS 

DWKDWG I WDRESCEELCPPGS 

HGAHCELRCPCQNGGTCHHIT 

GECACPPGWTVGA/HC*ALCCP 


8068 


38436 


A 


8123 


77 


864 


PAVPEL*VFQAKPERKSRYWQL 

HFPPHSSSPTSWRKSLEPMYRC 

TCPPLTPYGCTCPPLSPYRRTCP 

PLTMYRRICPPLTPYRCTCPPLT 

PYRMFSSPLHKEITSAQRSPEPS 

SRPHSSKAAALR*QPR!MEKQRI 

YG PSPTS VQPASPPPCLDDPRKK 

AERPDHRATGKRHLPETSL/YA 

ELVRRAVENPEDSEAPAPAPAA 

LSPASEHRTDPIQETKKARKSSD 

NDGSTPLAQTPTRRSSQWPRLG 

QFQQQEDDSSGLYSTG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8069 


38437 


A 


8124 


314 


1188 


KHFLNFCLPYMILNKYRMQYCT 

FNDD1QGNKIFTAYGSITCLKLV 

HNCIKKIWLVDSKGLIVKVRIC 

HF* PE* R* LCHSG WPSNLEA 1 VQ 

EIKPTALIGKHFLLSLLPYPLF*P 

DCFFNERPIIFALSNPTSKAECS 

AEQCYKITKVK*NYNRYFNNQ1 

FIHYREATLYPGQGNNSYVFPG 

VALGVVACGLRQITDNIFLTTA 

EVL*NPLSLPRV*NTKCAQPRN 

TIRDVSLKIAEKVKPLLFKLHYF 

SFLFLLNMQEAFVRSQMYSTD 

YDQ1\LPD\CYSWPEEVQKIQPQ 


8070 


38438 


A 


8125 


1 


1115 


SPAQVMFQCLWKSCGKVLSTA 

SAMQRHIRLVHLGRQAEPEQSD 

GEEDFYYTELDVGVDTLTDGLS 

SLTPVSPTAS/IAACLPPPGAAR 

AAGAPSPA*SPAAACPAPAPAP 

CPEHRC*PPVLSQ*PCLPRAA*R 

PPAWSRMPRRLEPAHPPCPPGS 

ESS*GSPAATRJSAGM*YGMEA 

PGPPGAQPAAGRKPNPAVPGLK 

SGSFKNIKLPPSPSPPPPGPGAET 

ARRNKPQGAGPSPAAGSAFNW 

VGVPDLTLEPFPPPGPGEGSPPT 

QS/SPLKKPSFLH*SPNPHPLSPF 

TPKGPGGSHPSRLSARJIFIKGV 

MGPALGGQSRCTLRGVGEGTP 

PLALNSTALGPWGCFYPCLFLK 

LQVSHVWAATRRREKLKI 


8071 


38439 


A 


8126 


116 


333 


1CLRDRCLSH*K*NGASPPRPTN 
VSIMRPSLV/SLVHHSGL*FPQM 
LRALS*LRVFGVAVSSP*MVPL 
NPC1ISH 


8072 


38440 


A 


8127 


5 


829 


KPSPQPPCPRPGPPRARFLRRSP 

DVEKI PF A* RPCD VRG RPPAGG 

ARRRAASLG/PWVRRRLQARPG 

/LFRPRDFYLRSPRSYGTRP*KSP 

QSSPRGSARPDP\GPA\PPPEPPV 

KRRARGVLESSRHAAPRJIVFHL 

GREREQSQEGPAWPKRGRPAPS 

PQRTATWRPAAGGGK*GSAAT 

S*ARAGPARRGKRRG*EPRENR 

RAGRPATRGRPPGRRCCPPA*S 

PRPSKRSSPLCSPRPSWPPTRPS 

KSSYGASLARTTTLQWKFSVNL 

IRKQIRDAQ 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=llnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \— possible nucleotide insertion) 


8073 


3844! 


A 


8128 


5 


844 


KPSPQPPCPRPGPPRARFLRRSP 

DVEKIPFA* RPCD V RG RPP AGG 

ARRRAASLG/PWVRRRLQARPG 

RFA PGTFTCG A PRS YGTRP* KSP 

QSSPRGSARPDP\GPAASARATR 

EAQSARGLGELAARGSQAGLP 

LGKGARTEPGGSS/CSQGPAWP 

KLRG RPAPS PQRTAT WRPA AGG 

GK*GSAATS*ARAGPARRGKRR 

G*EPRENRRAGRPATRGRPPGR 

RCCPPA*SPRPSKRSSPLCSPRPS 










1 




WPPTRPSKSSYGASLARTTTLQ 
WKFSMNLIRKQIRDAQ 


8074 


38442 


A 


8129 


795 


914 


RGIRLASEMYPLTCFWRS*LYR 
RGSLARJALVNCRRNAL 


8075 


38443 


A 


8130 


4073 


5350 


YSLKSGSVTPLALFFLLKIDLA 

MQALFWFHVNFKVVFPNSVKK 

AIGSLMGMTLNL*ITLGSMAIFT 

ILILPTHEHGMFFHLFVSSFISLS 

NGL*FSLKRSFTSLVSWIPRYFIL 

FEA1VNGSSLMIWVSVCLLLVY 

KNACDFCTLILYPKTLLKLLISL 

RRFWAVGQWGFLDIQSCHVQTG 

Tl * LPLFLI EYPLFP\LLPNCPGQN 

FQHYVE*QW*ERTSLS\LPVFKG 

NTSSFCPFSMILAVGLS*IALIIL 

RY VPSIPNLLR VFSMKGC* I LSK 

AFSASIE/YNHVVFVFGSVYMQ 

FL L V PL VEFGC ESI WS WTFFG W 

* A I D YCHN FRSC Y WSIQRFNFFL 

V*S\GRVYVLRNLSISSRFSSLFA 

*RCL*YSLMVVCISVGLVVISPL 

SFFIASI*FLSLFFFTSLASSLSILL 

1FSKNQLLDSLIF 
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SEQ ID 


SfcQlDNO: 


Mel 


SEQIDNO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < \=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V= possible nucleotide insertion) 


8076 


38444 


A 


8131 


1 


1715 


MDGISGGKRALRERHSKSKAL 

GRCFPWTNITPPALPGfTNDTTI 

QQGISGL1DSLNARDISVKIFEDF 

AQSWYWILVALGVALVLSLLFI 

LLLRLVAGPLVLVLILGVLGVL 

AYG1YYCWEEYRVLRDKGAS1S 

QLG FTTN LS A YQS VQET WL A A 

LIVLAVLEAILLLVLIFLRQRIRI 

AIALLKEASKAVGQMMSTMFY 

PLVTFVLLLICIAYWAMTALYL 

ATSGQPQYVLWASNISSPGCEK 














VPIN I\SCN PTAH LVN SSC PGLM- 

CVFQGYSSKGLIQRSVFNLQIY 

GVLGLFWTLNWVLALGQCVL 

AGAFASFYWAFHKPQDIPTFPLI 

SAFIRTLRYHTGSLAFGALILTL 

VQIARVILEYfDHKLRGVQNPV 

ARCIMC*FKCCLWCLEKFIKFL 

NRNAYIMIA1YG\KNFCVSAKN 

AFMLLMRNIVRWVLDKVTDL 

LLFFGKLLVVGGVGVLSFFFF\S 

G Rl PG LG K DFKSPH LN Y Y WLPI 

MRNP1TPTGHVFQTSILGAYV1A 

SGFFSVFGHVCGTRSFLCFLGK 

DLGSVNNGFPGDRPYY/MVPRA 

FLK1LG\KKNE\APPDNKKRKK 


8077 


38445 


A 


8132 


1 


208 


GTRASSPAPCPSSSAPAHSFEAC 

CCRMSLWGSCGGSGDGSSACG 

SGWNLSMAGTSCSSPAMCSPSR 

APS*RSASRPRTWRATTSAASS 

WAPRRCWCGWA*SAT*PSSTTT 

1SSSPHCGWPCPASCASAAAWL 

SSTWATASVAGSCWGPIM*SSA 

PAHSFEACCCRMSLWGSCGGS 

GDGSSACGSGWNLSMAGTSCS 

SPAMCSPSRAPS 
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SEQ ID 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8078 


38446 


A 


8133 


28 


1956 


SRAARERGRSDSGGRSDPGCPA 

VPACVPRSRPSMTAPAGPRGSE 

TERFLTP1MPGYGTQAGPSPAPPT 

PPEE/VRPSPSS/TNTFS*VPATSF 

EPRAASPAS*CCKWSRSWWSR 

CSSSCLGSVISWL*HSGKRTPSP 

SDTSSCWATRTERMTPSQPTRG 

SSCTRPSSMLWT\SAGGRAGAG 

GQAGAVPGVA/WTCHWAGLLS 

ASGTTTEATWTRPTTHLTLIRW 

WLLTASRWIPPSGPLRPPATISP 






i.n.'- i 




. 4. 




SWKAAPVTRTSRSNSTSTACSL 

EGGPGVSTWQGTLALGAGRDP 

KTPLTLTRASCLGWSMSPSTSG 

*RPLTSRASS1MRSRTAIPSAS*S 

RLTTKHTVGGSPSAWRPRPTSR 

SVSTPVSSSTGGQQLPGSCLTW 

WSYSPAPCTSSSVSPLTPSRLPAA 

EQSLWGSCGGSGDGSSACGSG 

WNLSMAGTSCFVTSDVLHHLG 

HHS* RSASRPRTWRSLRRFAAS 

SWAPRRCWCGWA*SAT*PSSTT 

TISAHSPWCLSACSRSSMGTTC 

L*RSPPCRRSRAAAAWCGSSPS 

STFTPSSSLFILHGAQPLHRAHH 

RAPTYTIKHSRRRRRKRRASCR 

PYIAQCPGQPHLRQVPPRERAR 

PIA1LLLLRKGPLGGAFAAGEL! 

RPDCRWTVGPGLQRPPPPTPLIY 

L 


8079 


38447 


A 


8134 


1 


2994 


MQRPCLCVEPMRLCFDSFLLLV 

NQGEEEEGVVPCLEENGRAAA 

DPGPQDQDCLLPTLTPSLSGDE 

APDRTQSSGDPRERCGYLSVTC 

EEGDNRFAAFCLCGSWRLNHG 

HADWCDQRRSQISNRLPASLGII 

VGTRGSRHLLAALRGVKEDRQ 

TKGCVQTPASLSPWLPGLSSET 

RAQKTCSVLLIDYATFLKLAND 

DDDGCLDCLQPGVRTAWASSQ 

HGIRAPRKSVQGSASSPSLRTW 

ALTCTQN WFCCVLL VK 


8080 


38448 


A 


8135 


215 


418 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { \-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


8081 


38449 


A 


8136 


767 


1458 


WREHLTKFNVWGKQHLESLNS 

QQKNMRCPVRSQTRPPTDVKP 

VSRSGRREDRRAAGGEGGADR 

QGPGTARARAPGSPQRGG*GR 

N LR\QAG PPGKHG RG I PPPQTRG 

RSRGAPPGTPEGPRHPPRPASRA 

PGPATGAPKRPQPQTQRQGH1A 

RDSRPSSDPVPLRETGAPPPWD 

A\SQGQAARPRATQTPSSAPVA 

TRQGSGRRADSRRRGVTRRTER 

CAQPSLAVSRVPTR 


8082 


38450 


A- 


8137 ~ 


-» 

o ' 


424 


~ * *v 


8083 


38451 


A 


8138 


1 


813 


MVQKELEEEGRKSTPQSWGRE 

NMEKALNSSLKASLGSGGVMI 

CASVKALLTVVIAKVLGRLLXES 

LFLLLQTQTAL*QTL/RHTNRNI 

SHQYQDEIHLDGSDLPRMSPRR 

KYEPPVFPGRKTYKISIRGKAN 

KKCEEARQEKEAMVMKYVRG 

EKESLDLRKEKJETLEKKLRDAN 

KELEKNTNKIKQLSQEKGRLHQ 

LYETKEGETTRL1REIDKLKEDI 

NSHVIKVKWAQNKLKAEMDS 

HKSFKNPLVRCNFAATFGYYK 

KLIPEIKTGSSH 


8084 


38452 


A 


8139 


3 


808 


NVRVEPTDSSFMEA1EFAQKGA 

FDAYVAVGGGSTMDTCKAVAN 

L Y ASSPHSDFLDY VSAP1GKG K 

PVSVPLKPL1AVPTTSGTGSETT 

GVA1FDYEHLKVKIGITSRAIKP 

TLGLIDPLHTLHMPARVVANSG 

FDVLCHALESYTTLPYHLRSPC 

PSNPITRPAYQGVRNPISDIWGYS 

TRWGFVG*VS*RRAVQEIPMDL 

♦KARSHMHLASAFAGIGFGNA 

GVHLCHGMSYPISGLVKMYKA 

KD YN V DHPL V PHG LS V V LTS P 

AVFTFT 
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SEQ »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

\}y/^*\3 f i 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


8085 


38453 


A 


8140 


2 


1154 

V!- - • ■ -\ 


1DPLHTLHMPARVVANSGFDVL 

CHALESYTTLPYHLRSPCPSNPI 

TRPAYQGSNP1SD1WAIHALRJV 

AKYLKRAVNSTDK*RRRMSLR 

APSWEWPSPSRGPARCLPRRFY 

IT*GS*QRYLLWPLLETVDEKY 

VSLQFSFRRQGVV*ITCLIFLPTE 

*HFFFFHH1FP*GSSLFCRNCQC* 

CV1VRYLYHSQGWQKSR*S*RQ 

GLIWHLGKCFLLGIGFGKCWVF 

ICGHGNV/SYP1SGFRWKDVIKG 

KGIYNVGIHPTGWPPWAFSVVP 

HVPQRCFTFHGPRCFPERTPWR 

WQEILGADTRTAQ/RSQDAGLV 

LADTLRKFLFRSG/IVDDGLAA 

VGYSKAD1PALVKGTLPP/QER 

VTSFAPRPQSEEDLAALFEASN 

ETVLNVHLN 


8086 


38454 


A 


8141 


2 


990 


WENWISIC*RMKL/DPYFSPYTK 

IKSKWIKDINVKPQTMKLLQEN 

IRETLQDIGLGEDFSQAQATKA 

KVDKLDHVKFKNFCTAKETIM 

KVKRKPKEWEKILIFADYPSDK 

GL1TR1LF1DHSWVFLGEGNLAG 

SSDNSGGKAWKHLLPLLASRCS 

GTHSNLRAKLRLSQGTVATWP 

VLKREG EKSCGPSESPDLG APQ 

A RD VTPCLG ICSS WLLQ A SG H H 

HIPWCQLWKLFVVYLVQLQPH 

REVALVPAPGAAHPTTASVPVC 

AQWLDPMVIHSHTLCCSEPDSP 

LAGMGFRPVAQAKHNPARPSG 

WNESSRPEQNLDKGATSHRGF 

WLAR 


8087 


38455 


A 


8142 


1 


196 


GQYPWPLETNPRFLRE*TLPKS 

LQKSLL*DSPVPE*SLCGTCQQA 

RSLSEEVDESS1SQQVCCPT 


8088 


38456 


A 


8143 


3 


413 


ITLGKDC1MHGYML/KLGNPFL 

TQ WQRR YFTLFPKNI * WRRRG E 

S\RQNLLTMEQILSVEETQIKDK 

KCILFRIKGGKQFVLQCESDPEF 

VQWKKELNETFKEAQRLLRRA 

PKFLNKPRSGTVELPKPSLCHR 

NSNGL 
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SKQIU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQIDNO: 
in USSN 
U9/540.2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8089 


38457 


A 


8144 


705 


1983 


EIKVDSSLLKSFLDLMNGKQNL 

ENLNALKDFAMMLNLSYATEII 

LGLEHMHNRFVVYRDLKVRTI 

DRLILHSRYCVNGPLEDKVTEK 

DFPGNPEIKPS\GKWLGCPS*KS 

PTLSQRG LMTLPCQTLGSG * LSF 

PE/VLDLP*WTNAHFADWFSLG 

CMLFKLLRG*VEMHPSSAVLM 

AAGAWMKTTVVRGFKTVFLSV 

W* LSCF1PSKRDVSKRLGCHGG 

G*AIVPAFRYLYQKSK1VILNFQ 

YPPPLIPPRGEVNAADAFDIGSF 

DEEDTKGIKVHM\CHLFLYFYF 

WM/VMISVGKQEVTETVYEAV 

NADTDKIEARKRAKNKQLGHE 

EGKIAHVSQNISNAVNFQNFLY 

LTQWQRR YF Y LFPN RL E WRG E 

GESRVSLRQPHRACFPVRTMAY 

GYWLLRRAPKFLNICPRSGTVE 

LPKPSLCHRMSNGL 


8090 


38458 


B 


8145 


156 


281 




8091 


38459 


A 


8146 


2 


181 


VWCCSRTATLRTRMCARRRCS 
RGSRTWKRSGRSSSRRRAH/SQ 
YDLERLRAAQKQLEREQE 


8092 


38460 


A 


8147 


3 


670 


ETGLKNEGRVLVRHSAWCPLL 

WGREGSRSSLSSWPELQGSPLC 

ASQGVVLQQDSYIEDQKLVLSE 

RALTRSLSRPSSLIEQEKQRSLE 

KQRQDLANLQKQQAQYLEEKR 

RREREWEDRERELR\DGRPSWP 

SARRRCSRGSRTWKRSGRSSSR 

RRAH/SQYDLERLRAAQK.QLER 

EQ\EQLRREAERLSQRQTERDL 

CQVMGLPAESNLMM1LIKTPCV 

LSKVRK 


8093 


38461 


B 


8148 


47 


699 




8094 


38462 


A 


8149 


1 


242 


MNRGGFAVKILALLDALSTVCS 
QRVQKAKKQQHLQNKEHFKA 
LLKQKEKLKQQEDL/RKKLF*1Q 
G I RC PQ ATPH HGQCSL 
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SKQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


8095 


38463 


A 


8150 


-> 


929 


ASSCVVRAVPPG/SGVWGFRCG 

LCGPDCESGLLISGSRMFAGPQ 

G/PPGAGTAVTLLAAGEEGLES 

STAQHGSGLCSEEPPWPRRHA 

WQGKSYSRNWLPPARPRPALA 

MSSDTRGQAQLSPSWQLEKKG 

LSSSTAQRGCRA LQGRAASARR 

\QRGKANPTAGTGWLRLAPGLP 

LLCPQTPGG RH SCHPPG/K/PG K 

EG LEQFY SS A RLQG FAG K SRQ V 

PDVTRGKANPTAGTGWLR/HR 

GPRGGEACAMAVRGPRSHEQR 

CPWSAGADSVS*GHCEGTDGR 

VASGACLQVDSRGSAGQNLPL 

DPEHWHVFCFDFP 


8096 


38464 


A 


815) 


2 


1749 


WVQGASLCVRASRAPLPLARP* 

VQGAELTHPWGPAAHP*TRNQ 

KPALGSSGPHSPH\GNPQTPTQA 

GQP*PHTARHGPVQEHGRGQR 

GPHLHKTETPQEATP*EVGSIAT 

EQAWLPHLCL*RPPPFHQGLFP 

RGPCMEGAQQRVEGSSSAQGT 

QVCMGPKTAGDWDGPWLVCW 

FH*GEAAARILRPGLG\GLSGHP 

LWPQGGGQMTVGYGGASEAC 

GAGELLMRRAPPQSPG1CARGL 

PA/HYWHQGQTGPRJCAEI 


8097 


38465 


A 


8152 


1 


583 


MAAVVAATALKGRGARNARV 

LRGKERDPGEGRTAEDPFSFTS 

SPTIAGGIL\AGATA\NKASVHNR 

TRALQN/HTASPEGKEEP*/DPLS 

PELENTFPRK EGQRTPM ESCGN 

LPWAUGFPLWLFLPLSSFTQAG 

KWT)K/VTVLKAD*RLRAEHCG 

FSNTGRV*RARRFRAFLPEVAPF 

PLMFGSGVSGGADLRSVCDPP 


8098 


38466 


A 


8153 


141 


341 


GTRGSPSKKGERVRRDAQQTA 
TW*TRSPASGCFQICEGNKQDE 
ACDVRGLQHCERHSLAGPREY 


8099 


38467 


A 


8154 


1 


521 


MKNRSRNKGNVEWQAEGIRSK 

RSVGKQRPSKAKIPSGDKNGVS 

LTHNEVINNDNPLESNDEKEGQ 

EATCSRPQIVP/EFQQ**LFRPE* 

WRRASGNLQLIPKKRVSA*GTR 

GSPSKKGERVRRDAQQTATW* 

TRSPASGCFQICEGNKQDEACD 

VRGLQHCERHSLAGPREYMP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pussible nucleotide insertion) 


8100 


38468 


A 


8155 


1 


619 


PEAELHMHGIQINSCSVRLVDIK 

KEKPFSNSKVECQAQARTHHM 

QASDIIV1SSEDSEGSTDVDEPLE 

VFISAPRSEPVINRATPCELKC* 

K EG\QE A 1 C/SRPRD V PR A LG FR 

KRSPFEESFRKGLLGQDPDFPD 

SIEKKPPAEASSGXALRSKHGEK 

APMTSRSTSTWRIPSRKR\RFSSS 

DFSDLSNGKELQETCSSSLRRG 

SGKE 


8101 


38469 


A 


8156 


362 


1043 


PTTPPSAGSSWTTASPPS*GKj\ 

WLGTGRPPSPWRRMSASMRTVS 

EEDGRLQPQLPL*AHPSESSGQ 

DRGNQVSVGREADCGQD/SPVS 

TMTRSHPGRPCAEGC**PCCSSR 

P*PCPCGSGSLVTSPLSLPAPSF 

WLPLRPSVSPPGLPPLQSSLSFPP 

PPPPVPQPPAPPALQWGLHLPG 

VPQPGVPAGRRVVRLSAKHLPR 

LPDHSV*GAPGRRSLREHLPQH 

RPGDQ 


8102 


38470 


B 


8157 


52 


633 




8103 


38471 


A 


8158 


15 


3054 


AG PDGL A A P ASCQG ARGQTR V 

PGAFSWLAPGSHHASEGLAPG 

VPPAGGVSAQELTAPPQEGWG 

LGAPPAAPRPESDEKRAGSDAV 

RSFSRGARDSLGQRRLGGTRGA 

GPAGKGAQRTMGPASGFHSFPP 

RPHQEPSPRSSCWQHLLWHCP 

WPQPSRLPRLTPAQLLQGPGVL 

AAPPGP*HVPGFLAQSPWPLPS 

GPRSP* DPLHQG AL VPLPQGGS 

PHTAPHCLPSVLSPAIQQPLLPT 

AST/SSRSPPASTMAP 


8104 


38472 


B 


8159 


748 


3111 




8105 


38473 


A 


8160 


1 


463 


GGGGGRGQRGRPSRPRYLCPGP 

GPTG/GPGACAAGGVTVGPSED 

NGRPLLPPQRHPPVGDFSRRRC 

RFRLPKHKERSPDARFKEGPGG 

AA/GPGARGQ*DSARTPDS\ALK 

LVRPPLPIPTGRPSCASGGR*PA 

GKRGHLSAPPRPGRSSPGPSQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8106 


38474 


A 


8161 


1 


2733 


MALRRAGAGRTGCFIAIDTML 

DMAENEGVVD1FNCVRE/LRAQ 

/RVN L V/QTEEQ Y V F VH D A 1 LEA 

CLC/GNTA 1 P V/CKLQN LFQNTK 

CTAMSNYTLTQGLLQHWLS*T 

T*FIWLAGTMRLCLSLCVDAAS 

APWVLKTLNIVT/PRVRPEDCSI 

ARPNHDKNRSMDVLPLDRCLP 

FLISVDGESSNYINAALMDSHK 

QPAAFVVTQHPLPNTVADFWR 

LVFDYNCSSVVMLNEMDTAQR 

GQSFVGPLEFGGAQL 1 


8107 


38475 


A 


8162 


1 


307 




8108 


38476 


A 


8163 


3 


969 


GLFCSRKTPPSK*\KHMVIASDK 

AAEKSVVHEHEHSHDHTQLHA 

YIGVSLVLGFVFMLLVDQ1GNS 

HVHSTDDPEAARSSNSKITTTL 

GLVVHAAVFYVSLFPNIADGV 

ALGAAASTSQTSVQLIVFVAIM 

LHKAPAAFGLVSFLMHAGLER 

NRI RKHLL VFALAAPVMSM VT 

YLGLSKSSKEALSEVNATGVA 

MLFSAGTFLYVATVHVLPEERL 

KLVTVLGAGLLCGTALAVIVPE 

GVHALYEDILEVVPSFYYCHLY 

VYEYLMFSSHFCSPDPWQDQL 

LTLRVCSSTSASLGEGCLGVSSI 

RKGMELSVQAQHHVEVAKA 


8109 


38477 


A 


8164 


164 


240 




8110 


38478 


A 


8165 


2 


417 


QQIRJCLIKVGLIIHKPVIVHSQV 

GCQKSTFS/RTRKGRHMGTG*R 

KSTANFQMPEKVTWMRRMRJL 

HWLFGRYHESKKTDHHMYHSL 

YLKVQGNMFTNKQILMEHNHK 

LKADKA H KKFLADQA EARSSK 

TNKASKLREER 


8111 


38479 


A 


8166 


1 


86 


RTRGCLSHHNHH*HLHRHHLH 

HHYPYSY*HHHCLNYH/APYLF 

HWLYH/APHHLNQHAHYLHLY 

YHHHYNHHHHLHHHHRSHCH 

HHHHHLTIHLLCQHHHHHFHPT 

KHLLLAHPQALQTHH\NHHDM/ 

HHHYPYSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USiSN 
09/540,217 


Nucleotide 
location of first 
rfwfnn for neniide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


8112 


38480 


A 


8167 


50 


1156 


LLLQFSRATFILFQPPANTFTSA 

FSQTR A R RG G SG RG GGQES A EE 

TSEFGDRHAPEAAAATRGSAR 

APEPKHASSCGTRGQCACARRE 

V E AQ VRA KG DT V A ERARRGG R 

WLTRSGMEHLERCEWLLRGTL 

VRAAVRRYLPWALVASMLAGS 

LLKELSPLPESYLSNICRNVLNV 

YFVKVAWAWTFCLLLPFIALTN 

YH/HDRQGWLGPAA/D*/CTLLV 

GTA I WY I CTS 1 FSN 1 EH YTGSC Y 

QSPAbECVRKEHQSKQQCHQE 

GGFWHGFDISGHSFLLTFCALH 

DCKKRCLCLQ*R*KTDRSHCLH 

TAITTLVVALGILTFIWVLMFLC 

TAVYFHNLSQKVFGTLFGLLS 

WYGTYGFWYPKAFSPRTSSPEL 


8113 


38481 


A 


8168 


2 


926 




8114 


38482 


A 


8169 


2 


1053 


TRERFSVANRVTGSETVPKAEA 

GPESAAGGQEEEEGEDEEELSG 

TKVSAPYYSFWGTLEYHNAMV 

AGTEEARDGSAGVRVLYLYPT 

HKSLKPRPVSLEGKCRFKENCR 

FSHGQVVSLDELRPFQDPDLSS 

LQAGSACLAKHQGWPLERQHA 

SPMWDNGYLHSQV*LAAA\RE 

AVVGGGRHPAPTAHKRPQESD 

SDS\EVRVTPAMPEWWGQMLW 

TLGPAALPLLGWEVHTRGIGSR 

LLTKMGYEFGKGLGRHAEGRV 

EPIHAVVLPRGKSLDQCVETLQ 

KQTRVGKAGTNKPPRCRGRGA 

RPGGRPAPRNVFDFLNEKLQGQ 

APGALEAGAAPAGRRSKDMYH 

CQQECQAGP 


8115 


38483 


C 


8170 


166 


419 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknotvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion t \ = possible nucleotide insertion) 


8116 


38484 


A 


8171 


55 


1157 

: 


ALDEPHGAGASEERAGDVFGPP 

RRVPGPSLWPLEAWPTSSQKV 

MPQVRCLHLHQVWGQRGGPPR 

\KRWAWAARGHTGLGPTPHGP 

S\WTHSNFLKEK1F*KMFA\KQV 

GPEAKQSLPNGFPGVATAWSP 

VRSSVCPLFIKARPSC*QLQDSC 

WDPGGTETADPGHTGLELRFPE 

PPKPTLPL ALSE A P V PQRE EKTQ 

GRGHYPAPQCLPGDPCSPHHPA 

PQPHQPHPAR/HN*PPPPRPSSHP 




r. :' t ' * ' 










PTTVPPTRPQPWQPGCCAQPPR 

PCLH*RGGN*VY*GMQLHQKS 

VSWPHSQWPQKREGNGSSHEI 

HPSCPPSGFHGPSPEGRMPTQA 

GALHSWVPGLSLSHGSGPHPPP 

RWTATVQAARPRVPPLTNL 


8117 


38485 


A 


8172 


1 


362 


LFDNTVYCPRTERLLKNDTKH 

QRHAQSACQLSTTLVCSQHRK 

VSDF1FQHKHSAPLPQKSKRKQ 

NQQSFMLKTLNKLGIDEMYXRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGFSLSPLL 


8118 


38486 


A 


8173 


1 


655 


M 1 1 STD AEKA FDKIQQPFM LKTL 

DKQGIDGTYLKURAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPF 

SQLLFNLMLEVLTRAVREEKEI 

K\GIKYLG1QLTRDVKDLFKRN* 

KPLLNEIKEDTKKWKNIPCSWI 

GRTNTVKM A I LPKFR* WTR* RQ 

FSTVHKD*KLSETVSHSYLKIKF 

WKLKRPFLLHSEPLKERQQDSV 

SLMNWVCMSSKTGQY 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=llnknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8119 


38487 


A 


8174 


2 


1936 


DKPTANIILNGQKLQAFPLKTG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKE1KGIQLGKEEVKLSLFA 

DDMIVYLENP1VSAQNLALKLIS 

NVS\KV*GYKINVQKSQAFLYT 

TNRQTESQIMSELPFTIASKJU K 

YLG IQLTRD V K DLFKEN Y K PLL 

N\E1K£DTNKWKN1PCSWIGRJN 

IVKMAILAPKV1YRFNAIPIKLPM 

TFFTELEK\TTLKFIWNQKRARI 

AKSILRQKNKAGGITLPDFKLY 

YKATVTKTAVWYWYQNRDIDQ 

WNRTEPSEIMPHIYTILI\F\DKPE 

KNKHGGKASL\FIKW\CW\ENW 

LAV1CRKLKLDPFLTPYTKINSR 

W 1 KDLN VRPKTI KTL E EN LG I TI 

EDIGVGKDFMSKTPKAMATKA 

K1DKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKKKTNNPIKKWAK 

DMNRHFSKED1YAAKKHMKKC 

SSSLAIREMQ1KTTMRYHLTPV 

RMAI1KKSGNNRCWRGCGEIGT 

LLHCWWDCKLVQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMFIAALFTIA 

KTWNQPKCPTMIDWIKKMWHI 

YTMEYYAAIKNDEFMSFVGTW 

M K LETI I LSKLSQEQKTKH R I FS 

LIGGN 


8120 


38488 


A 


8175 


2 


1105 


LPTKKSPGPDGITAEFYQRYKE 

ELVPVLLKLFQSIEKEGILPNSF 

YEASI1LIPKPGRDTTKKENFRPI 

SLMNIDAKIP**KY*QN*IPAAH 

QKSLSHHD\KVGFHPPGMQDW 

F\N I H K SINXLIQH INRA KDKN H M 

IISIDAEKAFDKIQQPFMLKTLN 

KLG1GGT Y FK. 1 1 RA1 YDKPTANI I 

LNGQKLEA1PFEMLKVMYRAF 

RQNKQ1KGIILEKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKL1SNF 

SKVSGYKINVQKSQAFLYTNNT 

QTESQIMSELPFYTIASKRRKYL 

GIQLTRDVKDLFKJCNYKPLLKE 

!KQDTNKWKN1PCS*VGRINIVK 

MAILPK*DVLASPSPFTMTVTC 

RKQVQVL 


8121 


38489 


B 


8176 


120 


2036 




8122 


38490 


A 


8177 


3 


316 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possiblc nucleotide 
deletion, \~possible nucleotide insertion) 




8123 


38491 


A 


8178 


1 


1447 

I 


MSIRVTQKSYKVSTSGPWFFSS 

CSYLSGPSAH1SSLSFSRAGSSSF 

QGGLGRGYGGASGMEVITAVM 

VNQSLLSPINLEVDLNIQAMHT 

♦EKEQIKTLNKFASFIDKVQFLE 

QQNKMLENKWSLLQQQKMAQ 

SNLDNMFESYINNLRWQLETLG 

RKKLKLEAELGNMQGLVEDFK 

NKYEDEINKYTEMENEFVLIKK 

DVDEAYMNKVELEYRLEGPTD 

E IN FLRKL Y EQEI RELQSQ I LDM 

SVVLSMDNSHSLDMDSIIAEV4^ 

VQYEEIANRSWAEAERMYQN* 

YEELQMLAGEHGDDLLSTKTE1 

ST1NQNISWLQAE1EGLKGQRA/ 

SLESTITDVEQRGELVIKDANA 

KLSQLEAALQRAKQDMALQLH 

EYQELMNFKLAQDIVITTYRKL 

LESEGSWLESGMQSMS1HMKT 

TSGYAGSLSSAYGGLTSPSLSYS 

LGSSFGSGAGSSSFSHTSSTRAA 

VVKKIEAQNGKLVSKSSDVLPK 




8124 


38492 


A 


8179 


272 


1813 


KCGLRSRSSFSAPSR1SAWFGPP 

ASTPASTMSIRVTQKSYKVSTS 

GPRAFSSRSYTSGPGSRISSSSFS 

RVGSSNFRGGLGGGYGGASGM 

GGITAVTVNQS\LLSPLVLEVDP 

N I QAVRTQEK EQI KTLNNKFAS 

F1DKVRFLEQQNKMLETKWSLL 

QQQKTARSNMDNMFESYINNL 

RRQLETLGQEKLKLEAELGNM 

QG L V EDFKNK YEDEIN K RTEM 

ENEFVLIKKDVDEAYMNKVEL 

ESRLEG LTDErN FLRQLYEEEI R 

ELQSQISDTSVVLSMDNSRSLD 

MDSHAEVKAQYED1ANRSRAE 

AESMYQIKYEELQSLAGKHGD 

DLRRTKTEISEMNRNISRLQAEI 

EGLKGQRASLEAAIADAEQRGE 

LAIKDANAKLSELEAALQRAK 

QDMARQLREYQELMNVKLAL 

DIEIATYRKLLEGEESRLESGMQ 

NMSIHTKTTGGYAGGLSSAYG 

GLTSPGLSVYSLGSSFGSGAGSS 

SFSRTSSSRAVVVKKIETRDGK 

LVSESSDVLPK 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide insertion) 


8125 


38493 


A 


8180 


1 


3519 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPVRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDG 1 EEA 1QLYQ VQKTH KEAD 

GDPPQRVQLQEER - 


8126 


38494 


A 


8181 


208 


445 


AACVWRERHHRAEECGCPGVH 
LPPLLHP*KSKWPGRC/RLRGN 
AAHHPPWGQGQATPALCGGLQ 
QPESSQ*GLSSLGGSR 


8127 


38495 


A 


8182 


1 


1607 


MDMFRSGIRRDGGLGDGIVRA 

RRRRQGALAGSSQPIQAAAVPR 

GP\GPAPRDPRSWPSCQGSSGEA 

♦PYWKLEGAGLE/RKRGTEIRA 

VGEQLESWRSWRKDVAGCSSP 

TP1PEFGAAAPTKS/GPAGPSSTQ 

QPSSRIWAAPRKRJLAG*DTAHK 

NHP/SAAP*PAPQDRARPK*PPR 

ADPQRSVTPPRSPKGS*GSPFFP 

KQ/PRIPKSGAASEASNPLLAITS 

QVVGGSESETRVEGLMKEESV 

REGNAAFSRFLRKSV/ACKPPAS 

EKDRGSRAAEGDEHASSNLQEP 

1PHLP*TALGERPEARGQPIRFRP 

PGEPCSHPRSVNELGTGEPHTF 

QLGCLQRHPGAVDQAGPRGPG 

AGSRARETGKTGTNSEAAVRQ 

EPKQR1LSKIHTSSTPGHRL/EPT 

AFRTRSARSPELASGHQAGKVV 

AGPRVRARGAXPPTGRPGLAAR 

PTEAERASRAPCP\PPQTDARLF1 

TARPRGKSGCRLPAHSPPDPPSR 

LPGPRSRSR/LSPAVRVVAAGEK 

E ASG AETA FP A WGTM ALF WSL 

QPRALQAL 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8128 


38496 


A 


8183 


-> 


683 


ERG 1 TAG PPG VH PPT A RS AG A A 

LPVWDSSACVEGVRPAPAMDP 

* EHQLR\SG LGCQDTLM LIESGP 

QVSLVLSKGCTEAKDQEPRVTE 

HRMGPGLSLISYTFVCRQEDFC 

NNLVNSLPLWAPQPPADPGSLR 

CPVCLSMEGCLEGTTEEICPKG 

TTHCYDGLLRLRGGGIFSNLRV 

QGCMPQPVCNLLNGTQE1GPV 

GMTENCNRKDFLTCHRGTTIM 

THGNLAAC1 


8129 1 ■ 


38497 ■ * 


B i 


8184 


230., - » 


252.-. i - • 


i * 


8130 


38498 


A 


8185 


29 


316 


GRVSRCLPFKLVTPVLCFCLWH 
RSY*EYRNF*MNQISKTQLKQR 
PTRFTG**QPWPRWW/PAPPRPS 
QGRLAGREWSTQAHPRDSQGP 
RLCGEGRGA 


8131 


38499 


A 


8186 


1 


57 


SRPVQAGPKATGTPQPPPS*PEP 

VERPLSMASSGTHAQGPSPPSW 

PQLTGAVAQDSPSPGLLPPRDT 

APAPSMPTADGVQRCARQSGN 

TG PR VAT* P V APTSFPAG PDSG E 

MG/ESCRRRPGT*PTPFQSRLFR 

RRPSASRIYGLLGPCVISL/HKK 

QKSLPPLAPPGTITVDI LFTW AS 

SLFSLNATEGHTVRHV*CSRRN 

YQKANAPRTPTASPNTRSHSLG 

NAKTPPQTVPHRDHPTPQEHTG 

DTSSCVAVLSANTRERAAVEC 

GVTVLNLD*LK*TARSYSMSSA 

STGVAGSVQGKR/LRTSALSSG 

G * G PKATGTPQPPPS 


8132 


38500 


A 


8187 


1 


3564 




8133 


38501 


A 


8188 


154 


256 




8134 


38502 


B 


8189 


1 


1206 




8135 


38503 


B 


8190 


1 


1311 
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SEQ ID 

NO: 


SEQ ID NO: 
of peplidr 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8136 


38504 


A 


8191 


2 


2491 


EAGEWEEGPSQNGLVLQGEKL 

PPDFMPKLVKNLLGEMPLWVC 

QSCRKSMEEDERQTGREHAVAI 

SLSHTSCKSQSCGDDSHSSSSSS 

SSSSSSSSSSCPGNFGDWDPSSF 

LAEHKRLGLWNSPHSIGAMPGS 

SLGSPPTIPGEAFPVSEHHQHSD 

LTAPPNSPTGHHPQPA/LSNP/AL 

TPAPLAP/APHPHLLPTTPAAPFP 

AQASECPVAAATAPHTPGPCQS 

SHLPSTSMPLLKMPPPFSGCSHP 

CSGKCGGHCSGPLLPPPSSQPLP 

STHRDPGCKGHKJFAHSGLACQ 

LPQPCEANEGLGEEEDSSSERSS 

CTSSSTHQRDGKFCDCCYCEFF 

GHNAPPAAPTSRNYTEJREKLR 

SRLTRRKEELPMKGGTLGG IPG 

EPAVDHRDVDELLEFINSTEPK 

VPNSARAAKRARHKLKKKEICE 

KAQLAAEALKQANRVSGSREP 

RPARERLLEWPDRELDRVNSFL 

SSRLQEIKNTVKDSIRASFSVCE 

LSMDSNGFSKEGAAEPEPQSLA 

PSKLSGSSEQQPDINLDLSPLTL 

GSPQNHTLQAPGEPAPPWAEM 

RGPHPPWTEVRGPSPVFVPENG 

LVRR/HEHRAQPIPGDLGQDTQ 

AGVHPSSEEASSKEVPSCKQELP 

EPVSSGGKPQKGKRQGSQAKK 

SEASPAPRP/TSQPRGSQCQGPG 

RWP/TSSQAGS*SLPK*AAVLKL 

ERG AGG AGQDQVGLA VPK LRR 


8137 


38505 


A 


8192 


277 


434 




8138 


38506 


A 


8193 


4 


168 




8139 


38507 


A 


8194 


26 


219 


PRLQCIGQPRLTLPPGFK*FLCP 
SLPSSWDHRQTPT*LANF*KNY 
F**IWGFTMLGMGSGTCNP 


8140 


38508 


A 


8195 


1 


498 




8141 


38509 


C 


8196 


105 


251 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

CC/UUII IUI |/C|IIIUC 

sequence 


Nucleotide locution of last 
codon for last amino acid 

VI |M.|1|IUC SCI|tlClli.C 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
uciciion* v — puMi uic uucicoiiut! insertion) 


8142 


38510 


A 


8197 


1 


1620 


MWGVGKITDPKDVDTLIPGTC 

GCVTLHGERHFVDVIKAGPTRS 

VQGNPKLGSKKMEVSIMKTQE 

S I K LT V KATTQRRN RN ESN G PT 

TEFHQSTMTNTHSDTWMVVLD 

PMKPGGPFEVMAQQTLEKrNFT 

LRVHDVLFGDVWLCSGQSNM 

QMTVLQTLSCGVVTVIFIMTLA 

GAHGSTLSSGIFSIYQSDSLKCK 

SGRKAPVGPRVLRTGYTWSQE 

NSTGNPDLFVQDHTWQFCTKH 

SGSYVASMETVDETAFILSTHT 

SFRTDWELKCFITVRRQLGRQY 

ERTCYLSFRPVANTVEYCIGFRF 

ASYINNDMVLQKEPAGAVIWG 

FGTPGATVTVTLRQGQETIMKK 

VTSVKGLISLLVCLSQFEIVPED 

DPQNAIVSSSADACHAELLRTIS 

TTMGKLMPNLLPAGADFFGFS 

HPAIHNLIQSCPGARKCINLPAS 

RPVGLS1GPLSPLDSYQWVKFD 

VCKPGDGQLPEGLPENDAAMS 

FEAFQRQIFDEDQNDPLL*SSL* 

PWLVHMVPL/WSSGIFS/TISK*L 

FEV*VGSEGSSGSPCAEDRLHM 

VSRKFHRKSRPVCSGSYLAVLH 

*ALRILCCFHGNSG*NCFHSLHP 

H*/HSALTGNSSASSQ*DASLGG 

SMREHATCLLDPLLTL*STVLV 

FALLHTSIMIWCCRRSLLGQ*Y 

GASVHLEPQ*P*PCAKVRKPS*R 

K*PV/CKGLISLLVCLSQFEIVPE 


8143 


3851 1 


A 


8198 


1 


900 




8144 


38512 


A 


8199 


915 


986 


IITDRPGFHDESAIYPVGYCSTRJ 

YASMKCPDQKCLYTCQIKDGG 

VQPQFEIVPEDDP\RNAIVSFFW 

QMLVMQN\SQDYKALLWGKL 

MPNLLPAGADFFGFSHPA1HNLI 

QSCPGARKCINYQWVKFDVCQ 

TLEMGQLPEGLPENDAA\RALK 

PFQRQIL**RJDKRNLLLKIKQL 

KVFPGKT1TTRTFHDEIPLVSSLP 

SELLPSF1YPKILV 


8145 


38513 


A 


8200 


3 


414 




8146 


38514 


A 


8201 


1 


2445 




8147 


38515 


A 


8202 


1 


248 


ENGNLGP1QAEVKGATGECNIS 
ERKSPGVEIKSLRELDSGLEVH 
KIAEGFSESKKRSSEDENENKIE 
FRK/KGGF*GGGFLRRK 


8148 


38516 


C 


8203 


70 


324 




8149 


38517 


A 


8204 


1 


675 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unbnown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8150 


38518 


A 


8205 


692 


808 




8151 


38519 


A 


8206 


1 


1954 


PGTGEETVRLGFPVDPRKVLIV 

AGHHNWIVAAYAHFAVWYRI 

KESS* WQQVFTSPYLD WT1 ER V 

ALNAKVVGGPHGDKDKMVAV 

ASESSIILWSVQDGGSGSE1GVF 

SLGVPVDALFFIGNQLVATSHT 

GKVGVWNAVTQHWQVQDVV 

PITSYDTAGSFLLLGCNNGSIYY 

IDMQKFPLRMKDNDLLVTELY 

HDPSNDAITALSVYLTPKTSVS 

GNW1EIAYGTSSGPVRWIVQHP 

ETVGSGPQLFQTFTVHRSPVTKI 

MLSEKHLVSVCADNNHVRTWT 

VTRFRG\MISTQPG\STPLASFK1 

LSLEETESHGSYSSGND1GPFGE 

RDDQQVFIQKVVPITNKLFVRL 

SSTGKRICEIQAVDCTTISSFTVR 

ECEGSSRMGSRPRRYLFTGHTN 

GSIVQMWGSGPLLWDMVNKSE 

DKDVSGPTVEEELLKLLDQCDL 

STSRCATPNISPATSVVQHSHLR 

ESNSSLQLQHHDTTHESATYGS 

MRPYRESPLLARARRTESFHSY 

RDFQT1NLNRNVERAVPENGNL 

GPJQAEVKGATGECNISERKSP 

GVEIKSLRELDSGLEVHKIAEGF 

SESKICRSSEDENENK1EFRKKG 

GFEGGGFLGRJCKVPYLASSPST 

S\DGGTDSPGTASPSPTKTTPSP 

RHKKSDS\SGQEYSL 


8152 


38520 


A 


8207 


2 


383 




8153 


38521 


A 


8208 


13 


332 


SKGFIVLLKCLQILKTPSLGPGN 
QGLNAGKESRGGGLSV1CA*RA 
RPDSWRPGPPLSISITLRRLKEG 
RR H H RA L PLCC I ITLL A SS PNC 1 
AP/TSVP*IPRLHPFWL 


8154 


38522 


A 


8209 


1 


1839 




8155 


38523 


A 


8210 


1 


364 




8156 


38524 


A 


8211 


3 


3723 


MIPAGGRAPGPPYSPVPAESESL 

VNGNHTPQTATRGPSACASHSS 

LVSS1EKDLQEIMDSLVLEEPGA 

AGKKPAATSPLSPMANGGRYL 

LSPPTSPGAMSVGSSYENTSPAF 

SPLSSPASSGSCASHSPSGQEPG 

PSVPPLVPARSSSYHLALQPPQS 

RPSGARSESPRLSRKGGHERPPS 

PGLRG LLTDSPCTTWLAEA\RR 

AT\ETPRLGGQLPVVAISLSEYP 

ASGALSQPTSIPGSPKFQPPVPA 

PRNKI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, 
* ci Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


8157 


38525 


C 


8212 


398 


415 




8158 


38526 


A 


8213 




45 




8159 

i >Vn /.'V. 


38527 


A 


8214 




929 


IAAAPELLERSGSPGGGGGAEE 

EAGGGPGGSPPDGARPGPSREL 

AVVARPRAAPTPGPSAAAMAR 

PLVPSSQKALLLELKGLQEEPV 

EG FRVTLVDEG DL YN WE V A 1 F 

GPPNTYYEGGYFKARLKFPIDY 

PYSPPAFRFLATKMWHPNIYETG 

YVCISILHPPV/DTDPQSGELPSE 

RW\NPT\QNVRDHSS*V*SSLLE 

RRPNTFLRPAN VG RLPWM LQG 

SWEREQGGRIRELHRTSFRKQV 

LGTKVDAERDGVKVPTTLPVEY 

CVKDQGRRAPDEGSDLFYDDY 

YE\DARVE\EEADSCFGDDEDDS 


8160 


38528 


A 


8215 


80 


430 


1AQGPFYPPGWPCSGPGGNTSSP 

RPPPTGGKGK/PGGPQK/PLAPRI 

PAVFTRGDSG* RSCPATTPLSA 

GSPSLPHRIPEPKPPHRIPEHKLH 

RACAHAPDPGSGGLR1FLTAVH 

HGKL 


8161 


38529 


A 


8216 


*> 


645 


FSVSHLLDLEEAGDMVAAQAD 

ENVGEAGRSL\LESPGLTSGTAT 

PQQDNDQLNSEEKKKRKQRRN 

RTTFNSSQLQA\LERVFERTH*T 

PSSLFFLSFLMPSCLLTILQVWF 

QNRRAKFRRNERAMLANKNAS 

LLKSYSGDVTAVEQPTDLQLCE 

TNACYSPCSLLCPYSAMATYSA 

TCA\NNSPAQGINMANSIANLR 

LKAKEYSLQRNQVPTVN 


8162 


38530 


A 


8217 




907 


RVDDFVAVQLGRPIGSCFGGRA 

QLQEGVQKPQAMAVGNINELP 

ENILLELFTHVPARQLLLNCRL 

VCSLWRDLIDLVTLWKRKCLR 

EGFITEDWDQPVANWKIFYFLR 

SLHRNLLHMPCAEEGFEFWSLD 

VNGG DE WKVEDLSRDQRKEFP 

NDQVKKYFVTSYYTCLKSQVV 

DLKAEGYWEELMDTTRPDIEV 

KDWFAARPDCGSKYQLCGHLSX 

DAAQGPHGTFQPDPATIQQKSD 

AKWREVSHTFSNYPPGVRYIWF 

QHGGVDTHYWAGWYGPRVTN 

SS1TIGPPLP*HPLSPHLLNPDW 


8163 


38531 


B 


8218 


117 


398 
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SEQID 


SKQ ID NO: 


Mel 


SEQID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8164 


38532 


A 


8219 


1 


3063 


MSLEVDRSVETMCSGDEILLPD 

LPKADVADPLWGPFPVQNCLS 

LARSDSREQGLVLVMESRNRE 

VVPPGVSYSKDGAKSLKGDVP 

A S E VTS K DSTFSQFS PI SS A E EC 

GDDEK1KVDDPLTRRTCNQASG 

S A PQQDYDKLKA FGGEN SSKT 

GLSPSGNMEKNKVVKREAEAN 

SINLSVYEPFKVRKAEDKLKEN 

SDNVLENRVLDGKLSSEKNDT 

CLPGTAPSKTKSSSKLSSCSSAI 














MALSAKKAASDSCKERV 


8165 


38533 


A 


8220 


1 


1188 


MPLDEDPSKLCRHNLKCLECNE 

IFQDKTSLATHFQQAADMSGQ 

KTCT1CQMLLPNQ/CQRIHQHKS 

P*TCPECRAICR\SHCEVFYKCPl 

CPMTFKSAPSTHSHTYTQHPSIK 

IGESKIIYKCSMCNTVFTLQTLL 

YRHFDQH1ENQKRDVY1SHVRK 

EHGKQMKKQPCCQRDKPFSSS 

HSLCWrTNRlKHKVIRKVYTCSH 

CSDSRGTFTKQLMLEKHVQLT 

HGIKDPDLKE/TDRRHQ*GGNR 

NKRRPQGPQSQVEVERTGSGV 

QASQVGAITQPKLEINVFKVHKC 

AVCGFTTENLLQFHEH1PQHKS 

DGSFYQCREHLFVAHKLKEPQP 

VSKQNGAGEDNQQENKPSHED 

ESPNGAMSDRKCKVCAKTFET 

EAALKTHMQTHGMAFIKSKRM 

SSDEK 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540 217 


Nucleotide 
location of first 
Louon lur pcpiiuc 
sequence 


Nucleotide location of lasi 
codon for last amino acid 

UI pCpllUC 9Ci|UCIlVC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


8166 


38534 


A 


8221 


842 


2687 


KGECLPSALSLNGNGRESLESL 

ESLSLEGFTRGRAGLRTCSPPCL 

SLPAPPWAPVLPEPPRGAPPPAP 

RRPVPSTTQGLRSAGARRGTGR 

QLHLRPRC/ADPLGEASWAPES 

GSAPAILKVRJKTIKMSSGEIKR 

TVTRVLPEVDLDSGKXSSEQTA 

SVMASVTFLLSSPASAA1LS/SSP 

QGASPVHGHDQCSFTC/SSSPLN 

RAPA/GA1IKAANAIQQQTVVVP 

APSRANAKLVPKTVHLANTNLL 

P/HGSATN/ISRQ*SMQQ/RSQPP- 

KKVSRVQVVSSLQSSVVEAFN 

K VLSS VNPVPV Y I PN LSPPTN AG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRJEAADTRGQK 

TCTICQMLLPNQCSYASHQRJH 

QHKSLYTCPECGAICRSVHFQT 

HVTKNCLHYMRRVGFRCVHCN 

VVYSDVAALQSHIQGSHCEVFY 

KCPICPMASNQNKEDTKSMNG 

KEKLEKKSPSPVKKSVETKKVA 

SPGWTCWECDRLF1QRDVY1SH 

VRKEQG KQM K K H PCRU LCQH 

NR1KHKGIRKVYACSHCPDSRR 

TFTKRLMLEKHVQLMHSLKDP 

DLKE/TDRCHQ*GGNRNKRRH 

QVPQSQAPLHCTQVKGTSASV 

QAKWSWGR 


8167 


38535 


C 


8222 


1 


438 




8168 


38536 


B 


8223 


98 


463 




8169 


38537 


A 


8224 


1 


2679 




8170 


38538 


A 


8225 


1 


1209 


AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMASNQNK 

EDTKSMNGKEKLEKKSPSPVK 

KSVETKKVASPGWTCWECDRL 

FIQRDVYISHVRKEQGKQMKK 

QPCCQRDKPFSSSHSLCWHNR1 

KHKVIRKVYTCSHCSDSRGTFT 

KQLMLEKUVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQVEVERTGSGVQASQ\GAITQ 

PKLEINVFKVHKCAVCGFTTEN 

LLQFHEHIPQHKSDGSFYQCRE 

HLFVAHKLKEPQPVSKQNGAG 

EDNQQENKPSHEDESPNGAMS 

DRKCKVCAKTFETEAALKTHM 

QTHGMAFIKSKRMSSDEK 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


8171 


38539 


A 


8226 


58 


391 


FA KN DG FQLH PCPEPL/P WSQT 

RTQSAAWA*GCNYLQPTGAAD 

LLAYFEFLGPEGKTGW*QGLDR 

D ATG A P PSPTA RQ/R VG KA LGT 

AASLIPSFIPL*SKKMARETAAW 

SEW 


8172 


38540 


A 


8227 


993 


2235 


NGGPHLWRLPTAHRRACGERH 

GQAVACGGAVAEVALVGPAPT 

VG LRRGCPHSAPGG Y ACPVSSS 

TYSGLGQRCVFPHY\SPRAVPN 

LVPALGAPKP*MGPASGL*GD 

MLPAASVKRAPTAAGPWMLYP 

YSPARLDSAA/LQALSTKKVAS 

DSSKEQVANSRESSSLSKEVND 

SPRAADKSPESQNLIDGTKKTS 

LKQLDSPRNISSENSIKGTPASP 

AG STPP1 PK VR1 KTTKTSSG E 1 K R 

TVTRVLPEVDLDSGKKPSEQTV 

SVMASVTSLLSSPASAATLSSPA 

RVPLQSAVVTVKQFPLQSPPLNR 

SQSSLWLLLSSQCLL*RQQDPK 

SLI*SSLTTPR*KPRSYLLPLSRV 

PAAPSLKLANAIQQQTVMMPA 

SSLANAKLVPKVMHLANLNLLP 

QVAPATSELCPVSIKTQPQI 


8173 


38541 


A 


8228 


1 


3370 


M 1 INTI ITTTTTITI I Fl ITI MSSSP1T 

ITNIIT1IQHHHHHNDQRPSLGK 

C RGL Y I RVRK VPG ERATANSRC 

P1NAQGIESCWNGVMALWLGP 

NSTCSRLPELTDSEDCQIYGDTE 

RKRRHSRKTCRWEYQVETKDT 

FLEELLFEPALRTGIQSKQGGPL 

LQLAANNYNLEPKQHFGSWFG 

TMKQLGETESIFSFAYEVCLTV 

YEIFGLPGIAPSKTKSFSNFLSCI 

TA1AALSTKKVASDSSKEQVAN 

SRESS 


8174 


38542 


B 


8229 


I 


438 




8175 


38543 


A 


8230 


38 


597 


VPCGPHCRLPSAWRTSPPRLWN 

DTTSRKWKSGVAKSSCYNL*PS 

AGMRRKRF*LRAPSTLSGSALL 

*NRJLMRSRRFCATSSCAS**CEQ 

RTSLSFEGSLWRSTITSRPPPSA 

AR1SSASAPTRRRCASESAACRR 

STGRAGPGPGGGKQQMKAGR\ 

RGTAQPSSPHPLGIPTHHPDTRG 

ASRQTGHL 


8176 


38544 


C 


8231 


1 


1062 





995 



WO 01/075067 



PCT/US01/086J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


8177 


38545 


A 


8232 


3 


595 


WSSAQPRSASRAASRSSRLHSS 

RRLCLRCRAPRRPQLVASAKGR 

ASSARSRRGRSRSRR'RGRARS 

GGGMSPLAQRRLK*ASSSSGRG 

AAWSRASRGAARGSGPLTGRR 

SAPLHSSSTVPCSPRYARPGPPR 

ATA/RGPTRATCLPSHRSTITSRP 

PPS\LPVAVQPALPPGAAAPPSP 

PRAGGALAALGPGLTVGAGR 


8178 


38546 


A 


8233 


2961 


3005 


SRLQQTIQADAFAECAKGCWP 

GGM/DELEAETSSSLFLLAMQV 

WMCGGRMED1PCSRVGHIYRK 

YVPYKVPAGVSLAR/SKNLKRV 

AEVWMDEYAEYIYQRRPEYRH 

LSAGDVAVQKKLRSSLNCKSF 

KWFMTKIAWDLPKFYPPVEPP 

AAAWGEIRNVGTGLCADTKHG 

ALGSPLRLEGCVRGRGEAAWN 

NMQVFTFTWREDIRPGDPQHT 

KKFCFDA1SHTSPVTLYDCHSM 

KGNQLWKYRKDKTLYHPVSGS 

CMDCSESDHR1FNTNTCNPSSLT 

QQWLFEHTNSTVLEKFNRN*A 

ALLFDDESQFDSSNCQHSCYPR 


8179 


38547 


A 


8234 


203 


314 


VPASSPALGSTLEFQLCEP1NSG 
FCLNQID*GFGYL*ARPMSWPY 
WSLLSPFPLIPLH 


8180 


38548 


B 


8235 


1 


1008 
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SEQID 

NO: 


SEQ 1!) NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


8181 


38549 


A 


8236 


2 


1495 


CL V VTSTDSI RFQI ! PWAGTEM K 

QE/IIKLKDGSMEEHLKKPLEDY 

MALFPSVRILRTKKREGLIRTR 

MLGASVATGDVITFLDSHCEAN 

VNWLPPLLDRIARMRKTIVCPM 

IDVIDHDDFRYETQAGDAMRG 

AFDWEMYYKR1PIPPELQKADP 

SDPFECQLVRDTLGDADSQQH 

DVSHLARCQADFLFPWSPVMA 

GGLFAVDRKWF/WELGGWAFS 

HGDPQQPWKESLFFPSSCTSPQ 

VESHWPAGPMPIPEQYCNWSP 

AVTCPVTAGRVCLGWGWR*RK 

* WGTKDLLG AR WKSKPF*SP*T 

NQDVKPNPHDLIEQFQRKEHFC 

TESAWLGCPQNGSWLLQSQRS 

HRERWNHGIFMTVISAVSCGLH 

GVVCGGRMEDIPCSRNLKRVA/ 

EVWMDEYAEYIYQRRPET/GHL 

SAGDVAVQKKLRSSLNCKSFK 

WFMTKIAWDLPKFYPPVEPPA 

AAWGEQKDMPLSQYTSKGAGI 

KS YLGSCTHH WGH RG RQKQG 

NILIAHQ 


8182 


38550 


A 


8237 


1126 


1603 


T1MK1TGRAGDA1MGADICH/N 

KDRKVRRKEPKSQDIYLRLLVK 

LYRFLARRTNSTFNQVVLKRLF 

MSRTNRPPLSLSQMIQK\MKLP 

GRENKTAVVVGTITDDVRVQE 

VPKLKVCALRVTSRARSLILRA 

GGKILTFDQLALDSPKG*GTVL 

LSGPRKGR 


8183 


38551 


A 


8238 


504 


737 


QLCWAGGKJLTF\DQLAVDSRK 
GCITVLLSGPLKGRKVYGHFGK 
APGTPHSHTVKPYVHSKGRKFE 
RARG*RAS*GYKN 


8184 


38552 


A 


8239 


1 


360 


MLGFALLPAPPGPGLV/GSG*SP 

DDQ\GRTGPALAPSCLSRPSPAT 

LNS AGSE1HDRPRSG A PPTPCLR 

GSAQASTSACSPGANGPEPKPG 

LGTLRQQLEHIMATNRLDEAG 

WVACYPTDVR 
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